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<400> 403 

gacatacact ttctgctttt cgttaatgat caattctctt gaccataatt cagggtctaa 60 

ttcttgaagc ttttggagaa ctaagggacc aactggacca agtcaaagaa gacatggaga 120 

ccaaatgctt catctgtggg ataggcaatg attacttcga cacagtgcca catggctttg 180 

aaacccacac tttacaggag cacaacttgg ctaattactt gttttttctg atgtatctta 240 

taaacaaaga tgaaacagaa cacacaggac aggaatctta tgtctggaag atgtatcaag 300 

aaaggtgttg ggaatttttc ccagcagggg attgcttccg gaaacagtat gaagaccagc 360 

taaattaaac tcagacccaa tcacctctaa aaaccaaaac cctacccctc tctctccctc 420 

tctcaatttc tctgctctct tggaaacatt ttgctgattt tgtgaattgc cagcgttgtg 480 

tgttttctgg gagcatcgaa gctctgtttc ggaagagctg tttcctcccc ccaccttttg 540 

tatttacttt gagactaaag actgaagaafc aatctaaatt catactcaga caaaaaaagg 600 

aattctggaa agaaaaccat tctggacact gtcataacac acatagatag attttcttct 660 

gagactcccg gagtcttctc gagctacgag accttcacag agacacgtgg cagccacact 720 

cacccagcct ctttatttca ccatcctgga aggaaactgt ctgtctaatg gtcacagagc 780 

actgtagcac ttaacagatt gccatggaca ccagttgcga agggaaatag tgccttacta 840 

tatgtgggtt gagctatgca gaagatacgt gcatgaaaaa acatctttat tttctttatg 900 

tcgacctttc ttttcttaga ttgattttgt gaggtttttt ttttttcctt tagccttttc 960 

tttagggggg gagggtaaaa aaagcagttt gcccttaaaa aaaaaa 1006 



<210> 404 
<211> 3115 
<212> DNA 

<213> Homo sapiens 



<400> 404 

ttttttttta cctaaaaaga aataaaatgt tttactcatt tacacaaata cacacactga 60 

agtccaccct gggagctggt aaaacaattt cagtctcaga cccgtctgtt ttccagggtc 120 

ctccgagcct gggcttcctc aagagcgtgg cccaagggcc ccacagccca gatccgggca 180 

gccccaccac cttcactgag gaggctccga agctccgttc ccgctgctcc ttacagacag 240 

gggaggcaga tatacacaaa cgcgcctcgg cccagcttgg ggctggcggg ggaggctgtg 300 

tcttcaaacc tttgccccca gttgggtcag tagaaccagc agtgtcctcc ccttctacct 360 

cccagctcca ctttggaggc tgaggaagcg agaggttttc taggcagatt tggagccctg 420 

gagattgagt tcacagtgta tgttctgggg gcgctggtgc agtcagcggt ccagtctcca 480 

gcctgcaggc gtgcacactg gggtggacga tgggtggccc cgcaggtgta cacatttggg 540 

tggccccggc ccctataccc cagtgttctc tttgatccag tcccgaaaca gagggagcct 600 

tgtgtacacg cctggcttgt tcctctgagc gcagccgtct ccccagctca ccacaccggc 660 

ctggaagatc cgcccatccg cctccacgct ggacaggggt cccccggaat caccctggca 720 

ggagtccacg ccgccgctga ggaagcccac gcacatcatg cgcggcgtga tctgctgcgg 780 

caggaggttc tcgcaggtgg tctggttgat gacgcggatc tcaccctttt gcaggatcag 840 

cgcgccagtg cctccatact gggtgtgtcc ccagcccgtg acccagatgg ccttgccggc 900 

agggaagaca tgggaggcgt ccggcaggca gatgggccgc accatggagc tgtactctgc 960 

cggtttctcc agctccagca gcgcgatgtc atagtcgaag gtgaagtcat tgaagaaggg 1020 

gtgggagatg atgcgcttga gcctgcgctc ctgcacccca ggggcgctgc gctggctctg 1080 

gtcgtgcaag cccaggaagg ccgtccactg cgtggggtct gagtacctga atcctctgtc 1140 

atcgatgtag cagtgtgcgg cagagaccag ccagttggga gagatgaggg aagcaccgca 1200 

gatgtggccc tggcccagag catgcaggct tacctgccag ggccactcgc cctcatccgc 1260 

atccgtgccc ccaacaacac gagcctgtct cgtgaatgac cgcagcccac agtcgcagtc 1320 

cttctcatct gagccgtcgc tacagtcctc cttcccgtca cactcagggt tgcccttgct 1380 

caagcagagc ccattgaggc agcggtaggt gtgtttggta caagtgacga cgttcacctt 1440 

ggggcaggag gcctcgtcgg acccgtcccc acagtcgtcc ttcccattgc actgctggct 1500 

tttcgagagg cacttcccat tggaacacct gaaggtctgg gtccggacaa ctgcacccct 1560 
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gcfccgtcgct gttgtctccg cagtcgttca aactgtcgca gacccagaag aggggcttgc 1620 

agaacttgtt cttgcacgtg aactggtggc cggcgtcgca actgcagttg" age teat cgc 1680 

tgtggtcggt gcagtcggcc cagccatcac ag.cgcagctc ettceggata caccgccccg 1740 

tgcggcacgt gaactgcccc gggcatgggt cactggagtc gtaggagagg tattcagcta 1800 

agaagceggt gtcggtgtag gactgatctg agtggaagcg aactgtgatc ttgttgctgt 1860 

tgctggtgac gacgaactgg gacctctctc cgcagtattt ctccccattg atctccacgt 1920 

agtccttggg gcaggtgccc gcaggcacgc cgggctccag caggtagaag aatttgaagc 1980 

gcaccttcac atgctggttg ttgggcacct caatgttcca tgtgcagtca atgttgggtg 2040 

ggtagtggcc tgggtagtag gggctgttga atgtcccctg ggctttacgt aagcggcctc 2100 

cacagctgct catcctaggc agctggaaga aggtggcctc aaagcccggg atgccgccgc 2160 

tcagtgttgg ttatcagtgt gatgagcagg acgttcgtgg gagggagtgg aaggtcaggt 2220 

tgtaggaggg agggtaggtg ccacacaact gcaccagggg cgtggggctc catggggctc 2280 

atgggtgttg tacaccgtca accaggtgtc tgccgcgctc gtegcaggae gcaaggtcaa 2340 

agetgeggaa ggtgaggctc agcactgagt cggcgtcccc ccgcagggcc cactggcagc 2400 

gggcatgagc ggggtagggg ctgtcaggga ageegggegt ggtgaagcgc atcagctcca 2460 

caccgcgggc gtgeaggeca aagctgeage tgttgtcctg ggtcctctgt actgttttgg 2520 

agtccgtggg gaaagccacc actgaggtga ccacaaagga cttcagggag cgcgcccgcg 2580 

ggggcagcat gactacgcgc tcctcggcca tgacgcgctc ggcctcctcc accaggtget 2640 

gegggatget gaactcagac cagtagtagg egatgacget gccctcgctg aaggcegtea 2700 

cagccgactc cttgtggtag gggcccagga atgggactcc gctgtacagc agettcageg 2760 

cgtccttcac cttgctggcc aggcttacaa actcagtgga gttggagttc tegtaggcat 2820 

ccacaaaatt ctcatttgtg atcctcatgt agecattgaa gaccttctgg acacgcacgt 2880 

cccggtactg caaatgccac accaggaagc cgatccccag caagaccaag aggaggcega 2940 

tcagcacggc tgccagcacc acccagcgcc ccgggccatg cttttccacc ttcttgacgt 3 000 

tgttgactgg caggaactcc acgccttcct ccaagccatt cactttctcg tgccgggagt 3060 

tgtacttgag tcccgcgccg aagtccttcg ggccccctcc gcccttgcga cgaaa 3115 



<210> 405 

<211> 1264 

<212> DNA 

<213> Homo sapiens 



<400> 405 
eggcacgagg aagatttagg taatctctgg 
ttcgtgagag gacaagaatt taaagctcat 
tttaacgeca tgtttgaaca tgaaatggaa 
gatttagacc ctgaagtttt taaagaaatg 
aaccttgaca aaatggctga caacttgttg 
ctgaaggtca tgtgcgaaaa agctttgtgt 
acccttgtcc ttgcagattt gcacagtggc 
tattaatagg tgcagtgtac ttcgacaact 
caaccaagca accgacataa tggaaacatc 
tcatttagta geagaagect ttcgagcact 
tccacgcaaa eggctaaaac agtcctgaaa 
actttcactc ctccaggtcc agaaggattc 
ctgttatttt gtccacagaa cagaagctga 
aatttatggt ttattcttca gctttaaatt 
ttatcttcaa tgacttctct tgttcatata 
cattttgacc aaggctatgc aggattgeae 
gaagatacta agtttcaaaa ggatcttcca 
agggtttgtc etatgetate tcaaagttta 
ttaccagtaa tatctccaat ctaagttcta 
gtaagttatg gcaatacact gcttcaattc 
tgcaatgagt tggectagat ttttagtgac 
tcca 



gaaaacacaa gatttacaga ctgcagtttt 60 

aaatctgtgc ttgeagcteg atctccagtt 120 

gaaagcaaaa agaatcgagt ggaaataaat 180 

atgagattca tttacacagg gagagcacca 240 

geagctgeag acaaatatgc actggaaegg 300 

agtaacctct cagtagagaa tgttgcagat 360 

agaacagttg aaagcacaag ccatagactt 420 

tgggtgtaaa gatgggaaaa actggaacag 480 

aggggggaag tccatgattc agtctcaccc 540 

ageatctgea cagggtccac agtttggcat 600 

tcttccatga acagttgaaa aatggaattg 660 

taatacacaa accataagca- agagttgttt 720 

aaaagcatat tgettgeatt tcaggtggat 780 

agactgatta attcacttca aggecttaaa 840 

atactttaat ttttttttat tgtgccttgt 900 

tagctccata atgcagtaat attgataact 960 

ttattttgea aaaagaaaaa tgaattttat 1020 

agttctcttt aaaagcactt gtattggaga 1080 

taaatatggg agaaccctct taccttcaag 1140 

taatttattt ttcatttcag ggggcaaata 1200 

atttatgatg tttgtcttgt atgttaactg 1260 

1264 
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<210> 406 

<211> 2001 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (2001) 
<223> n - a,t,c or g 



<400> 406 

cagcgtggcg gaattcctgg aaagttccag gaagactctg ggtctgtgga ctgggctctg 60 

gggccatttt ggggaatttt ccaggctgat tttggctgta tgcgatttta tctttctgca 120 

cagacatcag accctgtcct caggatgtga tggggcccct cccccatctc ccatcctacc 180 

agcctgtgtc caggtggggg tggggcaggg cagacaacag ggtccctgtg tctcgggcag 240 

caatgctgcc ccctttcctg ccccaacatc cccagcagac acaagagatg gagactatga 300 

gctgctctcg tggctgggtc tcgggggtcc tgcaccctca ggagctgacg ctgacgcact 360 

ccactgcctg tcaccaggaa cctacctcgc gccatcttca tctccatccc actggtgacc 420 

ttcgtgtaca cgttcaccaa cattgcctac ttcacggcca tgtcccccca ggagctgctc 480 

tcctccaatg cgggggctgt gaccttcggg gagaagctgc tgggctactt ttcttgggtc 540 

atgcctgtct ccgtggctct gtcaaccttc ggagggatca atggttacct gttcacctac 600 

tccaggctgt gcttctctgg agcccgcgag gggcacctgc ccagcctgct ggccatgatc 660 

cacgtcagac actgcacccc catccccgcc ctcctcgtct gtgcccatca aggtgaacct 720 

tctcatcccc gtggcgtact tggtcttctg ggccttcctg ctggtcttca gcttcatctc 780 

agagcatatg gtctgtgggg tcggcgtcat catcatcctt acgggggtgc ccattttctt 840 

tctgggagtg ttctggagaa gcaaaccaaa gtgtgtgcac agactcacag agtccatgac 900 

acactggggc caggagctgt gtttcgtggt ctacccccag gacgcccccg aagaggagga 960 

gaatggcccc tgcccaccct ccctgctgcc tgccacagac aagccctcga agccacaatg 1020 

agatttttgt agagactgaa gcagttgttt ctgtttacat gttgtttatt gaggaggtgt { 1080 

tttggcaaaa aagttttgtt ttgttttttt ctggaaaaaa aagaaaaaag atacgactct 114 0 

cagaagcctg ttttaaggaa gccctaaaat gtggactggg tttcctgtct tagcactgcc 1200 

ctgctagctc ttcctgaaaa ggcctataaa taaacagggc tggctgttcg ctcgtgctat 1260 

ggggagtccc tgatgggcac agacgggagt ggctggggcg tacctcggtg ggtgcacaca 1320 

tgttgctggc caggaagatg ccgtggcagg ccctggagga ggctcttgac attagggggc 1380 

tttgctgctt gacacaggcg ctccctacca tggcacccag agtccccctg ccctaaaggg 1440 

atgtcgagga tggggtagca gctcagtccg cccctacccc aggcccctcg atgccagtct 1500 

gagctcggcc acccaggaga gctcaggggc tccaggctgg gattgtcttt cttcccgtaa 1560 

atcaccacag agtgaaggtc aggacttcag agcccacagt ctcaccctgg cttacaggtg 1620 

gggaaaccga ggccctgaga taggatggaa cagacgtggc cactgctgtt ggtgcctcgg 1680 

cctctctgtc cccagaaagc acagagcagc atgtcctggg ggctttgagg cctgcaggga 1740 

actccagggg cttcatgtac agcaggcaca caccccagcc cttccacggt gcccaggaga 1800 

ttggaccttc agggagggca aagggcgcct gcctggccag gggcatgagg gtttggcagg 1860 

agccacccaa cccaggtcct ccagaggcct tgctggacag gaagagggtg aggcgtgagc 1920 

aaaatagtca ccacggatga gacccagcgt cccgaattcc tccacatgga ctagtgatgt 1980 

cgaacaaann nnnttgtcct a 2001 



<210> 407 

<211> 1652 

<212> DNA 

<213> Homo sapiens 
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<400> 407 

tgcggccgcc ctcgtggctg agtacctcgc cctgctcgag gaccaccgcc acctgcccgt 60 

gggctgcgtt tccttccaga acatctcatc caatgtgcta gaggagtccg ccatctccga 120 

cgacatcctg tcgcccgacg aggagggctt ctgctccggg aagcacttca ctgagctggg 18 0 

gctggtaggg ttgctggaac aggcagccgg ctacttcacc atgggcgggc tctacgaggc 24 0 

ggtgaatgag gtctacaaga acctcatccc catcctggaa gcccaccgtg actacaagaa 300 

gctggccgcg gtgcacggca aactgcagga ggccttcacc aagatcatgc accagagttc 360 

cggctgggag cgcgtgttcg ggacgtattt ccgcgtgggc ttctacggcg cccacttcgg 420 

tgacctggat gagcaggagt ttgtgtacaa ggagccatcg atcacgaagc tggcagagat 480 

ctcacaccgg ctggaggagt tctacacgga gagatttggc gacgacgtcg ttgagattat 540 

caaagactct aaccctgtgg acaagtccaa gcttgactca caaaaggcct acatccagat 600 

cacgtatgtg gaaccgtact ttgataccta cgagctcaag gaccgggtga cctactttga 660 

ccgcaactat gggcttcgca cattcctgtt ctgcacgccg ttcacgccgg atgggcgcgc 72 0 

acacggggag ctgcccgagc aacacaagcg taagacgctg ctcagcaccg accacgcctt 780 

cccctacatc aagactcgca tccgtgtgtg ccaccgggag gagacggtgc tgacgcccag 840 

tggaggtggc catcgaggac atgcagaaga agacacggga gctggccttt gccaccgagc 900 

aggacccacc agatgctaag atgctacaga tggtgcttca gggctctgta gggcccaccg 960 

tgaaccaggg tcccctggag gtggcccagg tgtttttagc agagatcccg gaagacccca 1020 

agctcttccg gcatcacaac aaattgcggc tctgcttcaa ggacttctgc aaagaaatgt 1080 

gaggatgcgc tgcggaaaaa taaggccctg attgggccgg accagaagga gtaccaccgt 1140 

gagctggagc gcaactactg ccgcctgcgg gaggctctgc agcccctgct tacccagcgc 12 00 

ctgccccagc tgatggcacc caccccaccc ggcctcagga actccttgaa cagagcaagt 1260 

ttccgaaagg cagacctctg agcccacaag gaccaaagct gtacctagag gaaccagcac 1320 

ccgggcctca gctgtctgtg ctgcgagggg agtctgccct ggtgcccact gggctgtggg 1380 

gtgaccacac tgtacttggg gctgggccct ctgcccctgt gtccccatct gtgtgcactg 1440 

atgcttcctc ccttttttaa tttaaaatgg tttttataag caaaaaaaaa aaaaaggggg 1500 

ggccctttta aaggaaccaa ttttaacgcc cgggggttgg gaaggaaaaa tttttttaag 1560 

ggggccccaa aattaaattc cggggccggg gtttaaaaac ggggggaggg gaaaaacccg 1620 

ggggttaccc aatttaatcc ccttgggaaa ag 1652 



<210> 408 
<211> 668 
<212> DNA 
<213> Homo sapiens 



<400> 408 

ggcccacaga tgacccccta cctctgacat ttgataaagc tgggggtgac ctagggcgag 60 

gggcagcagt ggcagtccac gcccctctct ccactgcagc ccaccgttgc agatttcctt 120 

aacctggcct ggtggacctc tgctgccgcc tggtgagtcc tgagcgggag gtgggtagag 180 

aaggtgctcc ctggccggga gggctcagaa gagaagtagg gcatggcatc gtcctctgct 240 

gaccacctgc actcggctcc ccgtgcgctg caggtccctg ttccagcagc ttctctacgg 300 

cctcatctac cacagctggt tccaagcagg taggtagggc tttggaggcg cctcctcaag 360 

tccgggtccc caatctgagc taagacgact ccatggggag ggtggggtct acgactgagg 420 

gaggccggag accttgccag ggtctgtggg cggagctgag gcgctctggg ccctcgcaga 480 

ccccgcggag gccgagggga gccccgagac gcgcgagagc agctgcgtca tgaaacagac 540 

ccagtactac ttcggctcgg taaacgcctc ctacaacgcc atcatcgact gcggaaactg 600 

ctccaggtgc tggcagtggg gcgggaccag aggccaaggg cggaacctgt gagcggcctc 660 

atgccgaa 668 
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<210> 409 

<211> 1854 

<212> DNA 

<213> Homo sapiens 



<400> 409 

gagagctagc accatagctt caataccctg attgaatgtc acccttgact gcctaactca 60 

tctctttccc aagtcatagg ttatccctgg tcctggctga ttatcacagg cagggaggga 120 

gggaaagagg caaagggaga aggccctgtg tgggactcaa acttgctcac cccttttctg 180 

taatctgcag ctcactcttg ctgccactca gcagatctgg tctccctaac tcttttttcc 240 

cctgcctcta ctttgagact caattgcttc cccaggactt tttttctccc caagccaaag 300 

aatgaaagtt caatcatccc agctcagttc ttatcaagca ttccagctag cctatgccag 360 

agatgttaca cagctcttta ataatagtgg ccatagctgt aataacaatg acaacagtag 420 

gtagcggtag tcataccaac agtagggcag tgcattttat attacaactg gtttcttgct 480 

ctagtaggct tggggatggg tgaagacgga cagggctggc gcagaccctt tccttctcct 540 

ctccagccca cagtgatgtg ggcttttgca agacagcctg cttccattca gtagtgtggg 600 

aaaagttcct ttttggctta acaatacccc tgagaccttg ttcagtgggc tgtgtctctc 660 

cctgggatgc tgggagcacc aagtgtggcc cgagctaggg ctgctgactt cctctgggcg 720 

cctctgggct gcgagggtct cttacaggaa ttgaggccct ttgctgctcc aagaaatgct 780 

gaggctgtgg gcagaggggt gtacccaagg ggactcttgc tctgtgtctg actttggggg 840 

atccccaggt gggcagggca ggaaggaagc ggctcccagc actgcaaagg ggcagcagca 900 

ttacagctca gccttccaga cattgtagat ccagttgaga taggctgaga ccttggtgta 960 

tactcctggg gtgctcgggc ccccgcagcc atagccccag ctaacgatgc ccaccacatg 1020 

ccactggtca gattggtaca tcaggggccc accactgtca ccctggcagg tgtccacacc 1080 

cccttccggg atgcctgcac acatcatctt ctcggtgact tccccctggt acgcatcgtc 1140 

tgcattgcac cgtgtgctgt caatgacctg gactgacgcc tgcagcagta tgtcagacat 1200 

cttccctcca ttctgcttcg taaagcccca tccaatgatc cagagtgggg tggctggagt 1260 

gagctcctca tcaaagaagg gcagacagat gggcctgact gtgcctgaga aagtgagtgg 1320 

gaactgcagc ttcatgaggg cgatgtcatt gtctttgggg tacatggggt tgaattcaat 1380 

gatgatgatc ttggccacag ccagggatgg gaagctgccc agtttgtctg agcctgcccg 1440 

caccttccag ttgaacacat cggtatgttt cctgaagcag tgggctgccg tgaggaccca 1500 

gtgggggtcc aggatgctcc ctccacagac gtgctgtttg tcgtactgga tgctgacctg 1560 

ccaaggccaa gaatccacag aggcctcctc cccacccacc acacgggggg tcttcaggct 1620 

ctccccacag gcaagacagt gcagggagac cagggagcct gagagacagg gcccacttga 1680 

gttccgcatg cgaagctcct ggctgttttc tgtgatttca acaacatcca gatcctggtc 1740 

tgggccaatc tccacagctc tgaaagtggg tttgctgctg tagcccatct gcctacaggc 1800 

tgtctcagcg agagcttctg taagttgtcg aaacaggcag gaattcctgc caca 1854 



<210> 410 

<211> 1147 

<212> DNA 

<213> Homo sapiens 



<400> 410 

ggaccattag tacagtgcgg tggaattcgc gcattgggat ggtgctgggc gtggccatcc 60 

agaagagggc tgttctctgg cctgtattgc gtttgaagaa gcctatgccc gggcagacaa 120 

ggaggcccct aggccttgcc acaagggctc ctggtgcagc agcaatcagc tctgcagaga 180 

atgccaagct ttcatggcac acacgatgcc caagctcaaa gccttctcca tgagttctgc 240 

ctacaacgca taccgggctg tgtatgcggt ggcccatggc ctccaccagc tcctgggctg 300 

tgcctctgga gcttgttcca ggggccgagt ctacccctgg cagcttttgg agcagatcca 360 

caaggtgcat ttccttctac acaaggacac tgtggcgttt aatgacaaca gagatcccct 420 

cagtagctat aacataattg cctgggactg gaatggaccc aagtggacct tcacggtcct 480 
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cggttcctcc acatggtctc cagttcagct aaacataaat gagaccaaaa tccagtggca 540 

cggaaaggac aaccaggtgc ctaagtctgt gtgttccagc gactgtcttg aagggcacca 600 

gcgagtggtt acgggtttcc atcactgctg ctttgagtgt gtgccctgtg gggctgggac 660 

cttcctcaac aagagtgcta cctgggtaag gacttgccag agaactacaa cgaggccaaa 720 

tgtgtcacct tcagcctgct cttcaacttc gtgtcctgga tcgccttctt caccacggcc 780 

agcgtctacg acggcaagta cctgcctgcg gccaacatga tggctgggct gagcagcctg 840 

agcagcggct tcggtgggta ttttctgcct aagtgctacg tgatcctctg ccgcccagac 900 

ctcaacagca cagagcactt ccaggcctcc attcaggact acacgaggcg ctgcggctcc 960 

acctgaccag tgggtcagca ggcacggctg gcagccttct ctgccctgag ggtcgaaggt 1020 

cgagcaggcc gggggtgtcc gggaggtctt tgggcatcgc ggtctggggt tgggacgtgt 1080 

aagcgcctgg gagagcctag accaggctcc gggctgccaa taaagaaaaa aaatgcgtaa 1140 

aaaaaaa 1147 



<210> 411 

<211> 2234 

<212> DNA 

<213> Homo sapiens 



<400> 411 

ggtggcacga ggcgccttcc accctaagat gggtcccagc ttccccagcc cgaagcctgg 60 

cagcgagcgg ctgtccttcg tctctgccaa gcagagcact gggcaagaca cagaggcaga 120 

gctccaggac gccacgctgg ccctccacgg gctcacggtg gaggacgagg gcaactacac 180 

ttgcgagttt gccaccttcc ccaaggggtc cgtccgaggg atgacctggc tcagagtcat 240 

agccaagccc aagaaccaag ctgaggccca gaaggtcacg ttcagccagg accctacgac 300 

agtggccctc tgcatctcca aagagggccg cccacctgcc cggatctcct ggctctcatc 360 

cctggactgg gaagdcaaag agactcaggt gtcagggacc ctggccggaa ctgtcactgt 420 

caccagccgc ttcaccttgg tgccctcggg ccgagcagat ggtgtcacgg tcacctgcaa 480 

agtggagcat gagagcttcg aggaaccagc cctgatacct gtgaccctct ctgtacgcta 540 

ccctcctgaa gtgtccatct ccggctatga tgacaactgg tacctcggcc gtactgatgc 600 

caccctgagc tgtgacgtcc gcagcaaccc agagcccacg ggctatgact ggagcacgac 660 

ctcaggcacc ttcccgacct ccgcagtggc ccagggctcc cagctggtca tccacgcagt 720 

ggacagtctg ttcaatacca ccttcgtctg cacagtcacc aatgccgtgg gcatgggccg 780 

cgctgagcag gtcatctttg tccgagaaac ccccaacaca gcaggcgcag gggccacagg 840 

cggcatcatc gggggcatca tcgccgccat cattgctact gctgatgctc acgggcatcc 900 

ttatctgccg gcagcagcgg aaggagcaga cgctgcaggg ggcagaggag gacgaagacc 960 

tggagggacc tccctcctac aagccaccga ccccaaaagc gaagctggag gcacaggaga 1020 

tgccctccca gctcttcact ctgggggcct cggagcacag cccactcaag accccctact 1080 

ttgatgctgg cgcctcatgc actgagcagg aaatgcctcg ataccatgag ctgcccacct 1140 

tggaagaacg gtcaggaccc ttgcaccctg gagccacaag cctggggtcc cccatcccgg 1200 

tgcctccagg gccacctgct gtggaagacg tttccctgga tctagaggat gaggaggggg 1260 

aggaggagga agagtatctg gacaagatca accccatcta tgatgctctg tcctatagca 1320 

gcccctctga ttcctaccag ggcaaaggct ttgtcatgtc ccgggccatg tatgtgtgag 1380 

ctgccatgcg cctggcgtct cacatctcac ctgttgatcc cttagctttc ttgccaagga 1440 

tctagtgccc cctgacctct ggccaggcca ctgtcagtta acacatatgc attccatttg 1500 

taaatgtcta ccttggtggc tccactatga cccctaaccc atgagcccag agaaattcac 1560 

cgtgataatg gaatcctggc aaccttatct catgaggcag gaggtgggga aggtgcttct 1620 

gcacaacctc tgatcccaag gactcctctc ccagactgtg accttagacc atacctctca 1680 

ccccccaatg cctcgactcc cccaaaatca caaagaagac cctagaccta taatttgtct 1740 

tcaggtagta aattcccaat aggtctgctg gagtgggcgc tgagggctcc ctgctgctca 1800 

gacctgagcc ctccaggcag cagggtccca cttaccccct ccccaccctg ttccccaaag 1860 

gtgggaaaga ggggattccc cagcccaagg cagggttttc ccagcaccct cctgtaagca 1920 

gaagtctcag ggtccagacc cttccctgag cccccacccc caccccaatt cctgcctacc 1980 

aagcaagcag ccccagccta gggtcagaca gggtgagcct catacagact gtgccttgat 2040 

ggccccagcc ttgggagaag aatttactgt taacctggaa gactactgaa tcattttacc 2100 

cttgcccagt ggaataggac ctaaacatcc cccttccggg gaaagtgggt catctgaatt 2160 

arggggtagca attgatactg ttttgtaaac tacatttcct acaaaatatg aatttatact 2220 
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ttgaaactcg tgcc 2234 



<210> 412 

<211> 2457 

<212> DNA 

<213> Homo sapiens 



<400> 412 

ggcacgaggc ttcgtgaaga taagaaccat aacatgtatg ttgcaggatg tacagaagtt 60 

gaagtgaaat ctactgagga ggcttttgaa gttttctgga gaggccagaa aaagagacgt 120 

attgctaata cccatttgaa tcgtgagtcc agccgttccc atagcgtgtt caacattaaa 180 

ttagttcagg ctcccttgga tgcagatgga gacaatgtct tacaggaaaa agaacaaatc 240 

actataagtc agttgtccfct ggtagatctt gctggaagtg aaagaactaa ccggaccaga 300 

gcagaaggga acagattacg tgaagctggt aatattaatc agtcactaat gacgctaaga 360 

acatgtatgg atgtcctaag agagaaccaa atgtatggaa ctaacaagat ggttccatat 420 

cgagattcaa agttaaccca tctgttcaag aactactttg atggggaagg aaaagtgcgg 480 

atgatcgtgt gtgtgaaccc caaggctgaa gattatgaag aaaacttgca agtcatgaga 540 

tttgcggaag tgactcaaga agttgaagta gcaagacctg tagacaaggc aatatgtggt 600 

ttaacgcctg ggaggagata cagaaaccag cctcgaggtc ccacttggaa atgaaccatt 660 

ggttactgac gtggttttgc agagttttcc acctttgccg tcatgcgaaa ttttggatat 720 

caacgatgag cagacacttc caaggctgat tgaagcctta gagaaacgac ataacttacg 780 

acaaatgatg attgatgagt ttaacaaaca atctaatgct tttaaagctt tgttacaaga 840 

atttgacaat gctgttttaa gtaaagaaaa ccacatgcaa gggaaactaa atgaaaagga 900 

gaagatgatc tcaggacaga aattggaaat agaacgactg gaaaagaaaa acaaaacttt 960 

agaatataag attgagattt tagagaaaac aactactatc tatgaggaag ataaacgcaa 1020 

tttgcaacag gaacttgaaa ctcagaacca gaaacttcag cgacagtttt ctgacaaacg 1080 

cagattagaa gccaggttgc aaggcatggt gacagaaacg acaatgaagt gggagaaaga 1140 

atgtgagcgt agagtggcag ccaaacagct ggagatgcag aataaactct gggttaaaga 12 00 

tgaaaagctg aaacaactga aggctattgt tactgaacct aaaactgaga agccagagag 1260 

accctctcgg gagcgagatc gagaaaaagt tactcaaaga tctgtttctc catcacctgt 1320 

gcctttactc tttcaacctg atcagaacgc accaccaatt cgtctccgac acagacgatc 1380 

acgctctgca ggagacagat gggtagatca taagcccgcc tctaacatgc aaactgaaac 1440 

agtcatgcag ccacatgtcc ctcatgccat cacagtatct gttgcaaatg aaaaggcact 1500 

agctaagtgt gagaagtaca tgctgaccca ccaggaacta gcctccgatg gggagattga 1560 

aactaaacta attaagggtg atatttataa aacaaggggt ggtggacaat ctgttcagtt 1620 

tactgatatt gagactttaa agcaagaatc accaaatggt agtcgaaaac gaagatcttc 1680 

cacagtagca cctgcccaac cagatggtgc agagtctgaa tggaccgatg tagaaacaag 1740 

gtgttctgtg gctgtggaga tgagagcagg atcccagctg ggacctggat atcagcatca 1800 

cgcacaaccc aagcgcaaaa agccatgaac tgacagtccc agtactgaaa gaacattttc 1860 

atttgtgtgg atgatttctc gaaagccatg ccagaagcag tcttccaggt catcttgtag 1920 

aactccagct ttgttgaaaa tcacggacct cagctacatc atacactgac ccagagcaaa 1980 

gctttcccta tggttccaaa gacaactagt attcaacaaa ccttgtatag tgtatgtttt 2040 

gccatattta atattaatag cagaggaaga ctcctttttt catcactgta tgaatttttt 2100 

ataatgtttt tttaaaatat atttcatgta tacttataaa ctaattcaca caagtgtttg 2160 

tcttagatga ttaaggaaga ctatatctag atcatgtctg attttttatt gtgacttctc 2220 

cagccctggt ctgaatttct taaggtttta taaacaaatg ctgctattta ttagctgcaa 2280 

gaatgcactt tagaactatt tgacaattca gactttcaaa ataaagatgt aaatgactgg 2340 

ccaataataa ccattttagg aaggtgtttt gaattctgta tgtatatatt cactttctga 2400 

catttagata tgccaaaaga attaaaatca aaagcactaa gaaatacaaa aaaaaaa 2457 



<210> 413 
<211> 1042 
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<212> DNA 

<213> Homo sapiens 



<400> 413 

cccttttcat cctccagtgt ctcctcaaaa ggatcagatc cctttggaac cttagatccc 60 

ttcggaagtg ggtccttcaa tagtgctgaa ggctttgccg acttcagcca gatgtccaag 120 

gtaaaagtac acctgtaagc cagcttggtt ccgcagactt tcccgaggcc cccgatccat 180 

tccagccact cggggctgac agcggcgacc cgttccaaag taaaaagggg tttggggacc 240 

cgtttagtgg aaaagaccca tttgtcccct cctctgcagc taaaccttct aaggcctctg 300 

cctcgggctt tgcagacttc acctctgtaa gttgagtcct ccgcctccgg gccaccccac 360 

tcccttccgc ttgcagcttc cctgggattt ttgtctcctt ttaaaggcaa acctcccagc 420 

ttctttagcc tcttggtacc tcacactctc tgtccctcgc gttatttatt ctacactgcc 480 

acttctgtaa gaaaaacagt ttctcaataa aaaaaaaaag agccgcagtt tggatgctct 540 

atcataaggg cacgttttct tccagcaggg aggcgggacc tatctgtcct tcacggtaga 600 

ttcattgtat tatttctgac gcaccgaggc tgttgggttc actggttttt ggaagccaaa 660 

atgtcaaaca cttccgaagt atgaaaagaa gattgcgaaa gttacattag ggttctgctg 720 

tccccaaaaa gccctttgtg cacaagttct cacagtcccg ccccatgcat tttgtgccac 780 

acgtgcaaat tgaaggactt caggcagatc gcgccaggga agagcaattt gaagtttttt 840 

tttttttaaa gcttttaaat tccacccccc acctccaaga aaaaaaaaaa tccaggttaa 900 

aacagccctt ttgaaagcca aaccaaaaag agctccaaaa acctgtggag caaagttaag 960 

ggccttttcg aaagcaaatc tgggaattac aaaagcctgc cttttttttt ttttggggga 1020 

aaaaaaattc caaattgtaa cc 1042 



<210> 414 

<211> 1849 

<212> DMA 

<213> Homo sapiens 



<400> 414 

atgtcgctca tggtcgtcag catggcgtgt gttgggttgt tcttggtcca gagggccggt 60 

ccacacatgg gtggtcagga caaacccttc ctgtctgcct ggcccagcgc tgtggtgcct 120 

cgaggaggac acgtgactct tcggtgtcac tatcgtcata ggtttaacaa tttcatgcta 180 

tacaaagaag acagaatcca cattcccatc ttccatggca gaatattcca ggagagcttc 240 

aacatgagcc ctgtgaccac agcacatgca gggaactaca catgtcgggg ttcacaccca 300 

cactccccca ctgggtggtc ggcacccagc aaccccgtgg tgatcatggt cacaggaaac 360 

cacagaaaac cttccctcct ggctcaccca ggtcccctgg tgaaatcagg agagagagtc 420 

atcctgcaat gttggtcaga tatcatgttt gaacacttct ttctgcacaa agaggggatc 480 

tctaaggacc cctcacgcct cgttggacag atccatgatg gggtctccaa ggccaacttc 540 

tccatcggtc ccatgatgca agaccttgca gggacctaca gatgctacgg ttctgttact 600 

cactccccct atcagttgtc agctcccagt gaccctctgg acatcgtcat cacaggtcta 660 

tatgagaaac cttctctctc agcccagccg ggccccacgg ttctggcagg agagagcgtg 720 

accttgtcct gcagctcccg gagctcctat gacatgtacc atctatccag ggagggggag 780 

gcccatgaac gtaggttctc tgcagggccc aaggtcaacg gaacattcca ggccgacttt 840 

cctctgggcc ctgccaccca cggaggaacc tacagatgct tcggctcttt ccgtgactct 900 

ccatacgagt ggtcaaactc gagtgaccca ctgcttgttt ctgtcacagg aaacccttca 960 

aatagttggc cttcacccac tgaaccaagc tccgaaaccg gtaaccccag acacctgcat 1020 

gttctgattg ggacctcagt ggtcatcatc ctcttcatcc tcctcctctt ctttctcctt 1080 

catcgctggt gctccaacaa taaaaaatgc tgcggtaatg gaccaagagt ctgcaggaaa 1140 

cagaacagcg aatagcgagg actctgatga acaagaccct caggaggtga catacacaca 1200 

gttgaatcac tgcgttttca cacagagaaa aatcactcgc ccttctcaga ggcccaagac 1260 

acccccaaca gatatcatcg tgtacacgga acttccaaat gctgagtcca gatccaaagt 1320 

tgtctcctgc ccatgagcac cacagtcagg ccttgagggc gtcttctagg gagacaacag 1380 
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ccctgtctca aaaccgggtt gccagctccc atgtaccagc agctggaatc tgaaggcatg 1440 

agtctgcatc ttagggcatc gatcttcctc acaccacaaa tctgaatgtg cctctcactt 1500 

gcttacaaat gtctaaggtc cccactgcct gctggagaaa aaacacactc ctttgcttag 1560 

cccacagttc tccatttcac ttgacccctg cccacctctc caacctaact ggcttacttc 1620 

ctagtctact tgaggctgca atcacactga ggaactcaca attccaaaca tacaagaggc 1680 

tccctcttaa cgcagcactt agacacgtgt tgttccacct tccctcatgc tgttccacct 1740 

cccctcagac tagctttcag tcttctgtca gcagtaaaac ttatatattt tttaaaataa 1800 

cttcaatgta gttttccatc cttcaaataa acatgtctgc ccccatggt 1849 



<210> 415 

<211> 2555 

<212> DNA 

<213> Homo sapiens 



<400> 415 

atgtcgttac gtgtacacac tctgcccacc ctgcttggag ccgtcgtcag accgggctgc 60 

agggagctgc tgtgtttgct gatgatcaca gtgactgtgg gccctggtgc ctctggggtg 120 

tgccccaccg cttgcatctg tgccactgac atcgtcagct gcaccaacaa aaacctgtcc 180 

aaggtgcctg ggaacctttt cagactgatt aagagactgg acctgagtta taacagaatt 240 

gggcttctgg attctgagtg gattccagta tcgtttgcaa agctgaacac cctaattctt 300 

cgtcataaca acatcaccag catttccacg ggcagttttt ccacaactcc aaatttgaag 360 

tgtcttgact tatcgtccaa taagctgaag accggtgaaa aatgctgtat tccaagagtt 420 

gaaggttctg gaagtgcttc tgctttacaa caatcacata tcctatctcg atccttcagc 480 

gtttggaggg ctctcccagt tgcagaaact ctacttaagt ggaaattttc tcacacagtt 540 

tccgatggat ttgtatgttg gaaggttcaa gctggcagaa ctgatgtttt tagatgtttc 600 

ttataaccga attccttcca tgccaatgca ccacataaat ttagtgccag gaaaacagct 660 

gagaggcatc taccttcatg gaaacccatt tgtctgtgac tggttccctg gtctccttgc 720 

tggtcttttg gtatcgtagg cactttagct cagtgatgga ttttaagaac gattacacct 780 

gtcgcctgtg gtctgactcc aggcactcgc gtcaggtact tctgctccag gatagcttta 840 

tgaattgctc tgacagcatc atcaatggtt cctttcgtgc gcttggcttt attcatgagg 900 

ctcaggtcgg ggaaagactg atggtccact gtgacagcaa gacaggtaat gcaaatacgg 960 

atttcatctg ggtgggtcca gataacagac tgctagagcc ggataaagag atggaaaact 1020 

tttacgtgtt tcacaatgga agtctggtta tagaaagccc tcgttttgag gatgctggag 1080 

tgtattcttg tatcgcaatg aataagcaac gcctgttaaa tgaaactgtg gacgtcacaa 1140 

taaatgtgag caatttcact gtaagcagat cccatgctca tgaggcattt aacacagctt 1200 

ttaccactct tgctgcttgc gtggccagta tcgttttggt acttttgtac ctctatctga 1260 

ctccatgccc ctgcaagtgt aaaaccaaga gacagaaaaa tatgctacac caaagcaatg 1320 

cccattcatc gattctcagt cctggccccg ctagtgatgc ctccgctgat gaacggaagg 1380 

caggtgcagg taaaagagtg gtgtttttgg aacccctgaa ggatactgca gcagggcaga 1440 

acgggaaagt caggctcttt cccagcgagg cagtgatagc tgagggcatc ctaaagtcca 1500 

cgagggggaa atctgactca gattcagtca attcagtgtt ttctgacaca ccttttgtgg 1560 

cgtccactta atttgtgcct atatttgtat gatgtcataa tttaatctgt tcatatttaa 1620 

ctttgtgtgt ggtctgcaaa ataaacagca ggacagaaat tgtgttgttt tgttctttga 1680 

aatacaacca aattctctta aaatgattgg taggaaatga ggtaaagtac ttcagttcct 1740 

caatgtgcca gagaaagatg gggttgtttt ccaaagttta agttctagat cacaatatct 1800 

tagcttttag cactattggt aatttcagag taggcccaaa ggtgatatga ctcccattgt 1860 

ccctttattt aggatattga aagaaaaaat aaactttatg tattagtgtc ctttaaaaat 1920 

agactttgct aacttactag taccagagtt attttaaaga aaaacactag tgtccaattt 1980 

catttttaaa agatgtagaa agaagaatca agcatcaatt aattataaag cctaaagcaa 2040 

agttagattt gggggttatt cagccaaaat taccgtttta gaccagaatg aatagactac 2100 

actgataaaa tgtactggat aatgccacat cctatatggt gttatagaaa tagtgcaagg 2160 

aaagtacatt tgtttgcctg tcttttcatt ttgtacattc ttcccattct gtattcttgt 2220 

acaaaagatc tcattgaaaa tttaaagtca tcataatttg ttgccataaa tatgtaagtg 2280 

tcaataccaa aatgtctgag taacttctta aatccctgtt ctagcaaact aatattggtt 2340 

catgtgcttg tgtatatgta aatcttaaat tatgtgaact attaaataga ccctactgta 2400 

ctgtgctttg gacatttgaa ttaatgtaaa tatatgtaat ctgtgacttt gatattttgt 2460 
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tttatttggc tatttaaaaa cataaatcta aaatgtctta tgttatcaga ttatgctatt 2520 
ttgtataaag caccactgat agcaaatctc tctcc 2555 



<210> 416 

<211> 2950 

<212> DNA 

<213> Homo sapiens 



<400> 416 

tgcaagtgac ttcattcgga gcctggacca ctgtggatac ctatctctgg agggtgtgtt 60 

ctcccacaag tttgatttcg aactgcagga tgtgtccagc gtgaatgagg atgtcctgct 120 

gacaactggg ctcctctgta aatatacagc tcaaaggttc aagccaaagt ataaattctt 180 

tcacaagtca ttccaggagt acacagcagg acgaagactc agcagtttat tgacgtctca 240 

tgagccagag gaggtgacca aggggaatgg ttacttgcag aaaatggttt ccatttcgga 300 

cattacatcc acttatagca gcctgctccg gtacacctgt gggtcatctg tggaagccac 360 

cagggctgtt atgaagcacc tcgcagcagt gtatcaacac ggctgccttc tcggactttc 420 

catcgccaag aggcctctct ggagacagga atctttgcaa agtgtgaaaa acaccactga 480 

gcaagaaatt ctgaaagcca taaacatcaa ttcctttgta gagtgtggca tccatttata 540 

tcaagagagt acatccaaat cagccctgag ccaagaattt gaagctttct ttcaaggtaa 600 

aagcttatat atcaactcag ggaacatccc cgattactta tttgacttct ttgaacattt 660 

gcccaattgt gcaagtgctc tggacttcat taaactgggc ttttatgggg gagctatggc 720 

ttcatgggaa aaggctgcag aagacacagg tggaatccac atggaagagg ccccagaaac 780 

ctacattccc agcagggctg tatctttgtt cttcaactgg aagcaggaat tcaggactct 840 

ggaggtcaca ctccgggatt tcagcaagtt gaataagcaa gatatcagat atctggggaa 900 

aatattcagc tctgccacaa gcctcaggct gcaaataaag agatgtgctg gtgtggctgg 960 

aagcctcagt ttggtcctca gcacctgtaa gaacatttat tctctcatgg tggaagccag 1020 

tcccctcacc atagaagatg agaggcacat cacatctgta acaaacctga aaaccttgag 1080 

tattcatgac ctacagaatc aacggctgcc gggtggtctg actgacagct tgggtaactt 1140 

gaagaacctt acaaagctca taatggataa cataaagatg aatgaagaag atgctataaa 1200 

actagctgaa ggcctgaaaa acctgaagaa gatgtgttta tttcatttga cccacttgtc 1260 

tgacattgga gagggaatgg attacatagt caagtctctg tcaagtgaac cctgtgacct 1320 

tgaagaaatt caattagtct cctgctgctt gtctgcaaat gcagtgaaaa tcctagctca 1380 

gaatcttcac aatttggtca aactgagcat tcttgattta tcagaaaatt acctggaaaa 1440 

agatggaaat gaagctcttc atgaactgat cgacaggatg aacgtgctag aacagctcac 1500 

cgcactgatg ctgccctggg gctgtgacgt gcaaggcagc ctgagcagcc tgttgaaaca 1560 

tttggaggag gtcccacaac tcgtcaagct tgggttgaaa aactggagac tcacagatac 1620 

agagattaga attttaggtg cattttttgg aaagaaccct ctgaaaaact tccagcagtt 1680 

gaatttggcg ggaaatcgtg tgagcagtga tggatggctt gccttcatgg gtgtatttga 1740 

gaatcttaag caattagtgt tttttgactt tagtactaaa gaatttctac ctgatccagc 1800 

attagtcaga aaacttagcc aagtgttatc caagttaact tttctgcaag aagctaggct i860 

tgttgggtgg caatttgat:g atgatgatct cagtgttatt acaggtgctt ttaaactagt 1920 

aactgcttaa ataaagtgta ctcgaagcca gtaagtgctc tgggacctca ttattttaag 1980 

cctggtagtt aaaaaaaatc ttgcaaaagg atgccaaaga agataaggac gtggaaagaa 2040 

gtttaatttg atgattaaaa acatgcaaca gttttgtgtc ttagctctcc tactaggatt 2100 

atcggcgcct tgaaggaatt ctcattcatc tttgtgttac ctttggtctg ggtcacacca 2160 

actggtatac tgaatgcata ttaacttagt atagtgcctg gcatgtaaga gattctcaac 2220 

aatattctca ataaatattc gctgaatatg agataaatta ttaatagcta ctgaataaag 2280 

aaagattatt taaaaccaga gaggaaactc catatatgtt ctttaatcca aacagtttaa 2340 

ttcaagcaat ctggaatata aaaagcactt tctgatatta gaaggagatc agactcccaa 2400 

aaaagatcag cattctttag tcaagcaaaa cttggaagtt tacaaacagc taaatcagaa 2460 

gcttgaaatt caggtcctct ccagtacctg ctacattata tgtaattcca aacatgactt 2520 

cagagattaa agaagaaagg gaagatgttt cccattcttt tgtaccctat ataaactaag 2580 

ggtaccctgc cctaatcttt tttccaacac ttccccaaat aacccttcct tacaaagaaa 2640 

gaagtctaag agaactctct catctaaata tatttaagta gaggcaagcc tgaaaaaaac 2700 

acaaaaacct aaatggtgtt aggctgtggt tcacctattc tcatggcacc tcaaattaat 2760 

ggcttgggtg ttggtgtagg taacgcttgg cctgtatgtt gaggtagtca ctagataaaa 2820 
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ttctgggcac aacatccgtt tagcaattgg gcatacattc tacagattta gccataacgt 2880 
tctgaagctg attattttac agatcaacta attaattcct ctccctaact ttacagatga 2940 
gaaagctcag 2950 



<210> 417 

<211> 850 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> mis cofeature 

<222> (1) . . . (850) 

<223> n = a,t,c or g 



<400> 417 

ctttcacaaa aatccatgaa ttattcttta ataaaagaaa ctcttggccc cgcttttttg 60 

gatacacaga atgctttcca ttgaatcatt tggtcataat ccgggtacaa agcaaattta 120 

acacgtgtga gagatgcaga aaaaggtccc ttctatgtac accttgccaa atacaagaac 180 

ataaagaaag aaaaaagcaa agtttaagcc tttaggtcat ttgtaaaatg ttgccaaacc 240 

catgctgcta cttttaacag agaagtctga gttttaaaat tcaaacgttc ttttcttaca 300 

aagaaaaagt gcctctatct gccaagcgca tgatcttatg agcttcagat agaaaagtgg 360 

ctatgacttg tgactgtttt tggttcagaa caatgctaga tcaacatgca agttgtatgg 420 

aggtggggac agaaagggag cggcaggctg gggtggctgg taatgtttga tccctctgga 480 

tttcccacag gagaaaaggt tctgcaggac gatgagttca cctgtgacct cttccgattc 540 

ctgcaactac tctgtgaggg acacaactca ggtttgtgag tccccggaac ttctgatgat 600 

actaaggcat aaataatgtt ttcaagccag taataacaag agcctgttag ttccaattat 660 

gcatcgttct agagacagca aatcattcta gagcatggct ctgcattggg atctgggncg 720 

ttttatnttt ggggtccgcg cacgtccaca atntcaaann nncggcgccc aggggtcccg 780 

ccccccgaga cgaattagat agatggaagg tgtgaatggt ggtaaagatg gacaaagtga 840 

tgcggggtgg 850 



<210> 418 

<211> 360 

<212> DNA 

<213> Homo sapiens 



<400> 418 

gagataaccc acattgttgg agagacagct gcctttctat gccccaggct gaggctgaga 60 

cggggtggga aggatggatc cccaaagcct gggttcttgg cctcagtgat tccagtggac 120 

aggcgtccag gtgagtagga catccagaag atttggactt ggagatgttt ccccctattt 180 

tgagtgtcca gattaagagc tggctgccct agtcatttta aaacatgctg ggaatccaag 240 

ttgggtctcc tcattttaat gatgtctagg ctgagggctg ggcctttcat tcttgagtcc 300 

ctgggctcag aagtgggtct ctttccctcc tctcagggta ctgaggaagg accccaggtg 360 
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<210> 419 
<211> 949 ' 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> mis cofeature 
<222> (1) . . . (949) 
<223> n ta a,t,c or g 



<400> 419 

atttgatggt aatttgctgg gattacaggc gtgagccacc acacccggcc ggaagatatt 60 

aattcttata tgtgtatgtt caacagatac tgaatctcag gtgaagcaaa gtgccttcat 120 

cattgtagca aatcctacat ttaaatgaaa tcagataagt actggcatat aatcaaaatt 180 

tattttttat gttgattccc aatcaatgat tttttttttt caaacaccaa caagacataa 240 

agtacttatt atggaatttt gtccatgtgg gagtttatac actgttttag aagaaccttc 300 

taatgcctat ggactaccag aatctgaatt cttaattgtt ttgcgagatg tggtgggtgg 360 

aatgaatcat ctacgagaga atggtatagt gcaccgtgat atcaagccag gaaatatcat 420 

gcgtgttata ggggaagatg gacagtctgt gtacaaactc acagattttg gtgcagctag 480 

agaattagaa gatgatgagc agtttgtttc tctgtatggc acagaagaat atttgcaccc 540 

tgatatgtat gagagagcag tgctaagaaa agatcatcaa gaagaaatat ggagcaacaa 600 

gttgatcttt ggaggcattg gggtaacatt ttaccaaggc aagcctactg gatcaactgg 660 

ccatttaana cccctttgaa ggggcctccg tanggaataa agnaagtgat ggtataaaaa 720 

taattacagg gaaaggcctt ctgggtgcaa tatcctggag tacagaaaag caagaaaaat 780 

gggaccaatt tgactgggag tgggaagaca tgcctgtttc ctgcagtcct tcctcggggg 840 

tcctcagggt tcctaactta ccccctgttc ttgcaaaaca tccttgaaag cagatcaagg 900 

aaaaagtgtt gggggttttg accaagtttt ttgcaagaaa actagtggg 949 



<210> 420 
<211> 986 
<212> DNA 

<213> Homo sapiens 



<400> 420 

tttttttttt ttcttcagca ttgtgtttta ctttttggga gagaggctag gaggaggaag 60 

gggtgaaaac agcatctcac tggagtctca aaagtgtatg aatcttctgg tagtgcaagg 120 

atgggataag atggccaggg aagtcagatg gaaaatcccc aagattcttt ttgctactga 180 

tttctataat taaaatatga catatgtaag ggactagtgc atgatattca ataaatgtca 240 

gttgtctttc ctaactaggt tcctcacagg ctaggttatg cctagatatc atcatcctcc 300 

tttcagggaa tgaagctcac ctagaaaact agggaactaa aagtgcaata tggtttgggt 360 

aatgcagttg gttagctgtc tccccatcct cccaactcac tattccaggg aggggctgaa 420 

aacagaagtg gctcccctga agtctagtta gcatgtcatg acagagtcca catgaagggc 480 

tgtgggctgc aactttctag tgcacagtcc tctctttttg gcgatgataa ttgtagggaa 540 

agaagcgcac acgcatgctg atttcacgag ctgtcttcag gatctcaaca gccttgctgt 600 

gctcaatatc ttggaaatcc acatcattca cagctagaac ttggtcccct tcctgcagtc 660 

ctgctctatg tgcatcagag tcaggaatca ccttggagat gaagatgcct agctgggagg 720 

cctttcctcc tcggatgtta aatcccaact gagctccagg aggcttcttc agtgtgatgg 780 

ttcggggcag aaactgggtc aactcattgt tgtagtccgg gtggtgtacc ctctcatgag 840 

gaggaatcca tgctggagga ttctcatagg caggcaagaa aaccaccggg tagtcatcat 900 

aaggaatccg gctgtccatc tcgggcaagg cccagtgggc agtccacagc gacctcagac 960 

tccgctcaca cgaaatcgtc gacccg 986 
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<210> 421 
<211> 1209 
<212> DNA 

<213> Homo sapiens 



<400> 421 

ggcacgagca ggtctctgcc cttcatagac gcataaaggc tatcgtagag gtggctgcaa 60 

tgtgtggagt caacatcatc tgtttccagg aagcatggac tatgcccttt gccttctgta 120 

cgagagagaa gcttccttgg acagaatttg ctgagtcagc agaggatggg cccaccacca 180 

gattctgtca gaagctggcg aagaaccatg acatggtggt ggtgtctccc atcctggaac 240 

gagacagcga gcatggggat gttttgtgga atacagccgt ggtgatctcc aattccggag 300 

cagtcctggg aaagaccagg aaaaaccaca tccccagagt gggtgatttc aacgagtcaa 360 

cttactacat ggagggaaac ctgggccacc ccgtgttcca gacgcagttc ggaaggatcg 420 

cggtgaacat ttgctacggg cggcaccacc ccctcaactg gcttatgtac agcatcaacg 480 

gggctgagat catcttcaac ccctcggcca cgataggagc actcagcgag tccctgtggc 540 

ccatcgaggc cagaaacgca gccattgcca atcactgctt cacctgcgcc atcaatcgag 600 

tgggcaccga gcacttcccg aacgagttta cctcgggaga tggaaagaaa gctcaccagg 660 

actttggcta cttttatggc tcgagctatg tggcagcccc tgacagcagc cggactcctg 720 

ggctgtcccg tagccgggat ggactgctag ttgctaagct cgacctaaac ctctgccagc 780 

aggtgaatga tgtctggaac ttcaagatga cgggcaggta tgagatgtac gcacgggagc 840 

tcgccgaagc tgtcaagtcc aactacagcc ccaccatcgt gaaagagtag ccggcttcag 900 

tgcctgcctt ggggtgagga agacacctct gccccagtgg attagcaagt gtggcaggct 960 

taacatgtcc aggttctccc caataacatt gtccaggtgg ttttaaaatt cccaggcagg 1020 

gggagagtgg catggggagt gacttcttaa tgggtaaggg gctgcttact tctggggtat. 1080 

tggaaatgtt tggggactag gtagaggtga atgtactaaa tgccactgaa tttgtatact 114 0 

tcagaatgtt tgttatgtaa attttacctc aactaaaaaa aaaaaatgcc caggtaaaaa 1200 

aaaaaaaaa 1209 



<210> 422 

<211> 5214 

<212> DNA 

<213> Homo sapiens 



<400> 422 

acggccgccc cttttttttt tttttcacag ttccattttt aatgtttaaa tttcatttca 60 

aaaagcaggt ctgtagtttg taaccatgac aattaaaatc tgtgctaatg cacggcagtc 120 

tataacaatt ctacaagcca atcagacagt acgtgacatt tcaatgagta aaaaagagca 180 

taaaactgta tgtgtaagaa caaaatgtta aaaggcctac cacaataata aaaaaccgtc 240 

aattacatca tcacattaaa ataagccaga tgtacaaaag tctgagacag agaagacaaa 300 

aggacaacac aagatatttg ttgaaaaatg tttgtgctct ttgggcactt aattaaacat 360 

tgcaaaatca acatcatctt cttcttcatc agactctgca aaatatttta cttctttcct 420 

agcccgaccg gttcgtggca gagaaggtgg ctcagtaggg aagtctgagg ggaagatgtc 480 

cacatctgaa tcctgatcaa aagatgtctt cttcggtttc ttgcttgttg ttttggatgt 540 

tttcctgcca gggttataat cgccttcatt ttcagagcca gatgctttcc ttttctttgc 600 

ccctcggcct ttaccttttg gtgttgtagt cttctttgga atgccaaatt ctgaatccga 660 

gtcagagttt acagcctcta ctactttctt ctgttttggg gctctcttgg gcttagggac 720 

tgtatctgaa gacggttttc cctttttagc agctaccgtt ttacttggaa ctttatctgt 780 

ctgtttcaga ccaaatgatg gtgaaaaaac agaagcagaa tcttcttcat tactgtcaaa 840 
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tttagctgaa tcatcttctg acttctgaga atatgaagga aatgagaaga gatttccaaa 900 

atcctgactt tttttgtcat gcaaagattt ttctggagtg gcttttgatt tgcctggtga 960 

aaatgtatat tcatctttat ctaacccatc tgaaggaaca aattcatctt ccccatcatt 1020 

tgttatggga gatgctttaa ctttcaattc ctctaaatca ttattgtcat catcatcatc 1080 

atcagcatca tcatcctctt cttctgagaa atcaaatgtg tatttaggtc tttcggctgc 1140 

tgctctccta agcaaagaat ctcttggaat aaccacaggt tctgtttctt ccaaatcact 12 00 

ttctgacttg gattcatcat ctgaccaagg attccgtttc ttcactttct ttgcactagg 1260 

tttaccagat gatgtaggtg tttttctcac tctggtacca ggctccttct tctccctctt 1320 

aggtttggga cctttattta taggaactga tggagtcaat gcctcttctc ctgcaccttc 1380 

tactggtgct ccactgaatt cttcatcaaa ttccactttt actgctgcag tatcaagatc 1440 

acccttcttc ttcttcagca actttttgct ggcatctgcc ttcatagctg taatttcagg 1500 

aattattctt ctgccataag gtgagggcat tgtctcttcc aactggagtt tcttcacctt 1560 

aggtttgcca actttacctt taattgcttt tccagacatt ccagccagaa catcttctcg 1620 

ttcttgagat tccactttat ccagttcttc aacaaatgcc gctaaatcct ctttccaaag 1680 

atctgaagga gattttcttt taagatcatt gacctctcgc ccttttgcat ctctctgttt 1740 

aatcagttct tcaacttttt ctttagtaag agaccacaga gacatattta aaatataatt 1800 

aaaatctggg cctgaaggag ttcctgaatc ggaggaacta tcatcatgct ggttttgtgt 1860 

ttcatcctct tctgctgcct tttcttgtgc ttctttccag gctttcactg ggtcagattc 1920 

ataacctctc tggactaaca tttgaatcaa atctttcttt gacctattct atatagtaat 1980 

tttcccttgt atcttctcta aaatgaaacg ggcttgattg ttaagcttcg taaattctgc -204 0 

tcccaacatt cccacaagcc actccttacg taacccgtaa taacttaatc gtaaatcaaa 2100 

gaattctttc agaatgtctt gcacagtttc atatttcttc agacatccca tatgatcaaa 2160 

aagtaccatg gaattacaag taagagtagt ttgaagttta aaaactttat gcagtccagc 222 0 

agcttctgct tgtgctagtt tctcttcagt cattttcacc acaaatttca cagttgtgtc 228 0 

agtatgatat tctttataat cagaaattaa tgctggtgtt ttatctgttc catttagcat 2340 

aggttctaaa acctgttctt tatatacctg tgtccaagtt ctaactggaa gctctgtaafc 2400 

ttctactgtg tttctgtcca ctacaaatat ttcaccactg actgcatact ggttttgacc 2460 

aagttcttga atcgtgcctt taaagttttt gtagtttgga agcatgggat gaggatccag 2520 

gccatctagc attcgtctga cattgttcac aatttcccta gcatcatagt tgggtagttt 2580 

acaagcccat ccagtaccaa tgccctcagc accatttatt aaaaccatgg gaattatagg 2640 

aatataccac tcaggctcta cacgttgatt atcatcataa aggaacttaa ggaggttgtc 2700 

atccacagca ggaaaaagta gccttgctaa agtgcttaac attgtgaaaa tataacgagg 2760 

gcttgcagca tctttgccac catgaagccg agttccaaac tgaccaatag gctgaagcaa 282 0 

gttaatgttg ttacttccca caaagttctg agccaaattc acaatagtca tcatcaatgc 2880 

ttgttctcca tgatgataag ccgacatctc agcaacagag ccagccaact gggcaacttt 2940 

tacttcacgt ttatcattcc tcttgaaaca ggtaaataaa actttccgct ggccaggttt 3000 

aaagccatca acaagagatg gtatagatct ttcattgtct gagtttgaga agagaatcaa 3060 

ttccttgttg atgaaatcat tataagtcaa atgctttgtt gcagtaccat ataaaaattg 3120 

ctctggtaag ccatgtagcc tacgctgtct ccggtcttcc ataaaatttg ttaaccattc 3180 

ttttctgtca tcaatcttct tcttactaaa tgccaaggta atggcagcat catcttcagg 3240 

accagcatat ctaaacaaga tgcgatgcct ttccatatca gcaaaatatt cctttgcttc 3300 

tttagctgta ctagtaccca atcctttata gtactttatt ttccaggctt tctggttttc 3360 

tatatgtttt ttccattcgt caaattcagg aatactgtag aaggaaagtt cctgcttatt 3420 

tttgcttgcc tttacaatag gagtaatgaa ctcttcaaga aaaccatgct tcaaaagtga 3480 

tggccaattg tgatggatga aattaataag caggcctttt atgtgagaac catcttgatc 3540 

ctgatcggtc ataatcataa tctttccata gcgtaaggtt ttcagagatt gtgcatcatc 3600 

gtaacttttc ttatattgta gaccaactat tttaataata ttatttattt cagcattttc 3660 

catgatctgt ttatgagaag cttcccgtac attaagaatt ttgcccctga gtggaaaaac 3720 

tccgtatctg tctcgtccaa tcacacctaa tccagacaca gccagtgatt tggcagagtc 3780 

tccctctgtt aatatcagtg tacactccag ggaatgttta ccaccagcat cattagcatc 3840 

atccagtttg ggaatacctt tgattttact gtattttact gatgaacact tcttattcag 3900 

ctgagtctga gccttaaatt tcacccagtt caggatactt tctacaatgc cacaattaga 3960 

ggctgcttta aaaaattttt ctgacagctg gcatttagac ccaaaacttt tgggctgcag 4020 

agtcatgttt tccttagtct gagaatcaaa agttggattt tcaataaggc aattaataaa 4080 

aacccatata tggtttttta cttgaaatgg tttcactgat acaccagctt tgttcttttt 4140 

cttaactact tcaatcagtt taccaacaac ttgatctacc acataatcca cgtgccgtcc 4200 

accttttgta gttgcaatac tatttacaaa gctgatttgc tggaatcctt tttcactcaa 4260 

tgtgagacaa acatcccatc tttcatttgc aagctcatga ataactttca gggccacccc 4320 

agtttcatcc aatttgtctt tcacataaag atctacataa ctgcgaaatc catttacagg 4380 

caatttcttt ccattaaaca tgaccttgac ccctctacac gaaccagcca aatcatatgc 4440 

ccttctagtc atgagggcca caatatcctt gtcaagtttt tccatcttaa atttggacag 4500 

atctggttgg aatgttatgc atgtgtaatc ttcaccatca aaatgtttaa ttttggcttc 4560 

agaagtcttc atcatattat tcatccatgt ctgcttaaaa ctgtgtttgt attctttgca 4620 

agctgtttct actgtaaact ttgtactgaa aatattacaa agttttgcac cataaccatt 4680 
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acgaccacct gtaacttttt tctcatcatc atcatagtta ctggatgtta aaagctgtcc 4740 

aaaaattaaa gcaggaacat aaactttctc caccttgtgt tctactactg gaatgccttt 4800 

cccattattc caaatgctta taatgttaga ttcaggatca atagaaactt taatacaagt 4860 

catgttctta tccctctgtt tattgtcagc agcattaacc aaaatttcat caaagatctt 4920 

gtataaacct ggcacaaagg taacctccct gcaattcatt cctacatctt catcatacac 4980 

ccacatgaac tgcgtcaatg gctccactga cccaatatat gtatcaggac gaagaagaat 5 040 

gtgttcaagt tgtgtcttct tctgatacac tctctcaaca gacaacttct ttgaagaatc 5100 

atttttgttg gcagtttctg actcttcttt ttttgcagca ttgttcaccc aggtcagtgc 5160 

cccgttgccg ccgcccacgc cggctcccgc gccgcagcca cccgacttgg ccat 5214 



<210> 423 

<211> 474 

<212> DNA 

<213> Homo sapiens 



<400> 423 

aagggttgtc tggctgcctc cttcaactgc atcttcctgt atactgggga actgtatccc 60 

acaatgatcc ggtgagtgga agcctaatgg gagaatgaca gccttttcct ggggaaagac 120 

attcttctgt gcacaggtca gaccccagag ctaaatcaag tacatcccag cccaaaggcc 180 

cctcccaaca ctcatcattg caaggcacat agtagccact gagtacacac ctcatggcct 240 

agctaacaca ggtgttactg tcctctaagc ccttacggga ccctagaaga tctcaaaagt 300 

agccaccaac tggggcaggg taaggaacca agaagacaca tctcagagac aacaaatcga 360 

agtcttcctt taatctccaa aacacaaatt agaagctgcc accacatcta cattccatct 420 

ataaaccaag tgatatatct gaaagcaaag gccacaaaca tgaaagcaat ttcc 474 



<210> 424 

<211> 1453 

<212> DNA 

<213> Homo sapiens 



<400> 424 

tttaagttga gaactttcac cttttcattt aaaaggaagc actttgtggc ttctctttgg 60 

catatccgaa tcaccagcat catcactact cctgctctct ggggccactg ttaagcaaag 120 

tgaggactgc ttggtcacag gcactgtgaa tgctgggata gttgatctga tcaccaagac 180 

ggctactaag tcactagcag ggtgggtggc gtatacagcg tggatgtgct ggaccaaggg 240 

atgactcaca tccccggccg gctggagccg gacagcgaga gatttcatca cgctactcag 300 

aagggcacac catttgagac ttaaaattct ttatttctgg aattttccat ttaatatttt 360 

tgaactgcag ttgactgcag gtaacaaact gtggaaagcg aaaccataga tacgagcggg 420 

ctactgcgtt caaaaggctc ttcaactgtt gtggatcctc tgatgttctc ggagatggtt 480 

taggtggtta catgccttcc cgcactcctt acattcgtag gatttcgccc cactgtgcgt 540 

tttctgatgt tgtgtaagct gatggccgtg actaaagctc ttcccacatt ctgtacaccc 600 

atagggtttc accccggtat gaattctctc atgtttcacg aggctcgatc cataaatgaa 660 

agccttccca cactccttac atttatacgg ggtttcgcct gtgtggattc tctcgtgctg 720 

agtgaggtga tagccacaat tgaaggcctt cccacattct gtgcacttgt acggcttctc 780 

gcccgtatgt atcctctcgt gcttaacgag gctcgaaccc cagcgaaagg ccttcccaca 840 

ctccttacat tcgtgaggct tctcaccggt gtggatcttc tgatgctgag taaggtaatt 900 

gactcgagta aaggccttcc cacattcttg acattcatag ggtttctcac ctgtgtgaat 960 

tcttttatgc tgaatgaggc ttgaaccaca aataaaagcc ttcccacagt ctttacactc 1020 
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gtaaggcttc tccccactat gaattctctt gtgctgaata agtttataca cacggctaaa 1080 

ggtcttccca cagtctttgc attcgtagtc tttctcccca gtgtggaatc tctggtgctg 1140 

agtgagctca tcaccacgcc gaaaggcctt tccacagtct ttacattcat agggtttttc 1200 

accagtatga atcctcttat gaataacgag gcttgagccc catcgaaaag ccttcccaca 1260 

gtctttacat tcgtagggct tctccccagt atgaattttt tgatgttgag taagctgatt 1320 

gccccaacgg aaggccttct tacattcttt acattcataa ggtttctcac cagtatggat 1380 

tttctgatgg tgactaagtt gatagccacg actaaaggcc ttcccacagt ccttacattc 1440 

aaaggaattc tec 1453 



<210> 425 
<211> 1131 
<212> DNA 

<213> Homo sapiens 



<400> 425 

gtttccctca tgattttatt gtctcctggg gaccctgctt tgggeggtet ggatgtctgc 60 

ettgggecta gtttgaggcg ccccgaaggt ggagecatet tggtctcgta atttgetett 120 

ccctgccccc caagagggaa gecagagcta gcggggccag cactgctcag gaggcaaggt 180 

ggcctacctg tcgcacaccc ggaggaggaa atcattgacc aggctctcgt gccggctgca 240 

gatgettetc ttggaaggca ctcttgagcc agtcctcaat gctgcacacc tgcacgcggc 300 

tggagtgcca gcagatggag aggctgegga gtgccgggcc caggaggaag ttgtccttct 360 

ggagttcagt gagggaaegg aagtgcagca gggaccagag tgeggggtec teaaacaegt 420 

cgtggagctg ggagcaggtc ctggcaaggc tcttcctgct gtccttgtct aggaaggaga 480 

agaggtgcag caggcactcc eggttgaget gggttatgtg catggtgagc agtggccaca 540 

tgtcacttca tcctggccca ggtactgcag ctccaaatcg tggggattct gtaagagctt 600 

gctacctgtt gactgaggag gcccacgagt tgagaagaac tagcaagagt ggtacaaaac 660 

tgcaggtcat tgggctggcc accaggtatt cccacccacc agaagctggc tgttgtactc 720 

acccggaacc atggtgcacc accacagcgg cgaggtcata caggcagctc tccgggccac 780 

tgttctcagg ctacagaaca aggaagaagg agcagtggtc aatgacatca gtatctcgat 840 

gacctctacc ctctccatgt gatgacaatc ttactgaaga gecatttttt caccatgcta 900 

aaaaggccag ttgggtccag cagctttgcc tctctaccct tttatcacca aagtatactg 960 

ctgagaaaga atcaaatgaa aagaaaaaag actcaacaag acctcactca tattaactgg 1020 

actctacaag cagtgagcat ccagacctgc atttggttac aaaagaagee ttcaagctat 1080 

tttcatcagc ttcctaatca agttaaaaaa taaaccacaa aactgagaaa a 1131 



<210> 426 
<211> 551 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> mis cofeature 
<222> (1) . . . (551) 
<223> n = a,t,c or g 



<400> 426 

gcttgggctg tcctctgatg ccatgttgtc agcccagaca ggcagtgtga tcagggctcc 60 
tggcagaggg tctcttgaga cacagccact gcccctgctt ggtggtcgtg acttgggacg 120 
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cagcctgcct gtgactggag ctgggggtga cgggtaagat gagtggagat gttgggccag 
tggggcctga ttcccagact ggaccaaacc ccaggggctg tcctccaatc cggaccatct 
tccagagctc tccggatgcg cttgtgaaca gcaagttact aggaaacctc tgctgcgtct 
gcacgtccat caccagggag atgtagccct cgatgaggga gaaggagaag aagcggatgt 
ggccgcagtc atccccagtg gccatggggt ccttcactcc attggagtag aacatgacat 
ccatgaggag tgtggcaaca gcaggcagcg tgtcagggtc caggctggtg acacagaacc 
tgttgctcgg gctggccgaa ttccaccacn tggactaagg tctactatna ggggcctcaa 
ttggacgtgc c 



180 
240 
300 
360 
420 
480 
540 
551 



<210> 427 
<211> 1579 
<212> DNA 

<213> Homo sapiens 



<400> 427 

agtcacctcc agaccccaga agctctcccc aacccagccg agttcctctg caaacaattc 60 

aaggggctct gataggtcac acagtgccac cttgtgtgct ggaccatatc tggagggaga 120 

actgagtgag ggggcacagg ggattgtctc caggtggggc gagcagggga aggaaaatag 180 

tggccacttt tacattggtt tgggtagtaa ttattgattc aggaagcaaa tacaaaatcc 240 

tgaatgaaat gacttggaaa aagtaaatag aatcaagatt: ccaagaggag ctgaagataa 300 

ataaatggga gcaggatgtg ggggaatggt cggtaagtga gaaatgctaa aatgatagaa 360 

taaagcttaa ggattgttgg aggtagagca ggaactgtgt actgcatagt tcccaaatgc 420 

cctggtgttc caatggggga tggaaactaa aacactggcc aggttggatt tcatactgta 480 

gtcctgccat ttttcttcct agagcagaga taaaagttgg ccctgggcga tagctcattc 540 

tctctgaaag gctgctagtt aggcccagcc tgtcaccctg gatcatgagt gtcgtgtgta 600 

ttgggactta cggcaggggg ctgaggcttg cagatgggca agtggtgaga ggccccactg 660 

acctcagtct gtttctcact ggagcgcagg tttgggagca gcagcaacac cacatccttc 720 

ggcacgctcg cgagtcagaa tgcccccact ttcggatcac tgtcccaaca gacttctggt 780 

tttgggaccc agagtagcgg attctctggt tttggatcag gcacaggagg gttcagcttt 840 

gggtcaaata actcgtaagt atcccccttt ttgagtctca ccttaattaa aagcattaaa 900 

taaggttgga agtgtgtgga tcttgctgga tttgtgcatt ttcttttcgt tttttcctgt 960 

ttttagagtt tgtcctggaa gtgtgggggt tcagcagcag ggtttgggtt ttgtggactt 1020 

gctcttctct gtagcaatat ggcaggaggt gccaggcctc gccttcttaa gaggcgtggt 1080 

tcaaagagaa aagagcacgc ctgccagtga gctgggcctg agggcagcgc tgaggagatg 1140 

ctgctcctga cttccctgga ggtttctcag aagctgcatg ctaacccctg ggctctgggc 12 00 

catcaccagg tctcatgtgt tgatccaccc tctgtgcttc tgtgtaaaat ttcatggcgt 1260 

taaaattcag tcttagccag gtgggtggtt cacgcctata atcccagcac tttgggaggc 1320 

tgaggtggga ggattgcttg agcccaggag tcaagaccag cctgggcaac agagtgagac 1380 

cccatctcta ctaaaaatta aaaaaattag ccgtgcatgc tggcttatgc ctgtggtccc 144 0 

agctactcca gaagctgagg cgggaggatc acttgagcct gggaggttga ggctgcagtg 1500 

agccaagatg gtaccactac cgtctagcct gggtgacagc cagaccctat atcaaaaaaa 1560 

aaaaaagggg gggcccttt 1579 



<210> 428 
<211> 413 
<212> DNA 
<213> Homo sapiens 
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<400> 428 

tcgaggagcc ccagggtagt cccatctggg tatggctggc tgggtcacta acttctgtga 60 

gctgcttcct tcctttccag aggatgcgga tcaaacctca ccaaggccag tacataggag 120 

agatgagctt cctacagcac cacaaaggtg aatgccgacc acagaaagat tgagcacgac 180 

aagaaaatcc ctgcgggcct tgctcagagc ggagaaagca tttgcttgga caagatccga 24 0 

agacgtgtaa atgttcctgc aaaaacacag actcgcgttg caaggcgagg ccgcttgagt 300 

taaacgaacg tacttgcaga tgtgacaagc cgaggcggtg agccgggcag gaggaatgag 360 

ccttcctcag gggttcggga accaccttct ctcaccagga aagactgata cag 413 



<210> 429 

<211> 1567 

<212> DNA 

<213> Homo sapiens 



<400> 429 

cccacgcgtc cgctccaggc tcctggagtg cctcatgctg gctaagttct ctctgggctc 60 

ctccaggggt tctgtgtgct cttggaggtc cctctgctag tggtggctaa ctagagagtc 120 

agcagggggg tgactgggaa agagggagag gtgatgttgc ctgctactcc cctccttgcg 180 

gaccctcata ccacatgacg tggcggcgtg gggccaggaa ctagggaagg cagaaggcgg 240 

gcgcagtggg cagctctctg ggctcagctt gctgaggggg cctcctgtcc tggctctttc 300 

tgggagacct cattcttctg cccatgttcc tgcctcacac attccccgtg atgaacgctg 360 

tgggcggggc ccggcctgtg ccctcagtcc cacagctcct ctagtgtacc tgccccgtgg 42 0 

gaaccccatg tggaaagagc cctcagaact gacaggaatc agggacagag gcccttgctg 480 

tcagcctcct gggcacctgc acctgccagg cctctctttc ttaccagccc agtgctgctg 540 

ccaaaatcca gggctatccc agctgcccgg gaccccagtt gagccgggat attttgtctt * 600 

ctggagatgg ctggtgggca ggcctcagtg gtcatcatag ggtctgcggg ggtcctgggg 660 

tgcaggtggg gctcctcagg gaagagccat agtctgtccc caagtcggaa gggtaatctt 72 0 

catcttctct cacaggagcc acaaaccact gtggtacaca acgctacaga tgggatcaag 780 

ggctccacag agagctgcaa caccaccaca gaagatgagg acctcaaagt gcgaaaacag 840 

gagatcatta agattacaga acagctgatt gaagccatca acaatgggga ctttgaggcc 900 

tacacgaaga tttgtgatcc aggcctcact tcctttgagc ctgaggccct tggtaacctc 960 

gtggagggga tggatttcca taagttttac tttgagaatc gtgagtgggt tcgtgctgct 1020 

gatatactcc tgcctgcccc tttacccctt tgtctctgtc tcctgctcac cttctcatcc 1080 

cagttgccca cttttccctt atttgacctt cgtgctgcac tcctactctg tatgcttgtc 1140 

cccttgtgcc ccgatggttg tagacaggca cctttgaagg ccctgctcct gagctccaag 1200 

tgccattcat tctgcagctg ctttgtggca gtgccagtca ccacaatcaa gctcacttat 1260 

ttcttgccgg gcgcggtggc ttacgcctgt aatcccaaca ctttgggagg ctgaggctgg 1320 

cggatcacga ggtcaggaga tcgaggccat cctggctaac acggtgaaac cccatctcta 1380 

ctaaaaatac aaaaaattag ccgggcgtgg tggcggtgcc tgtagtccca gctactcggg 1440 

tggctgaggc aggagaatga tgtgaacctg ggaggcagag cttgcagtga gccaagatca 1500 

ggccactgca ctccagcctg ggcaacagag caagactcca tctcaaaaaa aaagaaaaaa 1560 

ttattta 1567 



<210> 430 
<211> 728 
<212> DNA 
<213> Homo sapiens 
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<400>. 430 

ctttccacac catggtccaa gggaagggct gccctgtctg aagagtcceg cccacttgta 60 

ggatgagacg tggaaaatat tgttgctgta acttaaaaaa caagaccagg ggggttggct 120 

gggagcaccg gccagcaggc cctgctgagc ataaaccccc tccactggag aaggcgtggc 180 

ccctgcccac ctggaccctt ctggaaatga gggaagtgct aacagcagtg cccatcccac 240 

aagcattaaa ctcgggaggt ggagactctc cagcagaaag ctgggcagca gagtggtcct 300 

gcccctcggc ccacaaaggg ccttggccga gcatgggcat gcctggtgtg tgcccactgg 360 

ggtccatccc tgccagtggg gttccaggga cctcggggac cgggctgctt gggcccttgg 420 
actctaggtg agccgtgaga gcgggctggg gcaggcggag cagctgcctg cagggcaggg * 48 0 

acacggtcag gggctacctc ccggacaccc tggcctctcc acaggcagct atccatgatg 54 0 

ctgatgctgg cgcagtcaaa cccgcagctg ttcgcgctta tgggcacccg ggcaggcatc 600 

gccagggagc tggagcgtgt ggagcagcag tctcggctgg agcagctgag tgcggcagag 660 

ctgcagagca ggaaccaggg ccactgggct gactggctac aggcgtacag agcccggctg 720 

ggacagga 72 8 



<210> 431 

<211> 1524 

<212> DNA 

<213> Homo sapiens 



<400> 431 

gaaatggtac tcttttcatc atggtgatgc atatcaaaga tcttgtgagt gattacaaag 60 

aatgatggtt gtagaggaaa cccttacctt ggtaggaagc attactatta agggactgct 120 

ttttttttta ggttactgaa aatggagctg acccaaatcc atatgtcaaa acatacctac 180 

ttccagataa ccacaaaaca tccaaacgta aaaccaaaat ttcacgaaaa acgaggaatc 240 

cgacattcaa tgaaatgctt gtatacagtg gatatagcaa agaaacccta agacagcgag 300 

aacttcaact aagtgtactc agtgcagaat ctctgcggga gaattttttc ttgggtggag 360 

taaccctgcc tttgaaagat ttcaacttga gcaaagagac ggttaaatgg tatcagctga 420 

ctgcggcaac atacttgtaa actagtgaat gtctgagctt tggaagcatg aacagttata 480 

aacgtgcatg catacatgca cacacacaca gacacacaca cacacacttg ttaattttgt 540 

atagtatttt tatacttgga cagaacttat aaagttaaat atacttgctg catttcaaca 600 

catctgttgg accaacagtc acataactaa cctttttgaa tttttggaag ccattgctgt 660 

tttaaagtca ttatgtagaa tgctacaaac cctaaactta atatatacta attcctgaaa 72 0 

aagactttga gacagtacta tgtcagttca gccacctatt ttgcattgtt ttctataagg 780 

aggcaaagca tatgtgtttt cctgttatgc accttttata gcctttacca ctgtgtaatg " 840 

ttcacaaaca ccaaagtaaa ggaaaaatgc aggatgttac cgtaaaatcc agctgctatt 900 

catggagctg aaaaacaaag cacaaataat agatagctaa gttaagaact actaagtagt 960 

ttatagaagt agggaaaaac gtaatactgc tttttattca tgtctttaaa gcctttttca 1020 

gaataagtgc caatcactga tgttgtaaat aatggtgcct taactttata tgcttccctg 1080 

gcacttcgtt tctgattttt ttcctgattt gataaataat tagtacatag ttttcactca 1140 

cttgcagctt actaaagaca agaaattatg tacatgtact aatgtttttc ccacaaaaaa 1200 

atcctttact tctgatgtat gaattagtta tctaaatagt taagcctaat acctgaataa 1260 

gactcaccaa tgtgattgta caataaattc tatcattcca ttaaaatcct acatttattc 1320 

ccaggaatgg taatttcacc tccctacatc tatactccac tccctcagta aataagtgaa 1380 

aattgttaac ccatgtgccc attcctgagt agggcagact cttcacaaga ggcccatgac 1440 

aagaattcta gggtccagat tgaactttaa tatagacctt tgtctgtgta gaccagtttg 1500 

tcttgtaaac tgtcttactt atgt 1524 



<210> 432 
<211> 1908 
<212> DNA 

<213> Homo sapiens 
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<400> 432 

gtctctatgg aattatagct cacctacttt tgggggaatc atgtaaggta attttatttc 60 

attatgtatt actagaatgt attgttttaa aatgtgtcta cttttttgaa gtgtcatttt 120 

gttgttgttt tcattgagat ggggtcttac tatgttgccc aggctggtct cgaactccga 180 

acctcaaatg acctgcccgg ctcggcctcc caaagtgctg ggattatggg catgagtcat 240 

tgcatccaga caaaagtgtc attgtttaat cttgatttga aagaacttta ggtatttaaa 300 

acattatgtg gttcttttgt gcaagcgctt tatccctaag tcgtttgatt atccagggtt 360 

gaaagcaact ctctctgact tctgcactca gaaagcgctt ggtctaattg tgttctcctt 420 

cctgtctctt agcttcacag gataatgcag ctggctgtgg ttgtatcaca agtacttgag 4 80 

aatggttcct cagttttggt ctgtttggag gaaggctggg acatcactgc acaagtgaca 540 

tccctggttc agttactcag tgatcccttt tataggacac ttgaaggctt ccagatgttg 600 

gttgaaaaag agtggctctc ttttggtcac aaattcagtc agaggagcag cttgaccctc 660 

aactgtcagg ggagtggttt tgctccagtc ttcttacagt tcttagactg tgtacaccag 720 

gttcacaacc agtatccaac tgagtttgaa ttcaatctct attacttaaa gttcttggct 780 

ttccactatg tgtctaatcg ctttaaaaca tttctcctgg attcagacta tgaaagatta 840 

gagcacggaa ctttatttga tgataaagga gaaaagcatg ccaaaaaagg agtctgtatt 900 

tgggaatgta ttgacagaat gcacaagagg agtcccattt tctttaatta tttatattca 960 

ccattggaaa tagaggctct aaagcccaat gtaaacgtct ctagcctcaa gaagtgggat 1020 

tactacatag aagagaccct gtccacaggc ccttcctatg actggatgat gctaaccccc 1080 

aagcacttcc cctccgaaga ctctgacctg gctggagaag ctgggccacg gagccagagg 1140 

agaacagtgt ggccatgcta tgatgatgtc agctgtactc agcctgatgc tctcaccagc 1200 

cttttcagtg aaattgaaaa attggagcac aaattgaacc aagcccctga gaagtggcag 1260 

cagctgtggg aaagggtaac cgtggacctt aaagaagaac caagaacaga tcgctcccaa 1320 

agacacctgt cgagatcccc aggaattgtg tctaccaacc taccttccta tcagaagagg 1380 

tctctgctac atctcccaga cagcagcatg ggggaggaac agaattccag catctcccca 1440 

tccaatggag tggagcgaag agcagccacg ctctatagcc agtatacatc caagaatgat 1500 

gaaaacaggt cctttgaggg aacactttat aaaagagggg ctttgctgaa aggttggaag 1560 

ccccgttggt ttgttttgga tgtaacaaaa catcagctgc gctactatga ctcaggtgag 1620 

gacacaagct gtaaaggcca cattgatctg gctgaagtag aaatggtcat ccctgctggc 1680 

cccagcatgg gagccccaaa gcacacaagt gacaaggctt tctttgatct caagaccagc 1740 

aaacgtgtgt ataacttctg cgcccaggat ggacagagtg cccagcaatg gatggacaag 1800 

atccagagtt gtatctctga tgcctgatgc ccatggtcaa cccacgcaga agaaacagaa 1860 

gaactcatgc tgccagatag atagaacaag aagcatggat ccttgagg 1908 



<210> 433 

<211> 1714 

<212> DNA 

<213> Homo sapiens 



<400> 433 

tttttttttt ttgacaagtt tgcaagtttt attgaattaa tggctggctt tcacagatgt 60 

taatcactgg cgggcggttg aataggggga acaggaaaat gctctccaga ggttcccact 120 

gaagcccttt catctgccct gccccaaccc accactgaag ccagaggtca tgggagttgg 180 

gatctaacta cactctgtga acttaccacc acccattcca tccccaagcc catattttat 240 

ttgggactag gccactgatg cccgggccct tcctcttcca gtagggtggg agggtgggag 300 

gtggggacac ggaccaaccc tcaaggaaag aaaagaggtt aaggtggggg gttttgctga 360 

atgtctaaga aatgtcagtg gaacagggct ggggcacggt ggctcacgcc tgtaatccca 420 

gcactttggg aggccaaggc aggtggatca cctgaggtca ggagttcgag accagcctgg 480 

ctaacatggt gaaaccccat ctctactaaa aatacaaaaa ttagccaggc gtggtggcag 540 

gtacctgtaa tcccagctac ttgggaggct gagacacagt ctcgctctgt ggcccaggct 600 

ggatggagtg cagtggtgca atctcggctc actgcaacct ccgcctcccg ggtttaagca 660 
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aaattatcct gcctcagcct cctgagtagc tggattacag gcaggcacca ccacgtccgg 720 

ctaatttttg tatttttagt agagatgggg ttttgccatg ttagccaggc tggtctcgaa 780 

ctcctgacct caggtgatcc gcctgccttg gcctcccaaa gtgctgggat tacaggcgag 840 

agccaccacg cccagcctct gcttcgtgag ttttctttcc cctgaggcac cctctgagtt 900 

ctccacgtgt cagacccatg tccaatgcac cacgctcctt ccttcacacc atgaaagccc 960 

cgaagtaaga ccgggtacca tcacgcagtc gaaccaggcg ttcatccagc acacggacga 1020 

ccacctcctc cccagcctcc aggtgtacca caccacccag gaagctgctg tcccaccaga 1080 

cccgggagct gctggtggcc cgtccgcagg gtgactgctg gctgaccaac agctccagct 1140 

cctcggggta gcggggtgtg cgcttgtaga ggccgtgggt gatggtgctg gccaggccca 1200 

gcgggcagcc cacaccgccc agctgcacct tggagtagat gtagtagtag ccagctttgg 1260 

tgaccacaag ggccccatcg tggtagctga ggcccctcag gaaggccagg cccagctgag 1320 

tctcccataa cagcggcccc ccgctgccgg tcaagctgga gttggcccct gtgagatgcg 1380 

ctgctgggtt gacctcgtga gaccttcgct cttgtatcag ctgctcccag gagcctgcag 1440 

gtccgtcagg caggcgggtg accatctctc ctagacgcca gtgcagctgc aggaggaacc 1500 

agccttggac ggccagccca gcccccatca gcaacagcaa gagacccaga cccacccggg 1560 

ccacactgca cgactgtctc cggtggcttc gtcccagcct cgtgaatggg atgtcggtct 1620 

gtccatccac cacaaacact gagggccgta cgacactctc ctccatgccc aaggtctctg 1680 

gagcagggct gacacgcctg ggtccttcaa cctc x 1714 



<210> 434 
<211> 478 
<212> DNA 
<213> Homo sapiens 



<400> 434 

tttcgtcaga gatagcagag cgccgagttg gggccacgaa ggcgtgaggg gagtcgtcgt 60 

ccctcctgca cgaaagcgtc taagccttgg cgacgccgcc ctgggggacc cacgtcaggc 120 

ctgggatagg gaccgctgtc cccgggtccc taccaatgtc gcccgtcgct cccggcccag 180 

ctctacccgc agagtctgat ggcagcggcc actctgagga cgccaactca ggtgagtgcg 240 

gcgtcttccc gtcctcacac accttccccc acccacgttc taaagccatc agtgaggggc 300 

gcctgctcga gtccccgctg cccagggtcg gggacactga ggcgttcgtg ggtggggccc 360 

tttttttgac actgcgtgtg acgaggtgtg ggagagcgtg acaggcggag gaaccggcgc 420 

gtgcaaaggt tgaggcgcga ctgagccagg agaattcgga aagctgtttt ctgcaggc 4 78 



<210> 435 

<211> 1893 

<212> DNA 

<213> Homo sapiens 



<400> 435 

cagcagcgcg caggtcctca ccatagctct ggtggccacc tctgtcccgc catgctgctc 60 

accgacagtg gccagggccc acagcaccaa gaggcttggg ccacaaagta aagggtcgcg 120 

gagcctcgcc ggccgccatg tggagctgca gctggttcaa cggcacaggg ctggtggagg 180 

agctgcctgc ctgccaggac ctgcagctgg ggctgtcact gttgtcgctg ctgggcctgg 24 0 

tggtgggcgt gccagtgggc ctgtgctaca acgccctgct ggtgctggcc aacctacaca 300 

gcaaggccag catgaccatg ccggacgtgt actttgtcaa catggcagtg gcaggcctgg 360 

tgctcagcgc cctggcccct gtgcacctgc tcggcccccc gagctcccgg tgggcgctgt 420 

ggagtgtggg cggcgaagtc cacgtggcac tgcagatccc cttcaatgtg tcctcactgg 480 



222 



WO 01/53455 



PCT/US00/35017 



tggccatgta ctccaccgcc ctgctgagcc tcgaccacta catcgagcgt gcactgccgc . 540 

ggacctacat ggccagcgtg tacaacacgc ggcacgtgtg cggcttcgtg tggggtggcg 600 

cgctgctgac cagcttctcc tcgctgctct tctacatctg cagccatgtg tccacccgcg 660 

cgctagagtg cgccaagatg cagaacgcag aagctgccga cgccacgctg gtgttcatcg 720 

gctacgtggt gccagcactg gccaccctct acgcgctggt gctactctcc cgcgtccgca 780 

gggaggacac gcccctggac cgggacacgg gccggctgga gccctcggca cacaggctgc 840 

tggtggccac cgtgtgcacg cagtttgggc tctggacgcc acactatctg atcctgctgg 900 

ggcacacggt catcatctcg cgagggaagc ccgtggatgc acactacctg gggctactgc 960 

actttgtgaa ggatttctcc aaactcctgg ccttctccag cagctttgtg acaccacttc 1020 

tctaccgcta catgaaccag agcttcccca gcaagctcca acggctgatg aaaaagctgc 1080 

cctgcgggga ccggcactgc tccccggacc acatgggggt gcagcaggtg ctggcgtagg 1140 

cggcccagcc ctcctgggga gacgtgactc tggtggacgc agagcactta gttaccctgg 1200 

acgctcccca catccttcca gaaggagacg agctgctgga agagaagcag gaggggtgtt 1260 

tttcttgaag tttccttttt cccacaaatg ccactcttgg gccaaggctg tggtccccgt 1320 

ggctggcatc tggcttgagt ctccccgagg cctgtgcgtc tcccaaacac gcagctcaag 1380 

gtccacatcc gcaaaagcct cctcgccttc agcctcctca gcattcagtt tgtcaatgaa 144 0 

gtgatgaaag cttagagcca gtatttatac tttgtggtta aaatacttga ttcccccttg 1500 

tttgttttac aaaaacagat gtttcctaga aaaatgacaa atagtaaaat gaacaaaacc 1560 

ctacgaaaga atggcaacag ccagggtggc cgggccctgc cagtgggcgg cgtgtgctag 1620 

caaggcctgc cgggtgtgcc gcagtcacca cagggttctg agaacatttc acagaagtgc 1680 

ctgagacgcg gagacatggc tggtgttaaa tggagctatt caatagcagt gacgcgctct 1740 

cctcagccac caaatgtccc tgacaccctc cccagccccc acagataaca tcagctgagg 1800 

tttttttcag tatgaacctg tcctaaatca attcctcaaa gtgtgcacaa aactaaagaa 1860 

tataaataaa ccaaagaaag gtgaaaaaaa aaa 1893 



<210> 436 

<211> 1968 

<212> DNA 

<213> Homo sapiens 



<400> 436 

ccttgcttgc aggaagccat gcagttagtt tctgcagtta gtcgtgtgag gctaggtggt 60 

tgggcaggcc tcgggctgta ggtgttgggt gggaaaaaga cccaagggcc tgaaagggag 12 0 

ggaaagggga gggtagcggg agggtagcag gtgagttcct agggctggaa ggtttaacag 180 

cagcctggtg cagtgccctg tcatcaagac aaacccacgg tcctcctggg tgcctaccaa 240 

gcttggtttg tacaaaagca aggtgggagt ctatttttgt acatgagata catcacactt 300 

acctgtgggc cagtattgtg aagtgagtct gagttgttta cactgatgcc ttccctgccc 360 

accacaaatt gtgtacatag tcttcagatg- ataccacccc tttccccagc tcccaaccaa 420 

gagctggttc taggcctgtg ttatatgtca tatttagcgt ttttatatat gacctttgat 480 

ttctgttgtt tgtattttag cacagtgtat gcaccttcat ttaaatacat ctgtgtgcat 540 

acagatacgc atatatgtgt gtgcgtatgc atatatctct catctgtagt ttccaagagt 600 

tcagctgaag cagatggagt cctgcagccc aggagacacc ctgcatccct gctaatagtg 660 

tttgccacaa gtattagtga gtcttcctta ttaatatttt catttcagaa gactgaagca 720 

aagctgatag tgtttgctgt ttctttggca gctaagtgag ggtcttggga tgacttgctg 780 

tgttcctcaa gctgcacttt ggggccatct ctgcagtatt agcccccttt ttgcttggtg 840 

gtactctgtc tgtgcctgtg tgtgtgtgtg atagtcactc ttgcatggct tccatgtctg 900 

gtttgtggca tttggggata aggtgctgaa gccagagcat ttgcagtttg tttgaggcct 960 

cgttgccaat gatagatcac tcctgttgac ctggtatgtc tgcttgcttg ctgcttttcc 1020 

ttgctttctc ttggaagagg aaaggactct ggtcaggccc aggctgagtg agatgagctg 1080 

cagctggctc atggccttct tagagcagag agaggagtat gtcattttac taagttccta 1140 

aacaaacatt tatgcaggca acactccttg cagatccaga aactgaggca caatagggtt 1200 

atgacttgct caagaatatg tagctgctag ggggtaaatc aaggcatcac aatttctgtt 1260 

cagcgggcag gaataggctg tgaattgcta gcactttttt tttttaagca attacttttt 1320 

gacttgttcc tctgaaaggg caagaggcgt acacctttcc caaatgtaaa ctaaaatctg 1380 

caggatgcca cccactgtat agttctgctt tcccagagag gaagaacttt tagaaaccaa 1440 

atgatcttaa ttgttattgc ccacccctgg cttttccggg tagaaaattc acagtaggaa 1500 
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tgattgttaa gagagagtgc ttggaaccat gggttaacag gaaaggctac ctaacttcac 1560 

atatctgcaa ccagagcagc caccaagcat tacttagcag caggaaaatg attgtatttg 1620 

agttcctgtg tgtccaaaac tgaggcacca tgttctttga aaacatgcca cctcaaggct 1680 

gggcgcggtg gctcacacct gtaatcccag cactttggga ggccgaggcg ggcggatcac 1740 

cggaggtcgg gagtttgaga ccagcctgac caacatggag aaaccccatc tctactaaaa 1800 

atacaaaatt agccgggcgt ggtggcatgc gcctataatc t cage tact t gggaggctga i860 

ggcaggagaa ttgettgaac ecaggaggeg gaggttgegg tgagttgaga tegtgecatt 1920 

gcactccggc ctgggcaaca acagcaaaac tccgtctcaa aaaaaaaa 1968 



<210> 437 
<211> 422 
<212> DNA 
<213> Homo sapiens 



<400> 437 

tttttttttt ttgaggcaga gtctcactct gtcacccagg ctggagtgta gtggcgcaac 60 

ctcagcctct ccaagtgctg ggattacagg catgagccac cactcccagc caatagtgaa 120 

ttttctaaga gcatgtatcc ctatcagtaa gtaacaggga tacatgaaga tacttataaa 180 

atacagaaaa actgcccagc aaatcagggc cctaaacagt tggtagattc cataaattca 240 

actggctacc atgtatagcc ctcactgtaa ggtaggtggt taggtttcta gagagcatta 300 

gtcttagaat tatgaagagc catattaacc caaatgattt ctaaatttag atatatattt 360 

tccctgctac ataaaaactc tgggtaataa ctagaaatag acccacaatt tagagacaat 420 

gt . 422 



<210> 438 

<211> 1319 

<212> DNA 

<213> Homo sapiens 



<400> 438 

aggcagcacg eggaggageg cggccgccgc aaccccaaga eggggttgae cctggagcgt 60 

gtgggccctg aaagcagccc ttacctcctg cggcgccacc agegecaggg ccaggagggc 120 

gagcactacc acagctgegt gcagctggcc ccgacgcgag gcctggagga gtctgccacg 180 

gccccctgag ettgeeggtg gccctcgggt gggcggggtg gcgccgcggc cactgaagca 24 0 

ccgcgcatgg agtggaaagt gaaggtgcgc agegaeggaa cccgctacgt ggecaagegg 300 

cccgtgcgag ateggctget gaaagcccgt gecctgaaga teegggagga gcgcagcggt 360 

atgacgaccg acgacgacgc ggtgagcgag atgaagatgg gccgctactg gagcaaggag 420 

gageggaage agcacctgat ccgggcccgt gagcagegga ageggegega gttcatgatg 480 

cagagccggc tggagtgcct gcgggagcag cagaatggcg acagcaagcc cgagctcaac 540 

atcattgccc tgagccaccg caaaaccatg aagaagcgga acaagaagat cctggacaac 600 

tggatcacca tccaggagat gctggcccac ggcgcgcgct ccgccgatgg caagegggtc 660 

tacaaccctc ttctctcagt caccaccgtg tgagctgccc gggegggtae acggcccagg 720 

cccagggaac cccctggggc cccggccctc actctcctat agagattgtg tgtgtgtgtg 780 

tgtgcgcgcg cgcgtgctcg ctgtgcgcac gcacacatct cgtctgggtg tgegcacagg 840 

gctttgttag cagagagaag cccctgagga gaagggaege ttttcttcct tctgcccaag 900 

taaagtgacc atgccagtgg ccagcactgg gggcacacct gtgatgggca ccccttcagc 960 

tgtgcgtgtg cattccccat cccccatgct cttgcgtgtg ettgeaegtg cacgcacaca 1020 

cacacccagt gctctctcca cccgacccgt gtacttgcag acagggaagc tgagctgaaa 1080 
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ggagcacaag agagtgtccg gcttcgctgc tgagcgcggc ctctccccgc cgctgcgcac 1140 

tgcagttatt tgtagacaaa ggcacccctg atttttgtgg tttttctccc tttctgtgct 1200 

tgccaatagt tgttttgttt tgtggacctg ccctgggggc tggcagctcc ttcaggcagc 1260 

ctggcagaag tggaactccc ctctccactg atggctggga agggagttgg ggaggaaga * 1319 



<210> 439 

<211> 1-689 

<212> DNA 

<213> Homo sapiens 



<400> 439 

gagcgatcga ggctgcagcg cggccgccgg gcgcaacatg actgccgtcg gcgtgcaggc 60 

ccagaggcct ttgggccaaa ggcagccccg ccggtccttc tttgaatcct tcatccggac 120 

cctcatcatc acgtgtgtgg ccctggctgt ggtcctgtcc tcggtctcca tttgtgatgg 180 

gcactggctc ctggctgagg accgcctctt cgggctctgg cacttctgca ccaccaccaa 240 

ccagagtgtg ccgatctgct tcagagacct gggccaggcc catgtgcccg ggctggccgt 300 

gggcatgggc ctggtacgca gcgtgggcgc cttggccgtg gtggccgcca tttttggcct 360 

ggagttcctc atggtgtccc agttgtgcga ggacaaacac tcacagtgca agtgggtcat 420 

gggttccatc ctcctcctgg tgtctttcgt cctctcctcc ggcgggctcc tgggttttgt 480 

gatcctcctc aggaaccaag tcacactcat cggcttcacc ctaatgtttt ggtgcgaatt 540 

cactgcctcc ttcctcctct tcctgaacgc catcagcggc cttcacatca acagcatcac 600 

ccatccctgg gaatgaccgt ggaaatttta ggccccctcc agggacatca gattccacaa 660 

gaaaatatgg tcaaaatggg acttttccag catgtggcct ctggtggggc tgggttggac 720 

aagggccttg aaacggctgc ctgtttgccg ataacttgtg ggtggtcagc cagaaatggc 780 

cggggggcct ctgcacctgg tctgcagggc cagaggccag gagggtgcct cagtgccacc 840 

aactgcacag gcttagccag atgttgattt tagaggaaga aaaaaacatt ttaaaactcc 900 

ttcttgaatt ttcttccctg gactggaata cagttggaag cacaggggta actggtacct 960 

gagctagctg cacagccaag gatagttcat gcctgtttca ttgacacgtg ctgggatagg 1020 

ggctgcagaa tccctggggc tcccagggtt gttaagaatg gatcattctt ccagctaagg 1080 

gtccaatcag tgcctattct tccaccagct caaagggcct tcgtatgtat gtccctggct 1140 

tcagctttgg tcatgccaaa gaggcagagt tcaggattcc ctcagaatgc cctgcacaca 1200 

gtaggtttcc aaaccatttg actcggtttg cctccctgcc cgttgtttaa accttacaaa 1260 

ccctggataa ccccatcttc tagcagctgg ctgtcccctc tgggagctct gcctatcaga 1320 

accctacctt aaggtgggtt tccttccgag aagagttctt gagcaagctc tcccaggagg 1380 

gcccacctga ctgctaatac acagccctcc ccaaggcccg tgtgtgcatg tgtctgtctt 1440 

ttgtgagggt tagacagcct cagggcacca tttttaatcc cagaacacat ttcaaagagc 1500 

acgtatctag acctgctgga ctctgcaggg ggtgaggggg aacagcgaga gcttgggtaa 1560 

tgattaacac ccatgctggg gatgcatgga ggtgaagggg gccaggaacc agtggagatt 1620 

tccatccttg ccagcacgtc tgtacttctg ttcattaaag tgctcccttt ctagtcctta 1680 

aaaaaaaaa 1689 



<210> 440 

<211> 1574 

<212> DNA 

<213> Homo sapiens 



<400> 440 

ccagatcctg cccaacctct atctgggcag tgcccgggat tccgccaatt tggagagcct 60 
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ggccaaactg ggcatccgct acatcctcaa tgtcaccccc aacctcccaa acttcttcga 120 

gaagaatggt gactttcact acaagcagat ccccatctcc gaccactgga gccagaacct 180 

gtcgcggttc tttccggagg ccattgagtt cattgatgag gccttgtccc agaactgcgg 240 

ggtgctcgtc cactgcttgg cgggggtcag ccgttctgtc accgtcactg tggcctacct 300 

catgcagaag ctccacctct ctctcaacga tgcctatgac ctggtcaaga ggaagaagtc 360 

taacatctcc cccaacttca acttcatggg gcagttgctg gactttgagc gcagcttgcg 420 

gctggaggag cgccactcgc aggagcaggg cagtgggggg caggcatctg cggcctccaa 480 

cccgccctcc ttcttcacca cccccaccag tgatggcgcc ttcgagctgg cccccaccta 54 0 

gggccccgtg gccggcaggc cggcccctgc cccaccccca cccacgggtg tccctgccca 600 

ctcgtgtggc aagggagggg agggcaggag ggctcggcct gagcagggtg ctggggggag 660 

agcgcaatac ctcacgcggg ctgccgtcct aatcaacgtg cctatggcgg gaccacgctc 720 

ggagcctgcc tcttctgcga ctgttacttt ttctttgcgg gatgggggtg ggggttccct 780 

ctccaggtgg ttgtccaggc ccaggtcccg gccctgggtg ctcagccagc tcggctaggc 840 

cctgcgcctc cctgcgcttc ccccttcagg aagggtgtgt gccacctcgt tgcactggat 900 

cccagtggct gcttggggga gaggcgtttg ccatcactgg tgttgtcacc tccctgtttc 960 

tccaccaagg gcttgggcct ctcggggctg gggcctccca ggggatgggg acccagaggt 102 0 

gcagtggccg cccacatcca tggcctagga gctactgggc aggttcccgg ccacacatct 1080 

ggtgggctgt tttgtttttt ttttttcctc ttcccccaaa tgtcttgacg, ggatcactgg 114 0 

ggctctttgt gagggagggg ggccaaacta ccgccggagg aaatggggtc tcagagcgag 1200 

agctgcggag ggggagggga aaaaaaaggc ctcacttttg ctgcctgcgg ggccccacac 1260 

agccgctgct actttggggg gtgggggaag gggccaaagc tgaagacaca cacagtcatt 1320 

catttctgtc caacacccct gtgggtggcg ggtgtgccgt gtgtgtgctt gtgtgtgcgc 1380 

acgtgtcggc gctcacacac acatgctagc ccactgatgc acccagccca gggctggcag 1440 

tctttgcagc gtggggccgt ctcaccctgg • agcctggaga ggatctatgc ttgtttgttt 1500 

ttgtaatcca tatcatagtt gctttcttta attgttcctt ctgaataaac agtttattta 1560 

agataaaaaa aaaa 1574 



<210> 441 

<211> 1102 

<212> DNA 

<213> Homo sapiens 



•<400> 441 

ttttttttta aaaaaaaatt aagctcttta attatgtgca cacagatttt agaaaaggta 60 

gccttttgta tatagatacc tttacattct ttaggctgac ttttaaattg tcatcttttt 120 

tcaactacag tttttgtata tagtaaacca gaagatgtgt atggaccctg ttatggccaa 180 

gcatctcaaa gatgaagaga gaattaatga tagttatatt tcactcaaaa tgccaaaaaa 240 

aaaaattcaa caaagtaaaa attttaaaac ttgactctaa ctagttcctt tttgttttac 300 

attctcaaac cattgtcaaa tattctaaat atctctgaga atttctcttt taatgcttca 360 

cttgtataat cttaaaatcc tgacagtcat acaatacagc atgtagtagg taccttttct 420 

tgaggcacat tcaagtgttt tggcaaacag taaaaagtat ctaaatgcca caggttaaaa 480 

tgtcaagttt tactgagtca ccaacttcac ctcttttgat ctgcctgttc tccaagaaca 540 

tcattctccg gaagatccaa gttcctctag ttgttttctt tgtgttgttt ccagttcttc 600 

tagtcttttg cgaagtagag agagttccct ttgatgttgt tcctcctgca tatgaggagg 660 

aaatggtagt tccatgcttg gaacccatgg cfcgatgactg aaagctaaca ggattgatag 720 

atgctgttgg aggcatgtta ggaaccaaaa ttagacttcg aaattcatta tgtcttctct 780 

gtatatcttt tagtcttttt tgaagccttg tatagtcttc aaaaggaaca ttttgtctat 840 

ttaagacctg attttctgtt tccaattctt ctttctttgc ctccaagact tctactttct 900 

cttgtagtct tttcaatttg ttttcatgaa gagattttct ctaaaaagag aaatatgaac 960 

aagtatgtta atacataatc tcttatttga acaaaactat atagaaaata ttttactcac 1020 

caaaaactgt gtttagatat gaatgttttc agtgaatact agaaacaaag gttagtagac 1080 

atggctctta ctgaaaattg ca 1102 



226 



WO 01/53455 



PCT/US00/35017 



<210> 442 
<211> 1049 
<212> DNA 

<213> Homo sapiens 



<400> 442 

ggaaggcctg gtgcaggagc ctctgagctc tttccttctg tgaccacgga cctgtcagtt 60 

tccaaacaaa acgcgtgcct cacttgtgtg gattttgtca ctgtgcatgt atgtatgggt 120 

ttctggggca ttggtcctgg tgctctctcc acatcctgca tcccgtaccc tctgtctcat 180 

ggcccaggca gtgtgaaggc ggagatgctg cacatgtaca gccagaagga cccgctcatc 240 

ctctgtgtgc gcctggccgt gctgctcgcg gtgaccctca ctgtgccagt cgtgctgttc 300 

cctatccgcc gggccctgca gcagctgctt ttcccaggca aggccttcag ctggccacga 360 

catgtggcca tagctctgat cctgcttgtt ttggtcaatg tccttgtcat ctgtgtgcca 420 

accatccggg atatctttgg agttatcggg tccacctcag cccccagcct catcttcatc 48 0 

ctccccagca tcttctacct ccgcattgta ccctctgagg tggagccttt cttatcctgg 540 

cccaagatcc aggccctgtg ctttggagtc ctgggagtcc tcttcatggc cgtcagtcta 600 

ggctttatgt ttgccaactg ggccacaggc cagagccgca tgtctggaca ctgatcaggc 66 0 

cctgctggcc caggtccctg tgcgcatgca catggagggg tcagggccgc tccctagggt 720 

ccctcctgcc caacatgtgg aggtggctgg ttcccatgaa cgtggttgtc agaggcgggg 780 

gacagcagag gctgcagact ggcccacttc cctcctcccc agggatgcca agcttggatc 840 

atggccctaa tcccaacccc aaccccatgg gaggaggagg aggaggaaga agaggaggag 900 

gaggaggagg aggaggagga ggaggaggag gccaggtcct ggtggagcct ttgcccagcc 960 

cagtcctctc tgcctcctcc tggctgaagc tgtttgtcca ggattaccct cggggctaaa 1020 

gaggaaaaat aaagatgttg agctaccaa 1049 



<210> 443 
<211> 458 
<212> DNA 

<213> Homo sapiens 



<400> 443 

gaattcatga cttaacgtca gttagtattg cttaatggaa tcgacataca tattgttata 60 

ccgtgaatca ttttcagtca agaccacatt tctcagagtt tgccaaaaca aaccttctgc 120 

cttcgggttg tcaggccact ggaggatgga gctcttacag atccgctgcc gtagcctcaa 180 

atactgagaa tgctgtaaca ctggctccag caggataaat ataatcacat ccatgttctc 240 

atccattagc ctctgcaaag ccaagtaaaa agctgtttta aagttccagc tttttgcata 300 

ttttttggtt aaaacaaata ctgttttctt gctttggttg atgctctgca tgaggttgtc 360 

gatgatggcc aatcccgggt cccaatccct ctcctctaga caaaggagaa cgtttttgtc 420 

tcggctctct tcaaggtggt agcgcagctc atttatca 458 



<210> 444 
<211> 1681 
<212> DNA 

<213> Homo sapiens 
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<400> 444 

tttttttttt ttgggctaga ggtttgggct ttaatggcag ctggggtaaa aggaaacaaa 60 

aacagtaatt ctgaagagca cagggaacag gcagccagga ccagcctggc ccattccagg 12 o 

ccagctgagc tgaaatgctg attctgtcca gggggctgct gtatgtgtag actggtggca 180 

gtcttgggga ctgaggcctc ttggagagaa gggaagactg tcggctcaga agtccatgga 240 

gctgtgggcc aggtagtcct tgcgaccgat gttgctgacc tgcttggtct gcatagcctc 300 

gagtttgggg cagtcagtga tccgatgacc caggcccccg cagaaggcac agccgcgctc 360 

tcctccaatg tccagcatgg actcatcccc gcaatgcagc acctgcagca cgggcggcac 420 

cttctgcttg gcttctagca gcagcgcttt gaggtccatc agcactgact catcacacgc 48 0 

tttgttgatg aaggtagtgg cgatgcctgt gtttcccgag cgcccggtgc ggccaatccg 540 

gtgtacatag ttctcaatct cctctggcat gtcataattg atgacgtgct ggatggcagg 600 

gaagtccagg cccttggagg caacgtctgt ggctactagg acatccttct tgccctcccg 660 

gaatgcctcg atggccttag tccgttcctc ctggtctttg cccccatgga tggctacggc 720 

ctcaaccccc ttgagcagca ggtactcgtg gatggcgfccc acgtctgcct tcttctctgc 780 

aaagatgagt acaggcgggg gtgtcttctg caggcactcg agcaggtaca ccatcttggc 840 

ctcctccttc acatattcta cctcctggat gacatccagg ctggcagccc cagcgcgccc 900 

cacattgatg gtcacaggct ttacaagggc actcttagca aagttctgaa tcttcttcgg 960 

catggtggca ctgaagagca gggtctgtcg ctggcccttg aagtaggaga agatggtacg 1020 

gatgtcaccc tcgaagccca tgtcgatcat gcggtcagcc tcgtccaggg ccaggtagcg 1080 

acagatgtct aggctgacca tcttcttctg cagcaaatcc atgaggcgcc ccggggtggc 1140 

caeca tcatg tgtacaccgt gtcggatggt ctccatctgc tetttcaegg acatgccccc 1200 

aatgeagagg gcgcagcgca ggagtggtga gctgtcctcc tgeagcagge ggcagtagta 1260 

ctccaggatg ccatgggtct gccgggccag ctcccgcgag gggcagatga tgagtccata 1320 

gggcccctcg cgctttgaga agggtaacct cttctcttgt tccaggcaga acatgatgac 1380 

gggcaacgtg aacaccagtg tettgectga acccgtgaaa gegatgecta tcatgtcacg 1440 

gecagataga atggtgggga tgccctggat ctgaatgggt gttgggtggt gaatgccttt 1500 

cttcttcagg cctctcagga tggctgeagg aaacttcatt tccttgaagc tcttgatggg 1560 

tggtgggata ccgtctccct ccaccaggat gtggtatttc ttccgcacgc gctcatgtcg 1620 

ctcttcagac atgctcagaa cataaegggg tggagtccag ctggttttga tggggtcatc 1680 

a 1681 



<210> 445 
<211> 621 
<212> DNA 
<213> Homo sapiens 



<400> 445 

atcgagacca cccagcccag tgaggacacg aatgecaaca gtcaggacaa cagcatgeaa 60 

cctgagacaa gcagccagca gcagctcctg agccccacgc tgteggateg aggaggaagt 120 

eggcaagatg cagccgacgc agggaaaccc cagaggaaat ttgggcagtg gcgtctgccc 180 

tcagccccaa aaccaataag ccattcagtg tcctcagtca acttaeggtt tggaggaagg 240 

acaaccatga aatctgtcgt gtgcaaaatg aaccccatga ctgacgcggc ttcctgcggt 300 

tctgaagtta agaagtggtg gacccggcag ctgactgtgg agagegaega aagtggggat 360 

gaccttctgg atatttaggt ggatgtcaat gtagatgaat ttctagtggt ggaaaccgtt 420 

ttctaataat gtccttgatt gtccagtgag caatctgtaa ttgatctata actgaattcc 480 

agcttgtcac aagatgttta taaattgatt ttcatcctgc cacagaaagg cataagctgc 540 

atgtatgatg ggttactatc aatcattget caaaaaaatt tttgtataat gacagtactg 600 

ataatattag aaatgatacc g 621 



<210> 446 
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<211> 468 
<212> DNA 
<213> Homo sapiens 



<400> 446 

taacgatcgc ttctctgctt gctacttcac cttgaaactc aaggaagcag ctgttagaca 60 

gcgtgaagcc otaaagaagc ttaccaagaa tatagccact gactcatata tcagtgttaa 120 

cttgagagat gtctatgccc ggagtatcat ggagatgctg cgactgaaag gcagagaaag 180 

agcaagtact aggagcagcg ggggagatga tttctggttt tgaattaatt ttcaatttat 240 

ttacaaaagc tatgtacaat taactaaaat gataaagcag tgatgtggat ttctgtattc 300 

tgatgatgag tctcttcaga gtactgctca tcttaattaa tttttgctga tatattgctt 360 

catctactag aatatttcac atcacctata acaactgcac agtgttctga cacatttgag 420 

tgtccaaaat agccaattaa cacaaccaaa tacaactggg catgtatt 468 



<210> 447 

<211> 1030 

<212> DNA 

<213> Homo sapiens 



<400> 447 

ctttactgtc ttcattctgg gaataactat tcgaccactg gtggagtttc ttgatgtcaa 60 

gaggtccaat aagaaacaac aagctgtcag tgaagaaatc tattgtcggt tgtttgatca 120 

tgtgaagact ggaattgaag atgtttgtgg acattggggt cacaactttt ggagagacaa 180 

gtttaagaag tttgatgata aatatctgcg gaagcttttg attcgggaaa accaaccaaa 240 

gtcaagtatt gtatctttat ataaaaagct tgaaataaaa catgccattg agatggcaga 300 

gactgggatg ataagtactg tccctacatt tgcatctcta aatgattgtc gtgaagaaaa 360 

aataaggaag gtcacgtcca gtgaaactga tgaaattcga gaactcttat caagaaatct 420 

ctatcaaatc cgtcagcgaa ctttatccta caacagacac agtctgacag ccgacacaag 480 

tgagagacaa gccaaggaga ttctgattcg ccggcgacac agtttgcgag aaagcattag 540 

gaaggacagc agcttgaatc gagaacacag ggcttccact tcaacctccc gatatttatc 600 

cttacctaaa aatacgaagc ttccagaaaa gctacaaaag aggaggacta tttctattgc 660 

agatggcaat agcagcgact cagacgcaga tgccgggacc accgtgctca atttgcagcc 720 

cagagccagg cgcttcttgc cagaacagtt ctccaagaaa tccccccagt cctataaaat 780 

ggaatggaag aatgaggtag atgttgattc tggccgagat atgcccagca cccccccaac 840 

accccacagc agagaaaagg gcacccagac gtcaggctta ctacagcagc cccttctctc 900 

taaagaccag tctggctcag agagggaaga cagtttgact gaaggcatcc cgcccaagcc 960 

gccaccacgg ctggtctgga gggcatcgga acctggaagc cggaaagccc gatttgggag 1020 

tgagaagcct 1030 



<210> 448 

<211> 1936 

<212> DNA 

<213> Homo sapiens 
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<400> 448 

ggcacgagga ggcctcgggg ctgtccgtgt ggatggggaa gcagatggag cccttgcacg 60 

cagtgccccc ggcagccatc accttgatct tgtccttgct cgttgccgtg ttcactgagt 120 

gcacaagcaa cgtggccacc accaccttgt tcctgcccat ctttgcctcc atgtctcgct 180 

ccatcggcct caatccgctg tacatcatgc tgccctgtac cctgagtgcc tcctttgcct 240 

tcatgttgcc tgtggccacc cctccaaatg ccatcgtgtt cacctatggg cacctcaagg 300 

ttgctgacat ggtgaaaaca ggagtcataa tgaacataat tggagtcttc tgtgtgtttt 360 

tggctgtcaa cacctgggga cgggccatat ttgacttgga tcatttccct gactgggcta 420 

atgtgacaca tattgagact taggaagagc cacaagacca cacacacagc ccttaccctc 480 

ctcaggacta ccgaaccttc tggcacacct tgtacagagt tttggggttc acaccccaaa 540 

atgacccaac gatgtccaca caccaccaaa acccagccaa tgggccacct cttcctccaa 600 

gcccagatgc agagatggtc atgggcagct ggagggtagg ctcagaaatg aagggaaccc 660 

ctcagtgggc tgctggaccc atctttccca agccttgcca ttatctctgt gagggaggcc 720 

aggtagccga gggatcagga tgcaggctgc tgtacccgct ctgcctcaag catcccccac 780 

acagggctct ggttttcact cgcttcgtcc tagatagttt aaatgggaat cagatcccct 840 

ggttgagagc taagacaacc acctaccagt gcccatgtcc cttccagctc accttgagca 900 

gcctcagatc atctctgtca ctctggaagg gacaccccag ccagggacgg aatgcctggt 960 

cttgagcaac ctcccactgc tggagtgcga gtgggaatca gagcctcctg aagcctctgg 1020 

gaactcctcc tgtggccacc accaaaggat gaggaatctg agttgccaac ttcaggacga 1080 

cacctggctt gccacccaca gtgcaccaca ggccaaccta cgcccttcat cacttggttc 1140 

tgttttaatc gactggcccc ctgtcccacc tctccagtga gcctccttca actccttggt 1200 

cccctgttgt ctgggtcaac atttgccgag acgccttggc tggcaccctc tggggtcccc 1260 

cttttctccc aggcaggtca tcttttctgg gagatgcttc ccctgccatc cccaaatagc 1320 

taggatcaca ctccaagtat gggcagtgat ggcgctctgg ggaccacagt gggctatcta 1380' 

ggtcctccct cacctgaggc ccagagtgga cacagctgtt aatttccact ggctatgcca 1440 

cttcagagtc tttcatgcca gcgtttgagc tcctctgggt aaaatcttcc ctttgttgac 1500 

tggccttcac agccatggct ggtgacaaca gaggatcgtt gagattgagc agcgcttggt 1560 

gatctctcag caaacaaccc ctgcccgtgg gccaatctac ttgaagttac tcggacaaag 1620 

accccaaagt ggggcaacaa ctccagagag gctgtgggaa tcttcagaac ccccctgtaa 1680 

gagacagaca tgagagacaa gcatcttctt tcccccgcaa gtccatttta tttccttctt 1740 

gtgctgctct ggaagacagg cagtagcaaa gagatgagct cctggatggc attttccagg 1800 

gcaggagaaa gtatgagagc ctcaggaaac cccatcaagg accgagtatg tgtctggttc 1860 

cttgggtggg acgattcctg accacactgt ccagctcttg ctctcattaa atgctctgtc 1920 

tcccgcggaa agctcc 1936 



<210> 449 
<211> 354 
<212> DMA 

<213> Homo sapiens 



<400> 449 

ggcacgagct ggaaaacaat tggcttcaac atgagaaagc tcctacagaa gaagggaaaa 60 

aagagctgct ggccctaagt aacgcgaacc cctcgctgct ggagcggcac tgtgcctacc 120 

tctaagccaa gatcactgaa tgagcggacg actgaggaca tatgctttaa gctcgaccca 180 

ttcccatagc gacgctcatc actctgcttg catgctcttc aaccctcagc tgtcggctct 240 

cgagctaccc cctcaatgtc atgcggcctc cttcccatcc gcccttcctc gccgctgctc 300 

agtactccgc gttaggagac cttcgtactt agcggcccgc tccagagtac cgcc 354 



<210> 450 

<211> 1073 

<212> DNA 

<213> Homo sapiens 
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<400> 450 

ggaaacatca tctacatgta catgcagcca ggagccaggt cttcccagga ccagggcaag SO 

ttcctcacgc tcttctacaa cattgtcacc cccctcctca atcctctcat ctacaccctc 120 

agaaacagag aggtgaaggg ggcactggga aggttgctfcc tggggaagag agagctagga 180 

aaggagtaaa ggcatctcca cctgacttca cctccatcca gggccactgg cagcatctgg 240 

aacggctgaa ttccagctga tattagccca cgactcccaa cttgcctttt tctggacttt 300 

tgtgaggctg tttcagttct gacattatgt gtttttgttg ttgctcttaa aattgagacg 360 

gggtctcact ctgtcaccta gggtggagtg cagtggtgcc accatagctc cttcgactat 420 

tgggcttaag cgatcctccc ccacctcagc cttccaagta actgggacta caggtgtgca 480 

tcactggcag tgggaattgt ggcttttctg tcttctatgg agacggggtc ttgcctgtgt 540 

tgccccaggc tggtcccaaa ccccctggcc tcatgtgatc ctcctgccat ggcctcctaa 600 

agttctggga ttacaagtgt gagtcactgt gactggccaa cattatgtga tttatgtgtg 660 

aacctatata acacaaatca tpccccaaaa ccccatcctg gatctgtaaa gcagctgcca 720 

aagaatgaag tgagagaaac agttgtaaag atgagtttcc caccctactt atacccagag 78 0 

tgcctaagag gaaatcaact cttcctcaat cagagctttg cctttgtttg ttgttgtttg 840 

cctttaaagt ctaacacacc tgacatgttt cagtcagaat gaccccaaat gcatcactgt 900 

tctccacgtg gtcccaagtg cctctctgtt tagggccatc aaatcatgga atgcagcaca 960 

gtttgatatt ttctatattc ccaattccta cccaaacctt ttcatgaaat cgtagagttt 102 0 

gttttaccct ttatctggtg taagattctg cataaaccaa gaagtgaacc tgt 1073 



<210> 451 

<211> 2674 

<212> DNA 

<213> Homo sapiens 



<400> 451 

gcgcattgac ccctagaaca gcgctcgaat tgccgcgtcg acccacgcgt gcgaacccac 60 

acaatggcca gcgataccag cagcctggtg cagtcccata cttacaagaa gcgagagccg 120 

gccgacgtgc cctatcagac tgggcagctc caccccgcca tccgggtggc agacctcctt 180 

cagcacatca cacagatgaa gtgtgcggag ggctacggct tcaaggagga atacgagagc 240 

ttctttgaag ggcagtctgc accatgggac tcggctaaga aagatgagaa cagaatgaag 300 

aacagatacg ggaatatcat tgcatacgat cattcccgag tgaggctgca gacaatagaa 360 

ggagacacaa actcagacta tatcaatggc aattatatcg atggttatca tcgacccaat 420 

cattacattg ctacccaagg gccaatgcag gaaaccatct atgacttctg gaggatggtg 480 

tggcacgaaa acactgcaag tatcatcatg gtgaccaatc ttgtggaagt gggaagggtc 540 

aaatgctgca aatactggcc agatgacaca gagatatata aagacattaa agttacccta 600 

atagaaacag aactactggc agaatatgtg ataagaacat ttgctgttga aaagagaggt 660 

gtgcatgaaa tccgagagat cagacagttt cacttcactg gctggccgga tcatggggtc 720 

ccctaccatg ccaccggcct gctgggattc gtgcggcaag tcaagtccaa gagcccgccc 780 

agtgcaggcc cactggtggt gcactgcagt gctggtgcag ggaggactgg ctgtttcatc 840 

gtcattgata tcatgttgga catggccgaa agggaagggg tcgtagacat ctacaactgc 900 

gtcagggagc tgcggtcacg gagggtgaac atggtgcaaa cagaggagca gtatgtgttt 960 

atccacgatg cgatcctgga agcctgtctt tgtggggaca cctctgtgcc tgcttcccaa 1020 

gttaggtctc tgtattatga catgaacaaa ctggatccac agacaaactc aagccagatt 1080 

aaagaggaat tccggacgct aaacatggtg acaccaacgc tgcgagtaga ggactgcagc 1140 

atcgcactgt tgccccggaa ccatgagaaa aaccggtgca tggacatcct gcccccagac 12 00 

cgctgcctgc ccttcctcat caccatcgat ggggagagca gcaactacat caatgctgcc 1260 

ctcatggaca gctataaaca gccttcagct tttatagtca cccagcatcc tttgccaaac 1320 

acagtgaaag acttttggag actggtcctg gattatcact gcacatccgt agttatgcta 13 80 

aatgatgtgg atcctgccca gttgtgtcca cagtactggc cagaaaacgg agtacacaga 1440 

cacggcccca tccaggtgga atttgtctct gctgacctgg aagaggacat catcagcagg 1500 
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atattccgca tttacaatgc cgccagaccc caagatggat atcggatggt gcagcaattc 1560 

cagttcctgg gctggccgat gtacagggac acaccagtgt ctaagcgctc cttcttgaag 1620 
ctcattcgcc aggtggacaa gtggcaagag gaatacaatg gcggggaagg ccgcaccgtt • 1680 

gtgcactgct tgaacggggg aggccgcagt gggacgttct gcgccatcag catcgtatgt 1740 

gagatgctcc ggcaccagag aaccgtggat gtctttcacg ctgtgaagac actgaggaac 1800 

aacaagccca acatggtcga cctcctggat cagtacaagt tctgctacga ggtggccctg i860 

gaatacttga attctggctg atggtgtaaa cagctctgca aacaatccct ttcataccac 1920 

aaagccaaga cgttccatgg tatttgtgca aaagagatga agacttctca atatgcttat 1980 

tttgctttgc ataattggct ctttttaaga gcccaagaaa gtgtttctaa aattgcttgc 2040 

actgcccaat cccagtaatg ctgctgcctg acagaaacac acacacagcc acagttgcca 2100 

aatcccgtac tccttgccac cggcttccta gagcagcgta gacagctggt aaactgaaga 2160 

gcacaactat attcttatga aggaatttgt acctttgggg tattattttg tggcccgtga 2220 

ccctcgttat tgttacagct gagtgtatgt ttttgttctg tggagaatgc tatctggcat 2280 

tatggtaata tattatttta ggtaatattt gtactttaac atgttgcata atatatgctt 2340 

atgtagcttt ccaggactaa cagataaatg tgtaatgaac aaagatatgt tgtatgagtc 2400 

gtcgtttctg tcagatttgt attgtttcca agggaaaagc ttgggggagg actcagttca 2460 

caaaatgcaa aactcaacga tcagattcac ggacccagag cttttccatg tgtttatatt 2520 

gtaaatattt ttgatttcat cgaaattatt tattcattaa aagaaatttt tgtgaagcac 2580 

agtgagtgac aatcattttt cttaaggcct ggaaacgatt ttctgtatga tgttacttta 2640 

tgtgaattct catctcaata aatgatgacc cgtg 2674 



<210> 452 
<211> 601 
<212> DNA 

<213> Homo sapiens 



<400> 452 

ttttttfcttt tttcagcggg aaaaatgtgg atttaatgga atgaaggatg aaagggcccg 60 

aagccagcaa gtctcgcccc acctaccagc ccccacccag cttcccaagg gtctcagagg 120 

gacactcttg gcactggcct ttcacatctg ttcaacaacc cctgagctga aaagttgcag 180 

tgggaggcct ccagctcagc aggtggactc caaaataccc ctcttgtctt atccactcca 240 

ggtcgggggc agggaagcac atggggctgc ttctgccacg ttccctccac agccatcccc 300 

aaggccaggc acacaggcac catccaaggg cctgccccct agcagtgaga ctctagctct 360 

gtgagtctga gcagtgaggt cctgggggtg gcgggagccg agggtcctgc tgggttccgc 420 

tggggcaggt cctcggctgg gcacatgagc tgacggattc tctctctgaa ggggcccttg 480 

agggttccga gtctgtagag gctccaggca ggaatgcaga ccatggagga cagagccagg 540 

agccagccca gggcatcgcc ccaccacggg tacgtgtact tcttgttgta ggtcagcgga 600 

9 601 



<210> 453 
<211> 474 
<212> DNA 
<213> Homo sapiens 



<400> 453 

cgacccacgc gtgcgggatc ctatcgaaaa ggattggtgc gactgggcca tgattagcag 60 

gtaggggcag tgatggaggg tggctcaggc cagggggtgg acctgctcat tgcaggtaga 120 

ccctgagtga gagtggggca ctcttctccc tgggtccacc ccctctctca ctcaagtcct 180 
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cttctgcccc taggccttat agcaccctgc gagattgcct ggagcacttt gcagagttgt 
ttgacctggg cttccccaat cccttggcag agaggatcat ctttgagact caccagatcc 
actttgccaa ctgctccctg gggcagccca ccttctctga ccccccagag gatgtactcc 
tggccatgat catagccccc atctgcctca tccccttcct catcactctt gtagtatgga 
ggagtaaaga cagtgaggcc caggcctaag gggccacgag cttctcacaa ccat 



<210> 454 
<211> 1838 
<212> DNA 

<213> Homo sapiens 



<400> 454 

tttttttttt ttatatttaa aaattaattt aatgcttggc taaatcttaa ttacatatat 
aattatcaaa cgatagtcct taatttccaa aaaaattcct cttttgaaaa tccagaatca 
gaaagcataa acttttaaac caagttcccc tgaatattta caatgtggta taaacattat 

agaagaccat ggatattaaa ttgcctgggg tgtggctaat cagcaaggcg tattctttat 240 

tgcatattta actcacatat gtgggatttt aaatatgaca gactactaaa attcaaatgc ™n 
atgtatctgc aagctgggca gggagtaaaa tcatgaatga gacaggacgg tcagcccaaa 
accatgcaat taggttgtgg gtttattatt ttcaaaagtg aaatttctat gttccatttg 
aaactatgtt gcatattcat ttagcattca cattaaaccc acatttgact ctaacgctga 

ttcaaggaag aaagttcaac attcactcaa tgactaagtc cacaactcaa ctctcaatgt 540 

taaggcagca cagctacagt gatagcaacg ctaaccaaaa ggtaatgaac atttagtcac *™ 
ttgccagccc ttttgttaca acagtgtagt aatttcccta agacaatttg ctaccggata 
attttctgct gttaaaaggc ttcctctgtg gaaaaacacc acaaatttcc agtgtgaaag 
taagtccatg gtggtataaa tatatatatg cataattaca caatttacac tgcacacatc 

gtttacaggg gacaattaac tgagagggtt aatttaaatg accatacaaa atacttcagt 840 

aaacaaagta tgacaggcag taaagaaaac attcatagac tcctagaaat aatctgaatt 900 

cctttcattc tgaagaaata tcatttaagg acacagtatt gaatataatg ttttttgtat 960 

taaaacaaga attgctattt tacagtttaa gaaactttac atatatacaa aatttacaca 1020 

ttgggaatgg taatcaagca aataggtttt tcagtctcat agatctattt tccttcgatc 1080 

aaagacttaa attctttcac attgtggtca cttgcaacag acatagcatg atccaaagct 1140 

cgaacacttg caaggagttt tactatctgt tttatgtttt cccttgcatt tcttttttcc 1200 

acatcagaac acccgatact atttctataa attgtatccg ctaagtgtac aaggtatcgg 1260 

caaaagtttt ctaactgaga aatagtcctt tctcctttca gattcatgaa ccattgtttg 1320 

gggaaacaat tgattacatt ttgggctttt ttgatgctgt catctccata ttctgaattc 1380 

tgaaaagcca tgagaatata tcgatttaat aaaccatcta ttgataactc ttgcagagtt 1440 

ttatttgaga aaatgccata ccactgaaga aaattgccta acagcttaac tgaagaccaa 1500 

aactgtcgtt gaaaaaacaa gtaaggccca gaatttttat tttctaagac atttttggga 1560 

tataagggca taaatacatc atcatctaaa gttcttctca ttctcaataa aagtgccttt 1620 

aggtatacct gtgtattttt attttctgca ttcactactg aaggatatcc attgattaat 1680 

tttagtgtaa ttcccaccat tcttgaagtc tgtgttgtag aaaaagggtc ccacatattt 1740 

tcagctatca ctgttagttt aggaagaatc accttttcca caatggtagg tagtagggca 1800 

acatctacat catctttttc ttgctctcgt tcttcaca 1838 



60 
120 
180 



300 
360 
420 
480 



600 
660 
720 
780 



<210> 455 

<211> 1790 

<212> DNA 

<213> Homo sapiens 
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<400> 455 

tgatccgatc ttgcactccg tcactgtggc tgactgcatt gtcacattca cttggcggag 60 

gccaatttcc tacaggtgct ttcaggatca ggtcactgcg atggtctcta aacaccattc 120 

tgctttctct gctctcttgt ctttaggagc cgggtgtggg ctgagccctg cctgattgat 180 

gctgccaagg aggagtacaa cggggtgata gaagaatttt tggcaacagg agagaagctt 240 

tttggacctt atgtttgggg aaggtatgac ttgctcttca tgccaccgtc ctttccattt 300 

ggaggaatgg agaacccttg tctgaccttt gtcaccccct gcctgctagc tggggaccgc 360 

tccttggcag atgtcatcat ccatgagatc tcccacagtt ggtttgggaa cctggtcacc 420 

aacgccaact ggggtgaatt ctggctcaat gaaggtttca ccatgtacgc ccagaggagg 480 

atctccacca tcctctttgg cgctgcgtac acctgcttgg aggctgcaac ggggcgggct 540 

ctgctgcgtc aacacatgga catcactgga gaggaaaacc cactcaacaa gctccgcgtg 600 

aagattgaac caggcgttga cccggacgac acctataatg agacccccta cgagaaaggt 660 

ttctgctttg tctcatacct ggcccacttg gtgggtgatc aggatcagtt tgacagtttt 720 

ctcaaggcct atgtgcatga attcaaattc cgaagcatct tagccgatga ctttctggac 780 

ttctacttgg aatatttccc tgagcttaag aaaaagagag tggatatcat tccaggtttt 840 

gagtttgatc gatggctgaa- tacccccggc tggcccccgt acctccctga tctctcccct 900 

ggggactcac tcatgaagcc tgctgaagag ctagcccaac tgtgggcagc cgaggagctg 960 

gacatgaagg ccattgaagc cgtggccatc tctccctgga agacctacca gctggtctac 1020 

ttcctggata agatcctcca gaaatcccct ctccctcctg ggaatgtgaa aaaacttgga 1080 

gacacatacc caagtatctc aaatgcccgg aatgcagagc tccggctgcg atggggccaa 1140 

atcgtcctta agaacgacca ccaggaagat ttctggaaag tgaaggagtt cctgcataac 1200 

caggggaagc agaagtatac acttccgctg taccacgcaa tgatgggtgg cagtgaggtg 1260 

gcccagaccc tcgccaagga* gacttttgca tccaccgcct cccagctcca cagcaatgtt 1320 

gtcaactatg tccagcagat cgtggcaccc aagggcagtt agaggctcgt gtgcatggcc 1380 

cctgcctctt caggctctcc aggctttcag aataattgtt tgttcccaaa ttcctgttcc 1440 

ctgatcaact tcctggagtt tatatcccct caggataatc tattctctag cttaggtatc 1500 

tgtgactctt gggcctctgc tctggtggga acttacttct ctatagccca ctgagccccg 1560 

agacagagaa cctgcccaca gctctccccg ctacaggctg caggcactgc agggcagcgg 1620 

gtattctcct ccccacctaa gtctctggga agaagtggag aggactgatg ctcttctttt 1680 

ttctctttct gtcctttttc ttgctgattt tatgcaaagg gctggcattc tgattgttct 1740 

tttttcaggt ttaatcctta ttttaataaa gttttcaagc aaaaaaaaaa 1790 



<210> 456 

<211> 1293 

<til2> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (1293) 
<223> n = a,t,c or g 



<400> 456 

tgcgcaagcg ggagttccgg^ctggagaccc^ grtgotctggg ccggcgccj;t^caccatggcc 60 

'tcggcagagc "tgga^acac**catcgagatc'" ccggatcagc cctgctggag ccagaagaac 120 

agccccagcc caggtgggaa ggaggcagaa actcggcagc ctgtggtgat tctcttgggc 180 

tggggtggct gcaaggacaa gaaccttgcc aagtacagtg ccatctacca caaaaggggc 240 

tgcatcgtaa tccgatacac agccccgtgg cacatggtct tcttctccga gtcactgggt 300 

atcccttcac ttcgtgtttt ggcccagaag ctgctcgagc tgctctttga ttatgagatt 360 

gagaaggagc ccctgctctt ccatgtcttc agcaacggtg gcgtcatgct gtaccgctac 420 

gtgctggagc tcctgcagac ccgtcgcttc tgccgcctgc gtgtggtggg caccatcttt 480 

gacagcgctc ctggtgacag caacctggta ggggctctgc gggccctggc agccatcctg 540 

gagcgccggg ccgccatgct gcgcctgttg ctgctggtgg cctttgccct ggtggtcgtc 600 

ctgttccacg tcctgcttgc tcccatcaca gccctcttcc acacccactt ctatgacagg 660 

ctacaggacg cgggctctcg ctggcccgag ctctacctct actcgagggc tgacgaagta 720 
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gtcctggcca gagacataga acgcatggtg gaggcacgcc tggcacgccg ggtcctggcg 780 

cgttctgtgg atttcgtgtc atctgcacac gtcagccacc tccgtgacta ccctacttac 840 

tacacaagcc tctgtgtcga cttcatgcgc aaactgggtc cgctgctgaa ggccattgct 900 

ccatctcacc tctgctccca gaaaataaat gccctgaaac cctcccccca naacctgcaa 960 

tctgtcgggc actcttctcg ttcaactccc tgtagccctt tgggactttg cggtccccta 1020 

agtagaaaat tcctatgggc ctgtctcctg ggggcctctg tctgctggtg gtctgcttac 1080 

cacagaatcc taaggggcag gagtgcctgg gcatgtgtct gtgggagcct tgcagtcagt 1140 

tgtgtttgga caagtgcaac agtcaggctg ctgattcctg tggcatgcag gctgtagagg 1200 

ttgacaaatg gaggggggtg ttgagggtga gccctagttg attttttaaa atttaaactc 1260 

tggtaagaac atttaatatg aaaaaaaaaa aaa 1293 



<210> 457 
<211> 1155 
<212> DNA 

<213> Homo sapiens 



<400> 457 

cccacgcgtc cgggacagac tcccatccac tggggtcagg gaccggaaag gcgacaaacc 60 

ctggaaggag tcaggtggca gcgtggaggc ccccaggatg gggttcaccc acccgccggg 120 

ccacctctct gggtgccaga gcagcctggc cagtggtgag acggggacag gctctgctga 180 

cccgccaggg ggaccccgcc ccgggctgac ccgaagggcc ccggtaaaag acacacctgg 240 

acgagccccc gctgctgacg cagctccagc aggcccctcc agctgcctgg gctgaggtgt 300 

ctggtgcctg gaacagactt ccctgtggag gattcctgcc agaccctgcc cggctcctcc 360 

ctgaccggtc cttgtgccct caccagacac cctgttggcc atgactcaac aaaccagtgt 420 

tgggagccgt ctgcctcccc agctcagtgc ctttctgcac cccttctctc ctggggagct 480 

gtctgcatcc gccaccccct ccaaccactg ccctcagccc ccgaccttat ttattaccct 540 

cccctcccac acccccaatc tacctggtga tgattttaag tttgcgcgtg tcttgggttg 600 

ggctgggggg tttcccacat gcagtgtcag aggggccgcc cggtggggct atctccgttg 660 

ctatattaat ggcaagacta aatgaaacct agggcacggc ctccgaagct gcgtgtggcc 720 

ccttagaggt gagcatcaga gccagagcag tgagggggag actcacccac cctctccctc 780 

tcccttcagc tctgggaggc aggcgcagtg cccccctccc gtgggctggc ccaggaccgc 840 

gggtgaaacc tgggtctgtt tagtttcttt ggtttttgta tgtttgtttg tt'tttgacac 900 

agtctcgctt tgttgcccag gctggggtgc agtggcacga tcgcggctca ctgcaacctc 960 

cacctcccgg gctcaagcga ttctctcacc tcagcctcct gagtaggtgg gattacagat 1020 

gcccgccacc acacccagtt aatttttgta tttttagaag agatggggtt tctccatgtt 1080 

ggccaggctg gtcttgaact cctggtctca agtgatccgc ccgcctcggc ctcccaaagt 1140 

gctgggatta caggg 1155 



<210> 458 

<211> 1297 

<212> DNA 

<213> Homo sapiens 



<400> 458 

ggcaccaatc caatgtcagt atctgcaggc tgaagtacag acagttacac tgaaattgcg 60 

tatgctctga ggaatgacac taaattcgct tccaggaaaa ttactcaatt ttgtaagtaa 120 

ttttcagttt tttttctcag ggatattttt caactttcac tttaattttc tttagttgct 180 

tagttgtaca ttttgagaag gcaaatccat tggaacttgg ggaggcttag aacataaatc 240 
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agtattagaa gtaaagggaa cacacagcta aaagttttac tttaatcaca aattcacaac 300 

tagagatatc atttgcatat cttagaacgc taaagacctg ttaaaatttt ttaaccaatc 360 

agcaaaaata tgtgccccac agatttctaa tgttcataat ttagaattta tcacatataa 420 

tatttattaa tagtttattt gcaaaattat tattcttaaa acacttcttt ccaacacatt 480 

tacaatgttc atgtgtttta aagaaaaaaa ccaccctcat ttaaaaatgt actactgact 540 

ttaatgtgtg gttataccag tgccaccaaa ttagaaaaga aaaagaaaca tacagctgta 600 

ttggatatgt, agttactact acaaataatg acaacacacg tcctatacaa agatcatatt 660 

cacgcttttc taccacttct cagtcattgt cagaaccatt tggaggtaag aaaaccaatg 720 

catcattgaa aatatggccc aaatgcccta aggcggtata ccccatacat catcacatgc 780 

atctgatttg gagtcagtcc attaaaagta acagccatat ctgaacaaca gccttctact 840 

acctggttgg ggtgataagt cattgcctct ttaatagaaa gcccaacaga tttggtatta 900 

aatacatctt ttccatcagc atcttctgca ttttctgcaa atactccagc atatttcagg 960 

caaactgcta gctgtttatc ttcagatatc ttccaaatca tccctccctg ttcaggacac 1020 

ttttctggga tattgagaag gctgttaagt cttttcattg attctacact taagacaatt 1080 

cctccttcca tacccacata ttcaaggtct ccagatttta tagtgtggcc tagatagaaa 1140 

ggctgtgatg gatccttttt taacaaaaaa tactttaggt tttcaatgat agcaaacgta 1200 

gtggggcgtg caaggaagaa ccagttgtat tggtctctat acttacaaat acgcctttga 1260 

taagtataga gaccaataca actggttctt ccttgca 1297 



<210> 459 
<211> 777 
<212> DNA 

<213> Homo sapiens 



<400> 459 

tttttttttt ttctgaagaa gcatttatta gcatgcaggg cccatgctag aggctcctta 60 

tttccagggc aaggccagcg agacagagcc cattgctcag gacgcagccc agattgcaaa 120 

gagaggacag cccatggtag cggaagaaat tctggcggag agcactgtac ttggggtcct 180 

tctctcgcag ctggcggtag ggatcgggac cctggtggct gcctggtacc tccccaccca 240 

ggcctcgctc cttctccacg gtttgcaggg cccacatggc agctgtggtg cggggttcca 300 

gccagcgggc gttgacagtg gccagcgtaa ggctcaggaa cagcaggtaa agctggctgg 360 

cctcccagaa tgtgagctga gcccaagcat gctgtgaagc caagatgcag aggttgatga 420 

aggcacagcc catggagatg tggaagtaga aggggaagag tttgctctgc actagtccga 480 

aggtatgtcg gggaaggctt cggaaaagca ggaagcctga gacgaaggtc acccacattt 540 

gcatgcccca ggcacctgac aagaccagta gatggaccat cttaatcagg cctcctaggt 600 

tcccgccttc ctccatcttg cagtccgtta ggaaccggga cctcaatccg cagcacccgg 660 

attccgagaa cagaggcgtc ggggccaaat gggctgaatc tggtacctca ctcccacgcc 720 

cccgggtgga cagcgaccct cctcggccgc gtcccctcgt gggrtttcccc tcgtgcc 777 



<210> 460 
<211> 859 . , 
<212> DITA"* ' " ' " 
<213> Homo sapiens 



<400> 460 
cctgtggaag aagagcagga tggagagcat 
ctcgttgatc aggtagcagg ggtcccgcag 
gctgttgagc ttgtcggtat tgaggttctc 



ggtctggtcg atgttgcggt tgcagatgcc 60 
caccggctct agcgaatcct gccgcattat 120 
aaagaccagc ttttcctgca gctgccgaaa 180 
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gttgctcact gtagggctgc ccgggttgtt gttctccccg ctgctgcctc gctggagccc 240 

actccgatgg gccaggtcca ggcagcagtt gcagcagtcg aggccgacag gtgagcggca 300 

atcgagcttg gactgggcca tcttctcagg ctcggaggtc gcctggcctg cgaggtcagg 360 

ggcggctggc aggtgcgcgc ccaccgagct ggcctgaggg gactccaggg tgcctggaaa 420 

agacaagctg tgaggaaaag agttggaaat tagcgcctaa agccagccac cttcggctcg 480 

gcccccttct ggctgtactg ctccgggtgc gaatagaaac agctggacaa acagctccga 540 

gcggatcctt cgggctcact tcctcctctt cctccttctc ctccccctcc tcttgaggcc 600 

gggggccgcc cccctgaggt gccacacgcg gccccagcgc agtcccaagt ttcccaagtg 660 

tgagcgggga ttggggcgga cctgtggagg caggaagggc gggcagcagg gcagagggag 720 

agccagggcg cgcccttgct ccctccctcc tttgctccct ccctccccgg tttgcaggct 780 

ctcaggctct cgggctcccc tgggctgtga cggctgagcg gtggcaggag ctgagagcga 840 

gtgagctacg aaatcgtcg 859 



<210> 461 
<211> 1975 
<212> DNA 

<213> Homo sapiens 



<400> 461 

agaaatcagc tttcttcaca gaagtcagtg ccgtgggtac ccattttaaa atccctgcca 60 

ctttgggcta tcgtagttgc acacttttct tacaactgga ctttttatac tttattgaca 120 

ttattgccta cttatatgaa ggagatccta aggttcaatg ttcaagagaa tgggttttta 180 

tcttcattgc cttatttagg ctcttggtta tgtatgatcc tgtctggtca agctgctgac 240 

aatttaaggg caaaatggaa tttttcaact ttatgtgttc gcagaatttt tagccttata 300 

ggaatgattg gacctgcagt attcctggta gctgctggct tcattggctg tgattattct 360 

ttggccgttg ctttcctaac tatatcaaca acactgggag gcttttgctc ttctggattt 420 

agcatcaacc atctggatat tgctccttcg tatgctggta tcctcctggg catcacaaat 480 

acatttgcca ctattccagg aatggttggg cccgtcattg ctaaaagtct gacccctgat 540 

atggggafcct cgctccatcg cccaggctgg agtgcagtgg cgtgatcttg gttcactgca 600 

acttccatct cccaggttca agtgattctc ctacctcagc ctcctgagta tctgggatta 660 

caggcgcccg tcaccacgcc cagctaattt tttgtatttt tagtagagat ggggtttcac ^ 720 

catgctggcc aggctggtct cgaactcctg atctcatgat tcgcccacct cagcccccca * *780 

aagtgctggg attacaggca tgagccaccg tgcccggccg cttcgcattt ttcttttgca ' 840 

ggttgcatgc cagccaatat tcctctgtgc tgggaaggga aagtttgagg" atgtatcaag 900 

accatagcag tggatctcac tgctcttgcc tactcagggc tttatctaca cattgatagc 960 

ccctcagagg aaaggcacca gccgaagagt cgacactggc tctgggcttg gatgctgcct 1020 

ctgataaacg ctgggcactc tgaccctgaa gccagggagg gagtgcttgg cagctgcctg 1080 

ggcacactcc cctcagtcca gttgccaggc gaaattatac agtggatggc agctccacag 1140 

agatgctaaa gtttgaggtc taagtgtcag agagagctga caatttttat gaggaaagtg 1200 

aacaacaaca ggtgtttatc agtacctgag aattatcatc tagtttaatt aagcaaaggt 1260 

atcaggaggt ctgtttcagc tcattccctt tagtatggcc ctaaaaaatc aacagaactg 1320 

tcctacttca tgttgcccga ctagcaggca ggtatgtgaa cctaaagtag aagtcctagc 1380 

ttacatatta ttcataatta aacacagttc attttattat tctggcaact agtgatattt 1440 

catgattata ggccttaaaa atctaataca agtacaatta aaaaaagaca tagaatgctt 1500 

acacaataca gaaggcactt tgaggttaca tgataaataa aaatacatta atagaggcag 1560 

gatt'atttat" tggttccttc agtgtctgtg tccatggtga tcattgagag cccagttttg 1620 

tacttcacct ttggcgaaat agtgttaaag aaaatggcac caaaaacatt aatagcagca 1680 

gcaatataga acacggtttg ccattctcca acagtgttat caggggtcag acttttagca 1740 

atgacgggcc caaccattcc tggaatagtg gcaaatgtat ttgtgatgcc caggaggata 1800 

ccagcatacg aaggagcaat atccagatgg ttgatgctaa atccagaaga gcaaaagcct 1860 

cccagtgttg ttgatatagt taggaaagca acggccaaag aataatcaca gccaatgaag 1920 

ccagcagcta ccaggaatac tgcaggtcca atcattccta taaggctaaa aatt'c 1975 
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<210> 462 

<211> 716 

<212> DNA 

<213> Homo sapiens 



<400> 462 

actgatagcc ctcgaaaccg ttgaggaccc tccgggacga cccacgcgtc cgcacacagt 
gggcatccag gatctccccg aggtagcctg agccgccacc ccagctccca gctggcaggt 

cctggggtgg aggggggtga aggcacccag aaacctcggg actacatcat ccttgccatc 180 

ctgtcctgct tctgccccat gtggcctgtc aacatcgtgg ccttcgctta tgctgtcatg 240 

tcccggaaca gcctgcagca gggggacgtg gacggggccc agcgtctggg ccgggtagcc 300 

aagctcttaa gcatcgtggc gctggtgggg ggagtcctca tcatcatcgc ctcctgcgtc 360 

atcaacttag gcgtgtataa gtgaggggct ctgccccgca tcccaagact tttcttcctg 420 

ttgggagctg ccttgggccc attccctccc ctggggggag cccaactgat ggccctggcc 480 

ccacccctaa ggaccaaggg agcctgagcg gccttgttta cagcttctgt cctgctcctg 540 

catctttgcc agggtccttt tgccaactgt aagggccttg cctcattccc tggcaatggt 600 

tccaacctcc ctgcactaat gcctgcatcc cctccggcct cttggccccc tatccctgca 660 

cttctgggaa acctccctgg cactctggga aacctccctg gaacaacttc ccaaat 716 



<210> 463 
<211> 595 
<212> DNA 
<213> Homo sapiens 



<210> 464 ' 

<211> 2017 

<212> DNA 

<213> Homo sapiens 



<400> 464 

tttttttttt ttccttttaa aaactttatt taaatggaga ctcttagtca aatgattgga 



60 
120 



<400> 463 

ctttttttct tttttttata aaacatgtca catcttgatg cagttgatgt caagtgtgct 60 

taagtcatta tgaatcaaga gactaacaat agtggctgca 'gaaacaggtt tgttgtctgt 120 

acaaagactt caggtaaatt atagtacttc catgttagct gtgcatgtcc accacgcttt 180 

gtctgtaact cgagtagaaa aagatgttgt gttttaatta atcattcctt acaattcaag 240 

atgaactcca catatttaag aattcttggc tgaaagaaaa gtcttcaaga tactggatgc 300 

ctctcaccac tttgacaata aacacacaag aaaaccattg tgtaaggcac tcaaaaggtt 360 

cttatcaatc acgagagatc agtcacactg acattcattc ccatgccagg actcacgtaa 420 

gggacagcat gcactgcttt gggaaattct ggagtcataa cacgtccatt ttctccagta 480 

cttcctgtaa ttgacagcct tgccttgttc ctcatggcat cattcaaggt catcttaaat 540 

gagagaggag ggaaagaaag aaaaagagat catacgttat ggttttcaaa tgcat 595 



60 
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aaaccaataa cgaaaaatag ttcttcaggt tcttctcctg gaaaggcgga ggacacacca 12 0 

aactgcactg gccctgtcag gggacacggc accctcgtgg gaccaggctc agccctcggg 180 

gtggcacgag gtcctgcagg ctgcaggacc ctcacactcc agccccgtct ggtgacccaa 240 

cccgggcccg tggtgcatgc tggggaaggc cactggccgg cccctgggct tcggctcctg 300 

aggaggcatg gccccacacc ctgcccggcc ataaatatat acagattcct gggcatccag 360 

ggcaccagga ccgacgcaga gctggggtcc tgtccctaag cctgtggcac agcgactctt 420 

gacatgggag ccagggagct gggaccgccg cacccctccc ctgcctccct cctggggtca 480 

ccaccctcag gcggctgcca gctggcctag gacgcggcgg aactgctggg tgctgtggcc 540 

cagctccttg accctctcca ccatgtcctg ggccgcggaa ggcgatgggt actgcaaggc 600 

agcggccttg gtggtggcca cgatgccgcg caggaggtcg cacagcaggt tgctgtagtg 660 

ggtcacctgg ctgcgcacgt cagcagcctt ggcctgccgt gacagtgtgt ccccgatgaa 720 

caccagcttg tgggcgctga ggatgacgaa cttgctgtgc gccacaaaga tcttgggcgg 780 

ctggttggtg gccacggcgg taaagaaggc gtccacggcg ttggtcagtg tggtcaggtt 840 

ggcctcacac tgctccaggt agaagagcag cagctgccgg tccgagggcc ccaggccgcc 900 

tgttcgcccc ggggccaggg gttgggctgg cgtccagttg gccaggtcgt ggtctatggg 960 

ccgtgacacc tcctgttcca gtcgttcaaa ctgcttcagc tgctgcaact ccagctggct 1020 

cttgccctgc cgcgtgatgc tgcccttttc cagcagctcc ttctgggtct tctcaaactc 1080 

ctccttcccc tgtaggtgga cgtagtcata gtcctccatc cagcccccct cgctgttctc 1140 

gtactgccca tctggcgagt cctgggaggt gaacttaggg ggtgagggca ggggtcgtga 1200 

ctggatgctg ctggtcttgt cagtggggtt ggggtgcagg gtgccacccc cctcaggccc 1260 

cggggcagtg gccttggtcc gtctgaagag cagtgaggca ttgccgtgca ggaaggaggc 1320 

cagctgcttg gcgtcctcgg gcacagcccg cgagcaggcc accagccggt ccaggtcctc 1380 

aagggtggct ccagagcctc cccggccagc gtcgagggcc tgaccatgtg ccaccagcgt 1440 

ctggtgcacg tcctccatct tctgcagctg ccggctaagc ttggcatgca gggcacggtc 15 00 

agatgtgtgg gcagcattgc ccaccgcgct gcgggcaaac tccaacagct cgtggacggc 1560 

actctggacg gcggccacag cagcctgcag gtcctgcacc agcggctcct gtggctcaga 1620 

ggggctacgc cagctcccag tcgcaccggc gctgcctgcc aggtccagaa ggtgggcaac 1680 

ggtggcgctc acaccctgct gcagccgtgc cagggcctcc acagcaactt ccagctccag 1740 

gggttcccgg cccggccctg ccacctccaa ggaggacgca gactggctgc tgcgtgtgct 1800 

gccggtgctg gaggccgaca ggcgcttgcc ctctgccggg gcttcacgtt cagctggggg 1860 

aggcaccgca tacacaccac tgtcgaccac gccaccatca gccacctcag gaggaagcac 1920 

ccgttcacgg ggcacatcgt acagggtgcc cgggccaggc cgccgcaagc cagggggcac 1980 

gtcgtagagg tcaggagccg ggggcggcac gtcatcc 2017 



<210> 465 

<211> 1575 

<212> DNA 

<213> Homo sapiens 



<400> 465 

ggatttcgtt tcctccggct gggagtggcc gctctaggca gcgttgaggt cgcggggttg 60 

aggggggttg tgaaaggaga gcggcctctc ctctatggtc acggggccgg ggcacgcttc 120 

ccccactctg tcttgttact tccggtagcg aagcctctcc ctcttcctct gctcccgcgg 180 

ggtctgtgct gagaataatg gcccggttgg cccgggacga gtggaatgat taatgatgtt 240 

ttgcagcagt tttctacgtc tgaaattttt tatgtctctg gaacccagaa tttgctaaga 300 

gatggaggaa cctcagaaaa gctatgtgaa cacaatggac cttgagagag atgaacctct 360 

caaaagcacc ggccctcaga tttctgttag tgaattttct tgccactgct gctacgacat 420 

cctggttaac cccaccacct tgaactgtgg gcacagcttc tgccgtcact gccttgcttt 480 

atggtgggca tcttcaaaga aaacagaatg tccagaatgc agagaaaaat gggaaggttt 540 

ccccaaagtc agtattctcc tcagggatgc cattgaaaag ttatttcctg atgccattag 600 

actgagattt gaagacattc agcagaataa tgacatagtc caaagtcttg cagcctttca 660 

gaaatatggg aatgatcaga ttcctttagc tcctaacaca ggccgagcga atcagcagat 720 

gggaggggga ttcttttccg gtgtgctcac agctttaact ggagtggcag tggtcctgct 780 

cgtctatcac tggagcagca gggaatctga acacgacctc ctggtccaca aggctgtggc 840 

caaatggacg gcggaagaag ttgtcctctg gctggagcag ctgggccctt gggcatctct 900 

ttacagggaa aggtttttat ctgaacgagt aaatggaagg ttgcttttaa ctttgacaga 960 
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ggaagaattt tccaagacgc cctataccat agaaaacagc agccacagga gagccatcct 1020 

catggagcta gaacgtgtca aagcattagg cgtgaagccc ccccagaatc tctgggaata 1080 

taaggctgtg aacccaggca ggtccctgtt cctgctatac gccctcaaga gctcccccag 1140 

gctgagtctg ctctacctgt acctgtttga ctacaccgac accttcctac ctttcatcca 1200 

caccatctgc cctctgcaag aagacagctc tggggaggac atcgtcacca agcttctgga 1260 

tcttaaggag cctacgtgga agcagtggag agagttcctg gtcaaatact ccttccttcc 1320 

ataccagctg attgctgagt ttgcttggga ctggttggag gtccattact ggacatcacg 1380 

gtttctcatc atcaatgcta tgttactctc agttctggaa ttattctcct tttggagaat 1440 

ctggtcgaga agtgaactga agtaagtatg ttttaatggt tgtcacaaca ggggatggga 1500 

aagaaatacc aagtgagaga aagatcctct tttatttctc acacttgaaa taaatcctcc 1560 

atccacccag aaaaa 1575 



<210> 466 
<211> 493 
<212> DNA 

<213> Homo sapiens 



<400> 466 

agaaaaggct aggatgatat atgaagatta catttctata ctatcaccaa aagaggtcag 60 

tcttgattct cgagttagag aggtgatcaa tagaaatctg ttggatccca atcctcacat 120 

gtatgaagat gcccaacttc agatatatac tttaatgcac agagattctt ttccaaggtt 180 

tttgaactct caaatttata agtcatttgt tgaaagtact gctggctctt cttctgaatc 240 

ttaatgttca tttaaaaaca atcattttgg agggctgaga tgggaaataa aagtagttaa 300 

ataacatcag aaactgagtt cctggagaac tacagtttag cattcctcag gctactgtga 360 

aaacacaacc gttatggtct ttgtctccat ttttatcaag gttttccatg gttaagtttg 420 

gagaaaatac cacacaaaac aatgaattgc caaattgttt gttttattca agactcaatc 480 

tactttgcaa gcg 493 



<210> 467 

<211> 1572 

<212> DNA 

<213> Homo sapiens 



<400> 467 
cttgtactac agtcaagatg aggagtccaa 
aatggagggc aaaggagatg tgatgtccac 
tgaagtcctc gcccagaaac cttacagcaa 
tgcctacatc ttgctctgcg gctaccctcc 
tgagcagatc ctcaaggcgg aatatgagtt 
ctctgcaaaa gacttcattc ggaacctgat 
tgagcaggca gctcggcacc catggatcgc 
cgagtccgtc agcgcccaga tccggaaaaa 
taatgccacg gccgtcgtca gacatatgag 
ttcaaatgca agtgtttcga gcagcctcag 
caccttccac gctctgtagt ttcatttctt 
agcggagacc caggcccacc actgtgacgg 
tggaggtggg gcccggggtc ggggctgggg 
agccactcca gcgagacccc accttgcatg 



aataatgatc agtgactttg gattgtcaaa 60 

tgcctgtgga actccaggct atgtcgctcc 120 

agccgttgac tgctggtcca tcggagtgat 180 

tttttatgat gaaaatgact ccaagctctt 240 

tgactctccc tactgggatg acatctccga 300 

ggagaaggac ccgaataaaa gatacacgtg 360 

tggtgacaca gccctcaaca aaaacatcca 42 0 

ctttgccaag agcaaatgga gacaagcatt 480 

aaaactacac ctcggcagca gcctggacag 540 

tttggccagc caaaaagact gtgcgtctgg 600 

cttcgtcggg ggtctcagga gttggagccg 660 

cagtgcactc tggaagcaag tgactggccc 720 

aaggggagcc ccagggtcgc cagagccgcg 78 0 

gtgccccttc ctgcatagga ctggaagacc 840 
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gaagtttttt tatggccata ttttctactg caattctgaa gtgttcattt ctcacaaact 900 

gtactgactc gaggggcgct gatttcatag gatctggtgc tgtatatacg aatcttgcaa 960 

agctctaact gaacggacct tcttattcct ctcccctaac accatcgttt ccactcttct 1020 

cagtgtaggt aaccgtctat ggtgtgtttt ttcattaatg acaaaaaaaa aagggtttca 1080 

actggattat ttaaatattg gtaaatattg tgcattaggg tttgtttttc cttttaagaa 1140 

gtatgtcctt tgtatctcta agttacatga cctatatctt ttcctcttta atagtagttt 1200 

tatgttaacc tttaagagat ttgtttttcc tcaaaggaga atttaaaggt atttttttaa 1260 

aattctaata agaggatcag ccgggtgcaa tgactcatgc ctgtaatccc agcacgttgg 1320 

gaggccaagt cgggcggatc acaaggtcag gagatcaagg ccatcctggt tctatactgt 1380 

gtagattgct ggctactaaa aatacaaaaa attagccggg cgtggtggca cacacctagt 1440 

agtcccggct actcgggtag gctgaggcag gagaattgct tgaacccggg agacggaggt 1500 

tgcagtgagc tgagatcgtg ccactgcact ccagcctggg tgacagagca agactctgtc 1560 

tcaaaaaaaa aa 1572 



<210> 468 

<211> 1927 

<212> DNA 

<213> Homo sapiens 



<400> 468 

cggacgcgtg ggggagctgt gagtttcgag gatttcatca aaggtctttc cattttgctc 60 

cgggggacag tacaagaaaa actcaattgg gcatttaatc tgtatgacat aaataaagat 120 

ggctacatca ctaaagagga aatgcttgat ataatgaaag caatatacga tatgatgggt 18 0 

aaatgtacat atcctgtcct caaagaagat gctcccagac aacacgttga aacatttttt 240 

cagaaaatgg acaaaaataa agatggggtt gttaccatag atgagttcat tgaaagctgc 300 

caaaaagatg aaaacataat gcgctccatg cagctctttg aaaatgtgat ttaacttgtc 360 

aaatagatcc tgaatccaac agacaaatgt gaactattct accaccctta aagttggagc 42 0 

taccactttt agcatagatt gctcagcttg acactgaagc atattatgca aacaagcttt 480 

gttttaatat aaagcaatcc ccaaaagatt tgagctttca gttataaatt tgcatccttt 540 

tcataatgcc actgagttca ggggatggtc taactcattt catactctgt gaatattcaa 600 

aagtaataga atctggcata tagttttatt ggttccttag ccatgggatt attgaggctt 660 

tcacatatca gtgattttaa aatatcagtg ttttttgcta ctcatttgta tgtattcagt 720 

cctaggattt tgaatggttt tctaatatag tgacatctgc atttaatttc cagaaattaa 780 

attaattttc atgtttgaat gctgtaattc catttaaatt ccatttatat actttaagga 840 

aacaagatta caacaattaa aaaaacacat agttccagtt tctatggcct tcccaccttc 900 

tgttagaaat tagttttatc tggcatttfct aaacatttaa aaattattaa acatttaaaa 960 

attagtttat tatcagatat cagcatatgc ctaataaaac ttattttaat aagcatttaa 1020 

ttttccataa tatgttacag ccaaggccta tataataatt ttggatttgt tcaatctttc 1080 

ttacaggctg ttttctattg tatcaatcat tagtatcaat cattaagtgg aagttgaaga 1140 

aggcatcaaa caaaacaagg atgtttacag acatatgcaa agggtcagga tatctatcct 1200 

ccagtatata gtaatgctta ataacaagta atcctaacag cattaaaggc caaatctgtc 1260 

ctctttcccc tgacttcctt acagcatgtt tatttatatt acaagccatt cagggacaaa 1320 

gaaagaaacc ttgactaccc cactgtctac taagaacaaa cagcaagcaa aattagcaag 1380 

caaaattcac tttgaaagca ccagtggttc cattacattg acaactacta ccaagattta 1440 

gtagaaaata agtgctcaac aactaatcca gattacagta tgatttagct catcataatt 1500 

cagattattt ttaatcatct tagccaaaac tgtaaagttg ccacabtact aaagccacac 1560 

acatcgtccc tgttttgtag aaatatcaca aagaccaaga ggctacagaa ggaggaaatt 1620 

tgcaactgtc tttgcaacaa taaatcaggt atctattctg gtgtagagat aggatgttga 1680 

aagctgccct gctatcacca gtgtagaaat taagagtagt acaatacatg tacactgaaa 1740 

tttgccatca cgtgtttgtg taaactcaat gtgcacattt tgtatttcaa aaagaaaaaa 1800 

taaaagcaaa ataaaatgtt aaaaaaaaaa aaaaggggcg gccgttttaa aggatccagt 1860 

tttacgaccg cgggctggca aggaaaaatt ttttttatgg ggccccctaa attcaattcc 1920 

cgggccg 1927 
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<210> 469 
<211> 1013 
<212> DNA 

<213> Homo sapiens 



<400> 469 

cccctaggag ccctgaacac catacgccag cttggcacga ggggagaagt ctcggtccta 60 

taatggccag catggcagac agaaacatga agttgttctc ggggagggtg gtgccagccc 120 

aaggggaaga aacctttgaa aactggctga cccaagtcaa tggcgtcctg ccagattgga 180 

atatgtctga ggaggaaaag ctcaagcgct tgatgaaaac ccttaggggc cctgcccgcg 240 

aggtcatgcg tgtgcttcag gcgaccaacc ctaacctaag tgtggcagat ttcttgcgag 300 

ccatgaaatt ggtgtttggg gagtctgaaa gcagtgtgac tgcccatggt aaatttttta 360 

acaccctaca agctcaaggg gagaaagcct ccctttatgt gatccgttta gaggtgcagc 420 

tccagaacgc tattcaggca ggcattatag ctgagaaaga tgcaaaccgg actcgcttgc 4 80 

agcagctcct tttaggcggt gagctgagta gggacctccg actcagactt aaggattttc 540 

tcaggatgta tgcaaatgag caggagcggc ttcccaactt tctggagtta atcaaaatgg 600 

taagggagga agaggattgg gatgatgctt ttattaaacg gaagcgtcca aaaaggtctg 660 

agtcaatggt ggagagggca gtcagccctg tggcatttca gggctcccca ccgatagtga 720 

tcggcagtgc tgactgcaat gtgatagaga tagatgatac cctcgacgac tccgatgagg 780 

atgtgatcct ggtggagtct caggaccctc cacttccatc ctggggtgcc cctcccctca 840 

gagacagggc cagacctcag gatgaagtgc tggtcattga ttccccccac aattccaggg 900 

ctcagtttcc ttccaccagt ggtggttctg gctataagaa taacggtcct ggggagatgc 960 

gtagagccag gaagcgaaaa cacacaatcc gctgttcgta ttgtggtgag gag 1013 



<210> 470 
<211> 1543 
<212> DNA 

<213> Homo sapiens 



<400> 470 

tttttttttt ttaactttaa aactgccgtc ttctgcttta ttgacaggta aattgttcaa 60 

aaatgttctc acaattcaat aattaattac aaagactgag acttacatta aaaaagtaaa 120 

aaccagaacc ccccaggtgc ccatccagca gaaggcccag gagggcagtg gggtggcagg 180 

gctaggcggt gctgggccac tcagtgccga cttggggaag tgcacgtcct gaacagcctt 240 

gccaagcagc cgaccggtgg gaggacaggg gaagcctggc ccaagctgtg gacaagctgt 300 

gtctgccgcc acagttaatc acaagcctct gacgacacag ggccacagag ctggtcactc 360 

aacatctggt acaaagggtg aggtgaaatc cacgcgcagg ggattgctgt gccgtgggcc 420 

ggggccagtg tgcaggagtg tgttgggtgg gtctacgtga tcatacgggc tactaatcac 480 

gggggctccc atgcgggggc aggactggtg gggggggggg cgggccaggg cggggcgggg 540 

tggggtatcc cagtggctgc ttcgtgggcg ccctggggct ctgacttccc t cage c cage 600 

aggecacagg ggctgcctgc accacgacac tcgctggttt tatggcagga ggcagaagee 660 

gtggaagcga atggaaaaca gcacagctga cttcacagta gtagatactg gtgacacttc 72a 

atggctgcga cccagaatga acttaacgea cacagggacg cagggtgtca ctggtcctgg 780 

gcctttgtcc atgactaggt ggtcagcagg acttctgeag ctgactgtgc aatggctaaa 840 

tgaaaaaaag gccacagact aacctccact ttcctgtctt caaaattcta gtgacactgg 900 

gaatgetata ggacctccta ctattctctt aaggtcctag gaaagtttca ggaactaggg 960 

aaaagactgg gtactgaggc tgtgtcccca gatgtctget tccgaagcag ccgcgtcatg 1020 

aegggtttet gctgaggaag tggtgttggc agggccccat atgccctctc gggttgtcag 1080 

gggtgggaga caggctgtat gggggtcctt catgtgcaga tggaacagca tcgcctcaca 1140 

gctgtgcaga cgaacagatg tggtctactg ccacgaacaa tgcggcataa aactgatcaa 1200 
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tattataata aagatttgtc ttcttcatct cccatatcta caaagtgatt ctacatttcc 1260 

ttggacaaca ctggagggcc cgctcagtct tggcactgac gctggaggcc atctccagct 1320 

ccctggcccc tgtggcgagc tggcggcttc aggtgtcaca ggccggctgc tccaggcctt 1380 

cgagggggag ctggctcctg tggggggagt tggggctcgg tgggccgctg gggttggagc 1440 

tattcgatgg agttgagtgt ttggtggagt ccgaatcagg ctctttgtca aagtcctggt 1500 

ctggatcaga catacttctc agaggcacag tgcacgctac get 1543 



<210> 471 
<211> 1154 
<212> DNA 

<213> Homo sapiens 



<400> 471 

actacagtgc ggtggaattc getgagegag geageggegg cagcageggg gacgagctca 60 

gggaggacga tgagcccgtc aagaagcggg gaegcaaggg ccggggccgg ggtcccccgt 120 

cctcctctga ctccgagccc gaggecgage tggagagaga ggccaagaaa teagegaaga 180 

agccgcagtc ctcaagcaca gagcccgcca ggaaacctgg ccagaaggag aagagagtgc 240 

ggcccgagga gaagcaacaa gccaagcccg tgaaggtgga gcggacccgg aagcggtccg 300 

agggcttctc gatggacagg aaggtagaga agaagaaaga gccctccgtg gaggagaagc 3 60 

tgeagaaget gcacagtgag atcaagtttg ccctaaaggt cgacagcccg gaegtgaaga 420 

ggtgcctgaa tgecctagag gagctgggaa ccctgcaggt gacctctcag atcctccaga 480 

agaacacaga cgtggtggcc accttgaaga agattcgecg ttacaaagcg aacaaggacg . 540 

taatggagaa ggcagcagaa gtctataccc ggctcaagtc gcgggtcctc ggeccaaaga 600 

tegaggeggt gcagaaagtg aacaaggctg ggatggagaa ggagaaggee gaggagaagc 660 

tggccgggga ggagctggcc ggggaggagg ccccccagga gaaggeggag gacaagccca 720 

gcaccgatct ctcagcccca gtgaatggcg aggccacatc acagaagggg gagagegcag 780 

aggacaagga gcacgaggag ggtegggact eggaggaggg gccaaggtgt ggctcctctg 840 

aagacctgea egacagegta egggagggtc ccgacctgga caggcctggg agcgaccggc 900 

aggagegega gagggcaegg ggggactegg aggccctgga cgaggagagc tgagecgegg 960 

gcagccaggc ccagcccccg cccgagctca ggctgcccct ctccttcccc ggctegcagg 1020 

agagcagagc agagaactgt ggggaacget gtgctgtttg tatttgttcc cttgggtttt 1080 

tttttcctgc ctaatttctg tgatttccaa ccaacatgaa atgactataa acggtttttt 1140 

aatgaaaaaa aaaa 1154 



<210> 472 
<211> 5202 
<212> DNA 

<213> Homo sapiens 



<400> 472 

atccaagggt tgtatcgagc ctataaaagc acagttttaa gagagattcc ctttttcttt 60 

ggtccagttt cccttatggg agtccttaaa agcccttggg tcctggaggc agtatcatgt 120 

ggtggattct tggcagtcag cagtctgtgc agettttgea ggtggatctg ccgctgcagt 180 

caccacccct ctagacgtgg caaagacaag aattacgctg gcaaaggctg tgctccagca 240 

actgetgatg ggaatgtgct ctctgtcctg catggggtct tgccgttcca aggggctggc 300 

agggattatt gccaggtgtc cttcccctcc gaaatggcca gcccatcaag tctggggagg 360 

tttccatctt tetgggggee ttatgacccg aaacgcacag cttgctgttg gaagttggca 420 

gaaagagtcc cttgaagcag agacaagect cacctccact tctgtcaaga gaggggectg 480 
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cagtgcaaac cctcttccgc tgagcagctg tctgaactat aggccccagt gctgaagacc 540 

agttgtgcta agataccggc atggagattg tgccatccgt ggtataggct ggctggtatg 600 

aagtcattgg cctgtatgcc agagagctaa gagaagaaaa cggggtctgt ggcggtactc 660 

tgaacaattt cctcagaacc tcttaataaa taagtttggt aatgctgagg ccaggccttt 720 

tagagctttc ' atttgatctg tatctgatct ttcatttcct gacacctgat ggtggattca 780 

gcagaaggca agatggttat aattctaaaa gaatagcttg tttgtttgtt tgtttgggga 840 

aaaggagact tggggaagag ttgtgtatgt gggtgtttct ccccctagtt aattcctgtt 900 

gtgtaagggt aggctttgtt gaaaaagaaa gaaagattga actacaggtg catagcaagc 960 

actctttctg ggtaactagg ctgctggttt taattaccct cagatttcac ccataaaaac 1020 

gcacaattgt attattttac agagatgtgt ccagcgcccc ctgtggtgtg tgagagaaag 1080 

cagctgcaac tcaagtgact aggtgggccc agctggcttc gtgcaggagg gcacggtggg . 1140 

tgagccattc tcgccattct catgtcagac tgaaaggagg gcctgggcca gctttgaaaa 1200 

ggcaggatga aatggaaagg tcaccacact tagggatttt agaccttgac taacaagctc 1260 

caggtgtaga aaaattcaaa acaaaatgtc aggaatctag cagtgttgtc tgccctggag 1320 

caaacaaaca gtatgtgatt ttgcttcgcc tatttttttt ttcttttttg ggggaagata 1380 

attaaaggca gaatgactgc gtttgtaaaa gaaggaccac caactatact gacatttata 1440 

aatgaacctt tattaaagac acttcaatgc catttgttag acacttcaat attttacatg 1500 

gttttcaatg tacactgtac caaaatttct ataaataaat aactttgtac ataaaagtaa 1560 

tactccctct ttcacattgc ctctcagaag cagcaaattc acatattttg tggaagtaag 1620 

attagtcagt taactgtcaa gaacaaaatt ctaaatgtgc ttaccttttg aacagtgatg 1680 

acacctgaca gtaattgtta actattttct cagtaactcc cttcagcttt tggccaaagg 1740 

aacatttgaa ggaccttgtt tctatttaag ttttactaaa tgacacattg gcactcataa 1800 

gatggttagc taccagtctc aaaagtgcaa attataccca gaacccaggt caagggctgt 1860 

cctttccagt cccagctcag tttcatctgt gcgaaggaat ggcatggaca ggcctgctct 1920 

gggtccttag tagaaataag gtagccctga aaagtcagaa cttcctcctt tctgtccccc 1980 

aaggccaatg taatactcat tatattggca aaacgaaaac atcagtatag aaaaatccac 2040 

aggtaccaac accagcagcc tttaccttaa tttaaaagtc tcaaatagca atcgaatgat 2100 

actgagaagg ccacatttgc ttttatcata aaataagagg aggaggaaag gcagtgttta 2160 

actgttctga ccttttgctt gtgatggatt aacaaccctc attctacgcc ttacagacgg 222 0 

acagattcta cgccttacag acagacagga cttaaaccta aaaggaaaag ccattcactg 2280 

caagtgtgga tggcacttgc acccctggct ctacagacag ggaagcctgt tgcaggggca 2340 

tccaoacatg agcagtgctc acctgaagct ccttccggcg catgtggagt cccaccgcac 2400 

agcagcctag gggtctatga agtgcaatat aaatccaagg ccttccatcc ttcccacccc 2460 

gcaccaaaaa ctcctgtgaa caaatgtggt tgtagcctct ataaattcca gccatgcgtt 2520 

aaggcaccag aactatttcc ccaccccctc caaaattaaa cagcaacctg atacgaaaaa 2580 

taatattgtc aaaattgtat aatttttttc tgttaaccat gcactaaaga ttaaaatagc 2640 

ctctgtaaaa gatatatatg aaatctctga aaactcttat gtacaatgat atcaaatact 2700 

tttttttgcc ttttgtacac aaatcccctc ttgcgtttac tgtgcttcag atccaagtcc- 2760 

tgtgagcgac tgatactcca catgggagtt acaactatgt acagatgagt gacgcttgaa 2820 

cccaagcttc ctcgcagcct ctcctacctc tctttcccgt agagattggt atgacaagaa 2880 

ctgaggtaga caaaacctag ctttttggtg ccaacagcag tggcaccctc tgtttcccgg 2940 

ggagctgtcc tgtcagtggc gtggactcgg gactggcgtc acatgctttg gggaggtggc 3000 

cattggaaac aagcaagtac tgggcttccg cgcgctctgg actgcctgaa gttaatgaag 3060 

atgcaggctg tagctctgtg gagtccgggt gatacaacct tgctaaagtc caggaagaat 3120 

cccctttccc atctagagat gccattggct ttttcttcac agccgtcagc attctatcgt 3180 

ggttactggg gtagagcgac ccttggcact cggggcagga cccagcggca gtcctgctgc 3240 

actggtgatg tggagaatgc tcttggtcac tcccacccgg ctccgggcca tttggcgcac 3300 

ttggctgtgc gctgtctctg gacacaggct gggggtggaa ggcttgtccc ctggagtaac 3360 

agtccacttc ggtgttgcag tcactgcata cgacccggcc accgtgttcc atcttatgtg 3420 

gcccaggtgt cccttcagct ttctccatcg ctttccacgg ctttttgtga tacgcagacc 3480 

cagcacagag ctttggctgc ctgcaggcaa cgctgtgagt gtcgggctct ggaaagtggc 3540 

ttgcatctct tggacacaca ccattgctct caatgtgccc attggcctga gggccaccct • 3600 

cggtcctgac cacggtttct tgtcggtcag aaagggtccc ctgagaagag aggtagcttg 3660 

gaacatctgg tggcacgacg gtttcatctg tgttggtgac actgtactct tcactcttct 3720 

tcctggtctg gtagatgatg cacacccaga ccagtgacgt caggacgatg ctgctcacga 3780 

cagcaatggt gaagatgcct accgtggtcc catccttcct gcagcctgct gcgggcagga 3840 

cgctcagctg gctgtgagct cgctccgtgc ccagggtgtt ggacatctca caggtatatc 3900 

ggcccgcatc ctctgccacc acgttctgaa ccaccaggag ctggttgtca ggggtcaagt 3960 

ggtgccgctc agtgaggctc agcgggcggt cccccttgaa ccaggtgatg cggggcggag 4020 

ggttccccgt ggctttgcat tggagggcca ctgtttctcc cacagatacc acacggtctt 4080 

ccaaggggac caccaaggat ggggtctcta ggacagtcag ggtggcatta gctgaaatag 4140 

aaccggctga gttctgagca gtacagctgt aaacccctgc gtcatctatt ttcacatcag 4200 

tgatgaaaaa cacgtcgtca tccggcatga catgcatgcg tcgctcacgg gcagcgggga 4260 

aatccgtgcc tccatccttc tgccaggcaa tctgagggtt tgggtgacct gtggcagcac 4320 
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attcgaggcg ggccatggtg gtggtccgga tggttatgtc gtggggcgtt ttggtgaatg 4380 

atggcaacac attcacggtg agcctggcct tatgtgaata ggtggagcca aagtggttgg 4440 

tgatgacaca ttggtagcgg ccctcgtgcc cgaaagtgac ctgacggagg tgcaggatgg 4500 

tggtgtactc catcacttcc ccgtcctgcg cgtggacgtg gacaaagttc tccatgtctg 4560 

cattggtcag gacttcattg tctttcttcc aggcaaaggt catgggggag ctgctgctgc 4620 

tggctgctga gcatgtaaac cggatgtcct tgcccaccat agccatggtg gtttctggct 4680 

gggtgatgat ctgtggcttc aggaagtcat cgcacacgaa actctctggt ggcacagaga 4740 

aaatgctctg acccttcagt gattctgggt gggcacaggt ggctgtcaca aaggcctgca 4800 

gcatcctgcc aattagccac gggggcagcc acttcagctg gcagtcacac aggaagctgt 4860 

cgctgctgat atggagctct ttaagattct tcatcttcac aaaggcatca aactggacag 4920 

atctgatcgc attccctcca aggttcaggt gctccaggcc ttccagcccc gagaatgctc 4980 

tcttagccac agacttgatc ttgtttccaa acagagtcag cttgctgagg ctgtcgagcc 5040 

ctgagaaggc gccgctcgtg tcctctattg tgcccgaaat ctcgttatgg tccagatcca 5100 

agactcgcag gctcctgagt cccttgaagg caccctccgc aatgtggctg atggaattgt 5160 

ggctgagacg caggacactc aggctgctca gctcggccag gc 5202 



<210> 473 

<211> 4715 

<212> DNA 

<213> Homo sapiens 



<400> 473 

ggcggcggcg ggggcagcgc ggcgcgtgtc tgtgcgctgc ggtcgctcgg gaccgggacc 60 

ggggcgaggc gccgcggggc tgagcccagc agacattgcg ttggcctccg agcagggcgc 120 

atcatgcagc gttcgcgcac cggagagaaa actgagaatg aaattgcttt ggcaagctaa 180 

aatgagctcg attcaggact ggggtgaaga ggtagaggaa ggagctgttt accatgtcac 24 0 

cctcaaaaga gtccagattc aacaggctgc caataaagga gcaagatggc taggggttga 3 00 

aggggaccag ctgcctccag gacacacagt cagtcaatat gaaacctgta agatcaggac 360 

cataaaagct ggcaccttgg agaagcttgt ggagaacctg ctgacagctt ttggggacaa 420 

tgactttacc tatatcagca tctttctttc aacgtacaga ggctttgcct ccactaaaga 480 

agtgctggaa ctactgctgg acaggtatgg aaacctgaca agcccaaact gtgaagaaga 540 

tggaagccaa agttcatcag agtccaaaat ggtgatcagg aatgcaatcg cttccatact 600 

aagggcctgg cttgaccacft gtgcagaaga cttccgagag ccccctcact tcccttgctt 660 

acagaaactg ctggattatc tcacacggat gatgccgggc tctgacccag aaagaagagc 720 

acaaaatctt cttgagcagt ttcagaagca agaagtggaa actgacaatg ggcttcccaa 780 

cacgatctcc ttcagcctgg aagaggaaga ggaactggag ggtggagagt cagcagaatt 840 

cacgtgcttc tcagaagatc tcgtggcaga gcagctgacc tacatggatg cacaactctt 900 

caagaaagta gtgcctcacc actgcctggg ctgcatttgg tctcgaaggg ataagaagga 960 

aaacaaacat ttggctccta cgatccgtgc caccatctct cagtttaata ccctcaccaa 1020 

atgtgttgtc agcaccatcc tggggggcaa agaactcaaa actcagcaga gagccaaaat 1080 

cattgagaag tggatcaaca tcgctcatga atgtagactc ctgaagaatt tttcctcctt 1140 

gagggccatc gtttcggcac tgcagtctaa ttccatctat cggttaaaaa agacttgggc 1200 

tgccgtccca agggaccgaa tgctgatgtt tgaagaactt tcagatatct tctcagacca 1260 

taataaccat ttgaccagcc gagaactact gatgaaggaa ggaacctcaa aatttgcaaa 1320 

cctggacagc agtgtgaaag aaaaccagaa gcgtacccag aggcggctgc agctccagaa 1380 

ggacatgggt gtgatgcagg gaactgtgcc ctacctgggc accttcctga ctgacctgac 1440 

catgcttgac actgcccttc aggactacat cgagggtgga ctgataaact ttgagaaaag 1500 

gagaagggaa tttgaagtga ttgcccagat aaagctctta cagtctgcct gcaacagcta 1560 

ttgcatgacc ccagaccaaa agttcatcca gtggttccag aggcagcagc tcctgacaga 1620 

ggaggagagc tatgccctgt catgtgagat tgaagcagct gctgacgcca gcaccacctc 1680 

gcccaagcct tggaagagca tggtgaagag actcaaccta ctgtttctag gggctgacat 1740 

gatcaccagt cccactccca ccaaagagca gcccaagtcc actgccagcg ggagctctgg 1800 

tgaaagcatg gactctgtca gcgtgtcatc ctgcgagtcg aaccactcag aggctgagga 1860 

gggctacatt actcccatgg acacccctga tgagcctcaa aaaaagctct ctgagtcctc 1920 

ctcatactgt tcttctatcc attccatgga cacaaatttc cttcagggga tgtcttcctt 1980 

aatcaacccc ctctcctccc ctccgtcctg caacaacaac cccaaaatcc acaagcgctc 2040 
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tgtctcggtg acgtccatta cctcgactgt gctgcctcct gtttacaacc aacagaatga 210b 

agacacctgc ataatccgca tcagtgtgga agacaataac ggcaacatgt acaagagcat 2160 

catgttgacg agccaggata aaacccccgc tgtgatccag agagccatgc tgaagcacaa 2220 

tctggactca gaccccgccg aggagtacga gctggtgcag gtcatctcgg aggacaaaga 2280 

acttgtgatt ccagactcag caaatgtctt ttatgccatg aacagccaag tgaactttga 2340 

cttcattttg cgcaaaaaga actccatgga agaacaagtg aaactgcgta gccggaccag 2400 

cttgacgttg cccaggacag ctaaacgggg ctgctggagt aacagacaca gcaaaatcac 2460 

cctctgaagg gagggaccag tggccccttg tttgccaaag gcagagtggg gctgagaaac 2520 

aggctgcggt gattgcaatt accatccggt gttcgaggat cattggtgaa gtcagcagat 2580 

atttattgag ttcctgtggt gtgcaaagca ttatgatagg caccgtgggg aaactggaaa 2640 

tgaatttgac atgaaaagga tgaacgattc actgattctc. tttgactcat ttgagactaa 2700 

aatgcagaat taccaacatt taaaacatat atatgcacat gtatttggta tgcatgtgta 2760 

tatatataaa aatatataag agggacttta tgggatagta tggactatgg aaaaacaaat 2820 

ttgcacaatg gcctgggaag ttgaggtcac tttttacagg gaaatagaag aaactgagaa 2880 

cctagtctcg tatattctga gtaaatggaa tcagtcctgg gaatagagag tgtcctttgt 2940 

gccagtatta caagaagccc aaactttatt tttataaagg gagaggatga ctttctcaat 3000 

caagtgccac cagataaaaa caactgcaga ggctggaact gccacaggct gtatgaaagg 3060 

ccactttgga aagggtttgg atgagctggt ggccttcaac ctctgcctgc atctgccact 3120 

ttctgctacc ctagggaggc caggaggagc ttcggaggac catcgcccca ctggtctagc 3180 

catcatgaca cctctggagg tgtcaagctc ctgaaacaag ctcatttcag tttctggcaa 3240 

ccccgtgtat ttccgttttc cccctaaaga acatatcata atcattgcac aaataaccat 3300 

gttctttggt aatgaagcca gaaaagaaag cgcaaaagaa tggtgactca tttggactct 3360 

tatctgtctt ggaatgtcac tgcttcattg ccttctctga ttgccttttg catgtaaaac 3420 

tatgtgtctg gagtcttttg ccatctggat cttagtacct ctttattatg tgcaatttat 3480 

tcctcaggtg tggaaatttc tactgcaatt gactacgttt gattattttg agcttgtgaa 3540 

agatttctga acagtgattg tcccgttaat agcccctcag aagatgttcc ctgctgataa 3600 

cagcatccta ttttacttac ttttatagca ttactgtgcc tagtcgtggg gaaagagatg 3660 

gggctgtata gattatctga atcatttgtc taagaggtac attcttccag atggaatcaa 3720 

taactttttt tttccaggtt cccgtgcttg ctatcacagt atcattgtta agtgacactt 3780 

ttgtctctca taacaccatc acactcttcc ttccaagtct gagctgtgct ggggtttgaa 3840 

ctaaaagcca tatgtggaat attgacatgt gtaagaagca ctttcagaat gttgtccttt 3900 

ttaagaaatg attctcaaaa taccagtttt tattccaaaa atttagagaa caaacccgga 3960 

atatgaagtg cagattgtaa catggagcta tttttttttc ctaatcccat aatacagctc 4020 

ctaaaagttg tgtgggattt gcgttgcata aatagccatg tgaattccac aagaagcacc 4080 

agggaaagtt tagagatttg cggcaatgga ccgaagaacg ggccaggaag tcctccaatt 4140 

tcctttggtc tttccaggag attggactac acattgtaaa gactgactgg gtttcaacta 4200 

gtcaaaaagc acfcttcttct gttttcaatc cctgttcgat ttgtgcttct gtgcttgtag 4260 

gagagatggc cagggtggca gccctcatgc aggttgaagt atatgtagcc tcagcctgat 4320 

attcttggtg cgaaggtaaa aaaaaaaaaa taaataaaac cattggcctg gttgagggcg 4380 

tgaccaccaa aacatatatg ttgggcccgg gttcatcctg ggtatttata ctgtatatgt 4440 

agagtctaaa tttatatact gcaatgtaaa atatatatat atttaccttt tttaaagaca 4500 

atggaaattc caagtagcta aaacttagct tcatttattt aatgccactt taaatgtctt 4560 

aaatttgttt cctggtggac agccgggtaa tgcttttagc tgctcgcatg cttgtctttc 4620 

tgcatctcca tcatctgttt accttttggt taaactaata aactagtttg ggacttggct 4680 

ggcatgtgct gccagaccca aagggaaaaa aaaaa 4715 



<210> 474 

<211> 1374 

<212> DNA 

<213> Homo sapiens 



<400> 474 

gcacgagaaa agatggattc ttgtattgaa gcctttggta ccaccaaaca gaagcgagct 60 

ctgaacacca ggagaatgaa cagagttggc aatgaatctt tgaatcgtgc agtggctaaa 120 

gctgcagaga ctatcattga tacgaagggt gtgactgctc tggtcagcga tgctatccac 180 

aatgacttgc aagatgactc cctctacctt cctccctgct atgatgatgc agccaagcct 240 
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gaagacgtgt ataaatttga agatcttctt tcccctgcgg agtatgaagc tcttcagagc 300 

ccatctgaag ctttcaggaa cgtcacgtca gaagaaatac tgaagatgat tgaggagaac 360 

agccattgca cctttgtcat agaagcgttg aagtctttgc catcagatgt ggagagccga 420 

gaccgccagg cccgatgcat atggtttctg gataccctca tcaaatttcg agctcatagg 480 

gtagttaagc ggaaaagtgc tctgggacct ggagttcccc acatcatcaa caccaaactg 540 

ctgaagcact ttacttgctt gacctacaac aatggcagat tacggaactt aatttcggat 600 

tctatgaagg cgaagattac tgcatatgtg atcatacttg ccttgcacat acatgacttc 660 

caaattgacc tgacagtgtt acagagggac ttgaagctca gtgagaaaag gatgatggag 720 

atagccaaag ccatgaggct gaagatctcc aaaagaaggg tgtctgtggc cgccggcagt 780 

gaagaagatc acaaactggg caccctgtcc ctcccgctgc ctccagccca gacctcagac 84 0 

cgcctggcaa agcggaggaa gattacctag acgcatgctt tccagacagg gcgttttggc 900 

tgcatcacag ccactggctg gtcctattca tttccatttt tatgtatgtt ttgaaaagaa 960 

aaggtccggg gatggtggct cacacctgaa atcccagcac tttgggaggc cgaggcagga 1020 

agatcattga gctcaggagt ttgaaaccag tctggacaac atagggagac cccatctcta 1080 

ccggaggaaa aaaaaaagag tcaggcctgg tggtgtgcgc ctgtaatccc agctactcgg 1140 

gaggctgagg caggacgatt acttgagctt gggaaatcaa ggttgcagtg agctatgatt 1200 

gtgtggccac actccatcct gggtcacaga gtgagacctt gtctcaaaaa agtaacataa 1260 

ggaaaaaaga agccttgctt tagcacaggt atgaagccag aagccagcat ctcaactgtg 1320 

cttgtcttat gcagaaatat aaagcgatgg ccaggttgga cttcaaaaaa aaaa 1374 



<210> 475 

<211> 3076 

<212> DNA 

<213> Homo sapiens 



<400> 475 

cctgtctctc ttcgggtctc gggcccttgg gcgcagcggg gcgcgcgcca tggcgaaggc 60 

gaagaaggtc ggggcgcgaa ggaaggcctc cggggcgccg gcgggagcgc gagggggccc 120 

ggcgaaggcc aactccaatc cgttcgaggt gaaagttaac aggcagaagt tccagatcct 180 

gggccggaag acgcgccacg acgtgggact gcccggggtg tctcgcgcac gggccctcag 240 

gaagcgtaqa cagactttac taaaagagta caaagaaagg gataaatcca atgtattcag 300 

agataaacgc ttcggagaat 'acaacagcaa catgagcccc gaggagaaga tgatgaagag 360 

gtttgctctg gaacagcagc gacatcatga gaaaaaaagc atctacaatc taaatgaaga 420 

tgaagaattg actcattatg gccagtcttt ggcagacatc gagaagcata atgacattgt 480 

ggacagtgac agcgatgctg aggatcgagg aacgttgtct ggtgagctga ctgctgccca 540 

ctttggagga ggcggtgggc tccttcacaa gaagactcaa caggaaggcg aggagcggga 600 

gaaaccgaag tcccggaaag agctgattga agagctcatt gccaagtcaa aacaagagaa 660 

gagggagaga caagctcaac gagaagatgc cctcgagctc acggagaagc tagaccaaga 720 

ctggaaagaa attcagactc tcctgtccca caaaactccc aagtcagaga acagagacaa 780 

aaaggaaaaa cccaagcccg atgcatatga catgatggtt cgcgagcttg gctttgaaat 840 

gaaggcgcag ccctctaaca ggatgaagac ggaggcagaa ttggcaaagg aagagcagga 900 

gcacctcagg aagctggagg ctgagagact tcgaagaatg cttggaaagg atgaggatga 960 

aaatgttaag aaaccaaaac atatgtcagc agatgatctg aatgatggct tcgtgctaga 1020 

taaagatgac aggcgtttgc tttcctacaa agatggaaag atgaatgtcg aggaagatgt 1080 

ccaggaagag caaagcaagg aagccagtga ccctgagagc aacgaggaag aaggtgacag 1140 

ttcaggcggg gaggacacag aggagagcga cagcccagat agccacttgg acctggaatc 1200 

caacgtggag agtgaggaag aaaacgagaa gccagcaaaa gagcagaggc agactcctgg 1260 

gaaagggttg ataagcggca aggaaagagc tggaaaagct accagagacg agctgcccta 1320 

cacgttcgca gcccctgaat cctatgagga actgagatct ctgttgttag gaagatcgat 1380 

ggaagagcag cttttggtgg tggagagaat tcagaagtgc aaccacccga gtctcgcaga 1440 

aggaaacaaa gcaaaattag aaaaactgtt tggctttctt ttggaatacg ttggcgattt 1500 

ggctacagat gacccaccag acctcacagt cattgataag ttggttgtgc acttatatca 1560 

tctttgccag atgtttcctg aatctgcaag tgacgctatc aaatttgttc tccgagatgc 1620 

gatgcatgag atggaagaaa tgattgagac caaaggccgg gcggcattgc cagggttgga 1680 

tgtgctcatt tatttgaaaa tcactgggct gctatttcca acttccgact tctggcaccc 1740 

agtggtgacc cctgccctcg tgtgcctcag tcagctgctc accaagtgcc ccatcctgtc 1800 
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cctccaggac gtggtgaagg gcctgttcgt gtgctgcctg ttcctggagt atgtggcttt i860 

gtcccagagg tttatacctg agcttattaa ttttcttctt gggattcttt acatagcaac 1920 

tccaaacaaa gcaagccaag gttccactct ggtgcaccct ttcagagcgc ttgggaagaa 1980 

ctcggaactg ctcgtggtgt ctgctagaga ggatgtggcc acgtggcagc agagcagcct 2040 

ctccctccgc tgggcgagta gactgagggc cccaacttcg acagaggcca atcacatccg 2100 

actgtcctgc ctggctgtgg gcctggccct gctgaagcgc tgcgtgctca tgtacgggtc 2160 

cctgccatcc ttccacgcca tcatggggcc tctccgagcc ctcctcacgg atcacctggc 2220 

ggactgcagc cacccgcagg agctccagga gctgtgtcag agcacactga ccgaaatgga 2280 

aagccagaag cagctctgcc ggccgctgac ctgtgagaag agcaagcctg tcccactgaa 2340 

gcttttcaca ccccggctgg tcaaagtcct cgagtttgga agaaaacaag gcagtagtaa 2400 

ggaggaacag gaaaggaaga ggctgatcca caaacacaag cgtgaattta aaggggccgt 2460 

tcgagaaatc cgcaaggaca atcagttcct ggcgaggatg caactctcag aaatcatgga 2520 

acgggatgcg gaaagaaagc ggaaagtaaa gcagcttttt aacagcctgg ctacacagga 2580 

aggcgaatgg aaggctctga agaggaaaaa gttcaaaaaa taaattacat tttataaata 2640 

aggcaaggaa ctggacatta cctcacatct gcaattccaa ccctctggtc tcgaattccc 2700 

gacctcaggt aatccacctg ccttggcccc ccaattatag gtgtgagcca dagcacccag 2760 

ccaaaaaagt aatttttttt agagtaataa tgctataatg ttggtgtgat tccaacctcc 2820 

agctcccccc acccgctgcc tgcggttttg tttctgttaa aacgtcacct gatgaaatag 2880 

aatgaatcct gaaatgcacc tctgggatcg ggaatggtct gtgtgttatc agctgcgact 2940 

ggttcactgc gtctggacaa gcctcatggg gactggggat tctggccagt gtaatttctg 3000 

tcaaccacgg acgtttgcct tcatgtgtag aatttactgt tgttatgcaa attatatttt 3060 

caattataaa tgaaaa 3076 



<210> 476 

<211> 959 

<212> DNA 

<213> Homo sapiens 



<400> 476 

gcctcaccaa gcaggaagac tgctgcggta gcatcggcac tgcctggggc cagagcaagt 60 

gccacaagtg tccccagctg cagtacacag gagtgcagaa gccagggcct gtacgtgggg 120 

aagtgggcgc tgactgtccc cagggctaca agaggcttaa cagcacccac tgccaggaca 180 

tcaacgagtg cgcaatgccg ggcgtgtgtc gccatggtga ctgcctcaac aaccctggct 240 

cctatcgctg tgtctgccca cctggccata gtttaggccc ctcccgtaca cagtgcattg 300 

cagacaaacc ggaggagaag agcctgtgtt tccgcctggt gagccctgag caccagtgcc 360 

agcacccact gaccacccgc ctgacccgcc agctctgctg ctgcagtgtc ggcaaggcct 420 

ggggcgcgcg gtgtcagcgc tgcccaacag atggcaccgc tgcgttcaag gagatctgcc 480 

cagctgggaa gggataccac attctcacct cccaccagac gctcaccatt cagggcgaga 540 

gtgacttttc ccttttcctg caccctgacg ggccacccaa gccccagcag cttccggaga 600 

gccctagcca ggctccacca cctgaggaca cagaggaaga gagaggggtg accacggact 660 

caccggtgag tgaggagagg tcagtgcagc agagccaccc aactgccacc acgactcctg 720 

cccggcccta ccccgagctg atctcccgtc cctcgccccc gaccatgcgc tggttcctgc 780 

cggacttgcc tccttcccgc agcgccgtag agatcgctcc cactcaggtc acagagactg 840 

atgagtgccg actgaaccag aacatctgtg gccacggaga gtgcgtgccg ggcccccctg 900 

actactcctg ccactgcaac cccggctacc ggtcacatcc ccagcaccgc tactgcgtg 959 



<210> 477 

<211> 3652 

<212> DNA 

<213> Homo sapiens 
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<400> 477 

ttttttttga cataatcatt tttatttgat ttaattgata aataaataca agagaactgt 60 

tgtgaaacca cttggcaata tagtaaattt taaagatttt atttcaactt cactcactta 120 

tatttcttgg gaatggggat atatacatta ttcaccaata aatcgctaat gctttaaatt 180 

tacaattacc ctatttgtag aaacctgaaa gatcattcca attaaatgaa aaaaaaattg 240 

tacaaaaacg ttcttttgct cttacaattc aaaatacatt caaattcaca ttc.ttaccag 300 

cagccaaaac ctttaaccca aaattcagaa actgcagtcc tacaagtgaa caaactagtg 360 

ttttaattta attatcatga ttgttgttaa cactgaaaaa aaaacatgat ggctcctgaa 420 

acaagacagg ttagcaactg gtacagcttt cccttctggg cactcaaagc tttgcccttg 480 

attattattt ttatttcatc ttttcaaaca cagacaattg ctccaacttg aaagtttcaa 540 

tggaattttg gcatttaata ttgctaatgc ttgctaagat ttaagatctc ccaatgatga 600 

gaatcagaaa atgacgcacg actaaattaa aatcatccta aaagacttac tacatagtgg 660 

tatctggtat tcaatatcaa tagtgttttt gaattacatg atatgttttt cacaaacata 720 

gcacctcatc aaatatctgg taaacacttt gcaatcacaa taagtgttgg gagaccaagt 780 

tccaaagaca attatgtgat tcacttaaag gtaacattgt aagacaagtc tcaggcataa 840 

tgaagattag gaatgcagtc tgctggttcc catgatctaa agggatgctc acctatatgg 900 

gcaccatcct attaagacgt ggtaatatgt ttccaaacca aaaaaagtcg gtaagtgtta 960 

aaatggactc ctgctttata aatgatctgt taaatgtact tgtaaaatta aaaaaatttc 1020 

caaaatgtca aaagagatat gattattgta tctccattat tcccaagtaa ttctgttaaa 1080 

aagatactaa atgaagtcca attttatctt gtaaagtttt agtgtaaaaa ctaatgtact 1140 

gaaattcagt aaagtttaac tttcatctaa atgtaacgaa acaactattc attttggtga 1200 

gttttcacaa gctgtactcc tgacctgaag aatcactttt tttatgccga ggagatggag 1260 

tagtctttgt aggagatggg gacgcagtac caggtgagtc agttcctcca tcggaagtac 1320 

ttggtgatga tgccagatag ggaactttct ttcttccaag gaatcctccc ccttcaaatc 1380 

ctcctttctt cctaaactct attttatttt cattttcatc ttctgatgac cttttcttgg 144 0 

attctgaaaa accttcagct attttatgca cttccaatcc actatccaat tctctcaaac 1500 

tttttatttc tactccagga gactttctct cagatatatt acattcccct ghtgcccctt 1560 

tcacttcagc ttgtattgga cccaagttac cattttcagg gacagctctt tctacatttc 1620 

tgttcaaatt aatagtctgg aagtccctat aactgtgaaa gctctcagtc cttcttgccc 1680 

ttgctaataa aggactttct ctgtaaggcc tcatggaacc gtaagtagct gcttcatggg 1740 

tggtatcatg gtgctgaagc tgaaggctag aatttgattc tcgtaagtgg ctatgctgaa 1800 

ctacggaagt tgctggactg atgttaggag tagcacagcg agafcgtgctc aaatcacatt 1860 

gatcgagtaa tttgagtagc tcttcttcgg ttggaccacc tacatcctta tcttcacttt 1920 

tgttaaccat atccatagca gtggtcagat cccacatttg aatactgcca tttgtatggc 1980 

ctgtgaacaa gtagcgcctt ggtcttgagc ccatcctact ggatccctca cattccctcc 2040 

ctgtaaatga ggatattgta gtacagtcaa cagcctggat ctcacatatt ctttttccag 2100 

tcgatgagag tcttacaaat agtttgttgg tgatgggaac aactttctgg ataaacacct 2160 

gttgatcgtc tcgctctcca aaaggtccta tgtcatttcc agaggaatag ctaccatgac 2220 

tttctgtctc ctccagggat agtatcttga atgacgctaa aggagtagaa cctggctgag 2280 

tagagatcat tcctctgaat cgtgttactg tccacgtccg gacatgatta ttatctgcac 2340 

agactgatac aagatgcttc tctgatagca tgatttttgt tacgggactt cggtgaactg 2400 

tgaaagtctg aaaaagctga ggacctgacc caactgtctc tgggtgttgt acaatcactc 2460 

gtactgctcc agagctcgta ccataggcga tctcgatcca gttaccactg acacttgttt 2520 

tgggtgtgag gtaaacactc agagcagtaa tagcatcatt tgaaggatca tgatacagtt 2580 

cagttacaag aagatcatta tctttcattc gcaaggggaa cttctgcata tctatgtaat 2640 

atattgatcc attgttacat ccaagcagaa ggaatgatcc agcagtgtca taactagtta 2700 

taggaacaac atcttgaacc tgccagtgct gagtgacagc attccacact cccactttcc 2760 

ctgtatgact cgtggccacc aactggttac caataaagaa gagagcatct acaggaacac 2820 

ccaggctgaa cactccaatt tcacttccac ttcccccatc ctgaacactc cacaagatga 2880 

tgctactctc tgaggcaaca gcaaccattt tgtctttgtc tccatgtggc cctccaacca 2940 

cctttgcatt taaagctact cgttcgatag tccaatccaa atatgggctc gtaaacactt 3000 

gctgccatcc tgaagattct ttgattctgt aacacacagc aaaatgggca tatgcagcta 3060 

caatccagtt gtgatggcca gctactatta gcacctttcg tggatccaca ggaaatccta 3120 

gcctaacagt ttcttctccc gttccagaga gaacaggctg tgtaccattt ccccgggctt 3180 

caccttctgt agaatttaga ccattcctag aatcagcaga tctgactgtg ttgtttattt 3240 

tacgactagg aatacctggt gggggcaagt aaccatgaaa aaggacactg ccacaagagg 3300 

aacgctccaa ttcttcacat aagagaagcc ttcttactaa tggagtgatc ccgtaaaatt 3360 

ctgcttcatg cctgagaaca ttaatactca ctccccttaa gtctagttct tttgtccgaa 3420 

gaaaatttaa aatgggtgca aatgctgctg gatctctatc aataaatata gcaccagttt 3480 

catctcgaag tgttgaaatt ctcccactca gcaaactgga aaaaaaagaa tctggaatcc 3540 

acataagagt ttgtcttgag gtactaaatc tggtcccccc tacgttcagt tggacgatct 3600 
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cgccgctgcc ggccgccgcc gcggggaagc tgccgcagtg ccctcccgcc at 36 52 



<210> 478 

<211> 2477 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1)...(2477) 
<223> n = a,t,c or g 



<400> 478 , 

cgtcgaccca cgcgtccgat cttaacagac gagttgttta aaagaactat ccaactgcct 60 

cacttgaaaa ctctcatttt gaatggcaat aaactggaga cactttcttt agtaagttgc 120 

tttgctaaca acacaccctt ggaacacttg gatctgagtc aaaatctatt acaacataaa 180 

aatgatgaaa attgctcatg gccagaaact gtggtcaata tgaatctgtc atacaataaa 240 

ttgtctgatt ctgtcttcag gtgcttgccc aaaagtattc aaatacttga cctaaataat 300 

aaccaaatcc aaactgtacc taaagagact attcatctga tggccttacg agaactaaat 360 

attgcattta attttctaac tgatctccct ggatgcagtc atttcagtag actttcagtt 420 

ctgaacattg aaatgaactt cattctcagc ccatctctgg attttgttca gagctgccag 480 

gaagttaaaa ctctaaatgc gggaagaaat ccattccggt gtacctgtga attaaaaaat 540 

ttcattcagc ttgaaacata ttcagaggtc atgatggttg gatggtcaga ttcatacacc 600 

tgtgaatacc ctttaaacct aaggggaact aggttaaaag acgttcatct ccacgaatta 660 

tcttgcaaca cagctctgtt gattgtcacc attgtggtta ttatgctagt tctggggttg 720 

gctgtggcct tctgctgtct ccactttgat ctgccctggt atctcaggat gctaggtcaa 780 

tgcacacaaa catggcacag ggttaggaaa acaacccaag aacaactcaa gagaaatgtc 840 

cgattccacg catttatttc atacagtgaa catgattctc tgtgggtgaa gaatgaattg 900 

atccccaatc tagagaagga agatggttct atcttgattt gcctttatga aagctacttt 960 

gaccctggca aaagcattag tgaaaatatt gtaagcttca ttgagaaaag ctataagtcc 1020 

atctttgttt tgtctcccaa ctttgtccag aatgagtggt gccattatga attctacttt 1080 

gcccaccaca atctcttcca tgaaaattct gatcatataa ttcttatctt actggaaccc 1140 

attccattct attgcattcc caccaggtat cataaactga aagctctcct ggaaaaaaaa 12 00 

gcatacttgg aatggcccaa ggataggcgt aaatgtgggc ttttctgggc aaaccttcga 1260 

gctgctatta atgttaatgt attagccacc agagaaatgt atgaactgca gacattcaca 1320 

gagttaaatg aagagtctcg aggttctaca atctctctga tgagaacaga ttgtctataa 1380 

aatcccacag tccttgggaa gttggggacc acatacactg ttgggatgta cattgataca 1440 

acctttatga tggcaatttg acaatattta ttaaaataaa aaatggttat tcccttcata 1500 

tcagtttcta gaaggatttc taagaatgta tcctatagaa acaccttcac aagtttataa 1560 

gggcttatgg aaaaggtgtt catcccagga ttgtttataa tcatgaaaaa tgtggccagg 1620 

tgcagtggct cactcttgta atcccagcac tatgggaggc caaggtgggt gaacccacga 1680 

ggtcaagaga tggagaccat cctggccaac atggtgaaac cctgtctcta ctaaaaatac 1740 

aaaaattagc tgggcgtgat ggtgcacgcc tgtagtccca gctacttggg aggctgaggc 1800 

aggagaatcg cttgaacccg ggaggtggca gttgcagtga gctgagatcg agccactgca 1860 

ctccagcctg gtgacagagc gagactccat ctcaaaaaaa agaaaaaaaa aaaaggaaaa 1920 

aatgggaaaa cttcctcttg gccccaaaat agggtctaat tcaataaatt atagcccttt 1980 

aaggtaatat aatattactg gcccctaaaa aaaataggga agctgtttat ttccgggttg 2040 

ggaaaaacca tattaatatg ttttaacctt ttaggtgggg gcaaaactaa tgggggtttt 2100 

tgccattgaa agggctttga aataaaaggg taaagaaatt tatcccaaat gtagtaccag 2160 

gggttggggt ctgggaggtt ggattacggg gagcattgga tttctatgtg gggaatttct 2220 

ataaggttgg aatggttaaa aaggaatctg tatttttttt ataagtagaa aaaaaataag 2280 

gatggttttt acagcctaca cttcctaaaa aaaaagggat ttttttttta ggggccccgg 2340 

gttttttccc tttggggggg gggaatttaa ttttgggccg ggccgggctt tttaacaccg 2400 

9S99 CSL -99S9 gaaaaacccg ggggggtccc ccctttaatg cccttgggga caaaaaaana 2460 

naccattgtg ccggagg 2477 
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<210> 479 

<211> 1297 

<212> DNA 

<213> Homo sapiens 



<400> 479 

cccacgcgtc cgcccacgcg tccgcccacg cgtccgcttc tgaccccgtc ttggacttca 60 

actgggagaa tgtggagcca tttgaacagg ctcctcttct ggagcatatt ttcttctgtc 120 

acttgtagaa aagctgtatt ggattgtgag gcaatgaaaa caaatgaatt cccttctcca 180 

tgtttggact caaagactaa ggtggttatg aagggtcaaa atgtatctat gttttgttcc 240 

cataagaaca aatcactgca gatcacctat tcattgtttc gacgtaagac acacctggga 300 

acccaggatg gaaaaggtga acctgcgatt tttaacctaa gcatcacaga agcccatgaa 360 

tcaggcccct acaaatgcaa agcccaagtt accagctgtt caaaatacag tcgtgacttc 420 

agcttcacga ttgtcgaccc ggtgacttcc ccagtgctga acattatggt cattcaaaca 480 

gaaacagacc gacatataac attacattgc ctctcagtca atggctcgct gcccatcaat 540 

tacactttct ttgaaaacca tgttgccata tcaccagcta tttccaagta tgacagggag 600 

cctgctgaat ttaacttaac caagaagaat cctggagaag aggaagagta taggtgtgaa 660 

gctaaaaaca gattgcctaa ctatgcaaca tacagtcacc ctgtcaccat gccctcaaca 720 

ggcggagaca gctgtccttt ctgtctgaag ctactacttc cagggttatt actgttgctg 780 

gtggtgataa tcctaattct ggctttttgg gtactgccca aatacaaaac aagaaaagct 840 

atgagaaata atgtgcccag ggaccgtgga gacacagcca tggaagttgg aatctatgca 900 

aatatccttg aaaaacaagc aaaggaggaa tctgtgccag aagtgggatc caggccgtgt 960 

gtttccacag cccaagatga ggccaaacac tcccaggagc tacagtatgc cacccccgtg 1020 

ttccaggagg tggcaccaag agagcaagaa gcctgtgatt cttataaatc tggatatgtc 1080 

tattctgaac tcaacttctg aaatttacag aaacaaacta catctcagga tggagtctca 1140 

ctctgttgcc caggctggag ttcggtggcg cgatcttggc tcacttcaat ctccatctt'c 1200 

ccagttcaag cgattctcat gcctcgacct cccgagtagc tgggaattac aggtgcccgc 1260 

taccacgccc agctaatttt tggattttta gtagagc 1297 



<210> 480 
<211> 569 
<212> DNA 

<213> Homo sapiens 



<400> 480 

tttttttttt ttgaagagag acggacaggc tctcactctg taggccaccc taggatggaa 60 

tacagtggtg tgtctatgg-c tcactgcagc ctcaacctcc tgggctcaag caattctcct 120 

tcttcagcct cccaagatgc taggactaca ggtgcatgtc aacatgccca gctaattggt 180 

tttttttttt tttgtagaga cagcatctcc ccaggttacc catgctggtc caaacacctg 240 

gtctcaagaa atccttctgc tgtgacctcc caaagtgcta ggattaaaac atgacccacc 300 

atgctcagag tccattttca tttctgattt gagtaatttt aaacttttct ctttttttct 360 

tagtcaatct agttaatggt tgtcaatttt gttgatttta ttttgaagaa tcaacttttg 420 

gtttcattaa tttcctctat tctttttcca ttctccattt tatttatgtc cactctaatc 480 

cttattattt ccctcattca ctgtgcttgg gtttagtttg ttcttctttc atatcctgaa 540 

gtattaaagt aggttgttga cctgaaaaa 569 
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<210> 481 

<211> 1570 

<212> DNA 

<213> Homo sapiens 



<400> 481 

aatagagaag gtgccagaaa gatccaaaac aagtggctgc ggccgtcgcc caggagtcat 60 

cggacgccag aatctgtgtc tccagaacgc tatagctatg gcacctccag ctcttcaaag 120 

aggacagagg gtagctgccg tcgccgtcgg cagtcaagca gttctgcaaa ttctcagcag 180 

ggtcagtggg agacaggctc ccccccaacc aagcggcagc ggcggagtcg gggccggccc 240 

agtggtggtg ccaaacggcg gcggagaggg gccccagccg caccccagca gcagtcagag 300 

cccgccagac cttcctctga aggcaaagtg acctgtgaca tccggctccg ggttcgagca 360 

gagtactgcg agcatgggcc agccttggag cagggcgtgg catcccggcg gccccaggcg 42 0 

ctggcgcggc agctggacgt gtttgggcag gccaccgcag tgctgcgctc aagggacctg 480 

ggctctgtgg tttgtgacat caagttctca gagctctcct atctggacgc cttctggggc 540 

gactacctga gtggcgccct gctgcaggcc ctgcggggcg tgttcctgac tgaggccctg 600 

cgagaggctg tgggccggga ggctgttcgc ctgctggtca gtgtggatga ggctgactat 660 

gaggctggcc ggcgccgcct gttgctgatg gaggaggaag gggggcggcg cccgacagag 720 

gcctcctgat ccaggactgg caggattgat cccacctcca agtctccggg ccaccttctc 780 

ctgggaggac gaccatctct acccctagag gactgtcact ctagcatctt tgaggactgc 840 

gacaggaccg ggacagcagg ccccttgaca gcccctccca caggatgtgg gctctgaggc 900 

ctaaaccatt tccagctgag tttccttccc agactcctcc tacccccagg tgtgccccct 960 

tagcctccgg aggcgggggc tgggcctgta tctcagaagg gaggggcaca gctacacact 1020 

caccaaaggc ccccctgcac attgtatctc tgatcttggg ctgtctgcac tgtcacaggt 1080 

gcacacactc gctcatgctc acactgcccc tgctgagatc ttccctgggc ctctgccctg 1140 

gcctgcttcc cagcacacac ttctttggcc taagggcttc tctctcagga cctctaattt 1200 

gaccacaacc aacctgggct tcagccacat cagtgggcac tggagctggg gtgcacatgg 1260 

ggcctgctca ccttgcccac acatctccag ccagccaggg ccctgcccag cttcaattta 1320 

cagacctgac tctcctcacc ttcccccctg ctgtccagag ctgaacatag acttgcactt 138 0 

ggatgtcacc tggagtgtca catgggagtg ttatggcagc atcataccaa ggcctactgt 1440 

tgcacatggg gccaaaacca gtaaacagcc accttcttgg aaagggaatg caaaggcttt 1500 

gggggtgatg gaaaagacct ttttacaaat gataccaatt aaactgccct gggaaagggc 1560 
attaggtggg 



1570 



<210> 482 

<211> 1774 

<212> DNA 

<213> Homo sapiens 



<400> 482 

gctccaaata ctgcagaatt aaggatttgt cgtgtaaaca agaattgtgg aagtgtcaga 60 

ggaggagatg aaatatttct actttgtgac aaagttcaga aagatgacat agaagttcgt 120 

tttgtgttga acgattggga agcaaaaggc atcttttcac aagctgatgt acaccgtcaa 180 

gtagccattg ttttcaaaac tccaccatat tgcaaagcta tcacagaacc cgtaacagta 240 

aaaatgcagt tgcggagacc ttctgaccag gaagttagtg aatctatgga ttttagatat 300 

ctgccagatg aaaaagatac ttacggcaat aaagcaaaga aacaaaagac aactctgctt 360 

ttccagaaac tgtgccagga tcacgtagaa acagggtttc gccatgttga ccaggatggt 420 

cttgaactcc tgacatcagg tgatccaccc accttggcct cccaaagtgc tgggattaca 480 

gttaattttc ctgagagacc aagacctggt ctcctcggtt caattggaga aggaagatac 540 

ttcaaaaaag aaccaaactt gttttctcat gatgcagttg tgagagaaat gcctacaggg 600 
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gtttcaagtc aagcagaatc ctactatccc tcacctgggc ccatctcaag tggattgtca 660 

catcatgcct caatggcacc tctgccttct tcaagctggt catcagtggc ccaccccacc 720 

ccacgctcag gcaatacaaa cccactgagt agtttttcaa caaggacact tccttctaat 780 

tcgcaaggta tcccaccatt cctgagaata cctgttggga atgatttaaa tgcttctaat 840 

gcttgcattt acaacaatgc cgatgacata gtcggaatgg aagcgtcatc catgccatca 900 

gcagatttat atggtatttc tgatcccaac atgctgtcta attgttctgt gaatatgatg 960 

acaaccagca gtgacagcat gggagagact gataatccaa gacttctgag catgaatctt 1020 

gaaaacccct catgtaattc agtgttagac ccaagagact tgagacagct ccatcagatg 1080 

tcctcttcca gtatgtcagc aggcgccaat tccaatacta ctgtttttgt ttcacaatca 1140 

gatgcatttg agggatctga cttcagttgt gcagataaca gcatgataaa tgagtcggga 1200 

ccatcaaaca gtactaatcc aaacagtcat ggttttgttc aagatagtca gtattcaggt 1260 

attggcagta tgcaaaatga gcaattgagt gactcctttc catatgaatt ttttcaagta 1320 

taacttgcaa gatttaaatc cttttaaatc ttgataccac ctatatagat gcagcatttt 1380 

gtatttgtct aactggggat ataatactat atttatactg tatatataat actgactgag 1440 

aatataatac tgtatttgag aatataaaaa acttttttca gggaagaagc atacaacttt 1500 

ggacatagcg aatacaaaat tggaagctgt cataaaaaga caactcagag gccaggcgca 1560 

ggggctcaca cctgtaatcc tagcactttg ggaggccaag gcgggtggat cacttgagac 1620 

caggaattcg agaccagcct ggccaacatg gtgaaacccc gtctctacta aaaatacaaa 1680 

aattagctga gcatggtggt acgtgcctgt actgtcagct acttgggagg ctgaggcaca 1740 

ataattgttt gaacccagga agcagaggtt gcag 1774 



<210> 483 
<211> 3024 
<212> DNA 

<213> Homo sapiens 



<400> 483 

cgacgcctgt ccctcttaga cttgcagctc ggtcctcttg gcagagaccc cccgcaggag 60 

tgcagcacct tctccccaac agacagcggg gaggagccgg ggcagctctc ccctggcgtg 120 

cagttccagc ggcggcagaa- ccagcgccgc ttctccatgg aggacgtcag caagaggctc 180 

tctctgccca tggatatccg cctgccccag gaattcctac* agaagctaca gatggagagc 240 

ccagatctgc ccaagccgct cagccgcatg tcccgccggg cctccctgtc agacattggc 300 

tttgggaaac tggaaacata cgtgaaactg gacaaactgg gagagggcac ctatgccaca 360. 

gtcttcaaag ggcgcagcaa actgacggag aaccttgtgg ccctgaaaga gatccggctg 420 

gagcacgagg agggagcgcc ctgcactgcc atccgagagg tgtctctgct gaagaacctg 480 

aagcacgcca atattgtgac cctgcatgac ctcatccaca cagatcggtc cctcaccctg 540 

gtgtttgagt acctggacag tgacctgaag cagtatctgg accactgtgg gaacctcatg 600 

agcatgcaca acgtcaagat tttcatgttc cagctgctcc ggggcctcgc ctactgtcac 660 

caccgcaaga tcctgcaccg ggacctgaag ccccagaacc tgctcatcaa cgagaggggg 720 

gagctgaagc tggccgactt tggactggcc agggccaagt cagtgcccac aaagacttac 780 

tccaatgagg tggtgaccct gtggtacagg ccccccgatg tgctgctggg atccacagag 840 

tactccaccc ccattgatat gtggggcgtg ggctgcatcc actacgagat ggccacaggg 900 

aggcccctct tcccgggctc cacagtcaag gaggagctgc acaaaatcaa tcgcctcctc 960 

gggaccccca cagaagagac gtggcccggc gtgaccgcct tctctgagtt ccgcacctac 1020 

agcttcccct gctacctccc gcagccgctc atcaaccacg cgcccaggtt ggatacggat 1080 

ggcatccacc tcctgagcag cctgctcctg tatgaatcca agagtcgcat gtcagcagag 1140 

gctgccctga gtcactccta cttccggtct ctgggagagc gtgtgcacca gcttgaagac 1200 

actgcctcca tcttctccct gaaggagatc cagctccaga aggacccagg ctaccgaggc 1260 

ttggccttcc agcagccagg acgagggaag aacaggcggc agagcatctt ctgagccacg 1320 

cccaccttgc tgtggccaag ggacaagaga tcacatggag cacaaattcg ggtaggatgg 1380 

agcctgtgtg gccctcggag gactgaagaa cgagggctga cagccagcct ggaagaccgc 1440 

ttggcagccc ttctggccac ggctgtttct tctttgtgct tcccgtgtgc ctccccagta 1500 

gccctcacct gcataccaac ccctccttta cccacgttgg ggctggcata agctgcttcc 1560 

ctgagaggac atgagggggg ggcggtcctc gtaccctctc ccaccctggt gtttgggdac 1620 

ctgcgtggga tgcacacgga tgacagaatc aaggcgccag gatgggcact ctgccctgga 1680 

tacaggctct accctcctcc cccaggacct gcctagtgcc agtttggtag tccccctttc 1740 
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tggccccttg gagcccacac acgtttcatc tttttcccct ctgagagcaa gaagagacat 1800 

ggcatgttct ctgggaccct ggaatcctag gtacccacat gtgtgccaaa gcctacccca 1860 

cctggcaggt gtcccacagc aacagaagga atagtagtcc ccactctttc catcagccct 1920 

accctaccct cattccccga caccctctgg cttgaaccat ggctgagcag tgccggcata 1980 

cgctttgccg gcatgcttgg atgcccagct gtgtccagag gtggcctggg accgccagtt 2040 

gcacgcctgc cacctcagcc agcccccgcc cagctcatca gtctgaatgg agttgcctta 2100 

aattggcagg tggtaccgta ctcactgccc ttggagctgt gaccggctcc tgcctgtcca 2160 

ccccttcccg aggtggctcc tgcttacctt atcatcccag ggctctgatt agccaggcct 2220 

ggtcagggtc ctggggacgg cacccagata tgcagagtca ccctgacact ggtgccgggc. 2280 

tgacctcagc tcccgaaggc tcgcacagcc tccccatcct tccttcccag cccttgtggc 2340 

tctgtccacc tgatcccaat accagcttcc cccagcccct gccaccccag agggcggcca 2400 

cgacagggag aggtgtagat gccaccatct gagggagagg aacgtggaac aggagcaggc 2460 

tctgatgctg agaggcttgc ctccgggggc tggaagcctg ggtggccggg gcccctgaag 2520 

aaggctcccc tctgtatccc ccaggtctcc tcaacactgg gctgatcctg aatggcacag 2580 

gccaagggga ggccagcctc gcctttctac ccaggccccc tgccctgccc acctcaggcc 2640 

cccaccctcc actcctcccc acggtactgt gaacgtcgtg tgactcagtg cagagacaga 2700 

taatatattt aattcatgta caaaaaaaaa aaaaaggggg gcccttttaa aagaaccctt 2760 

ggggggccca aatttaaccc gggctggcaa ggtaaaattt ttttccttat ggggggccga 2820 

ataaaaacca acttgggaat tttgggaaag aacctttttt ttgggggggg gacaaattgg 2880 

cccaacctcc ctccaaaaat taaaggcttt agggaaaaaa aaaattttta aggggaaaag 2940 

ggggaaaaac aacctccata tcctggcggt tgaaaagttt tctttccggg gtttatttta 3000 

aaaaaatttt ttccccgggg cctg 3024 



<210> 484 

<211> 1148 

<212> DNA 

<213> Homo sapiens 



<400> 484 

aagctgaagg tccttgcaag accttatctc tcctgtcctt tatagcatcc cgccatccag 60 

agoactgcca ggaacctgca tggtgagcga atgactccca gcagtgcgca ggtgattggg 120 

ccttgggacc agagtgaggc tgagataaag gggagcccag ggccagaccc ctgtcaccca 180 

cattcctgtc cccttccctt tccagccagc ccagagacca cagcagcaca agaggtggcc 240 

agcttaaaaa agtttaattg ctgaaaacat ccaaggcagg tgcgggccag tccctgcggg 300 

gctcacaccc cccttattgg accatcagct ctgtgatgcc cccttctcct ggctacaaac 360 

ctgggaagta gggcagctgg tcccagggcc ctgagactgg tgctgctcta gaaggcctgg 420 

tggggggcca gcccccaagg cccttgacca gaactggaac agcaggcaag atggggcagc 480 

gtggggtgac caaagatcct ggatgaggcc aatccaggct gggaccagcc caggtcagca 540 

gtgagaccag gggagacagg gtgcccaggg cctgcccagg gacatgctgc tgaccccccg 600 

ccaccctgca cccctggcca catgctagcg ggcagctgat gagcagcagc tgaccccaga 660 

gacagcagag gtgaaaacag tccctgggaa ctgccagagg cccagaggat gtggaagtgc 720 

ccacgggaag gcaggagtgc aggggtgaca tgtgccgggg ccagagaggt atcttccagc 780 

ttgaggatga gccgtgaggt gtgcactagg aagtggcagc acaggtgagg tggaggtgac 840 

gggggcgcag gctagtccca ctcgtcctcg tccacgcctt caaaggagtc ctgggggagt 900 

gggtcctccc ggttccccag ttttgccacc atggcattca gcagctcctc cttcttttgc 960 

tggtcagact tttcttccag gtactgcgct gaggatgggg cccgacgagc aggggcctct 1020 

cggggggctt ggctcactgg gctcatgtca ggaggctgca ggctgagaag ccagggctgc 1080 

ccattagcgc cttgcagcca ggcctcggca ctgagcacag gctcccagat cacagccgtg 1140 
tctgggaa 



1148 



<210> 485 
<211> 1256 
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<212> DNA 

<213> Homo sapiens 



<400> 485 

ttttttttga aatgaaatga atcatttaat gagaatcttc aaactgtggc actggctgag 60 

tactaagcaa atccagggga agacgtgaag cccaccaagg cgcacagcct caactccggt 120 

gcctgcccct gatctgaaat acaacatcca agagctcgag gcctttttac cacccgtttg 180 

tggagcacct gcacctttct gacaacaact ctcaagccaa ctttcagaga gaaaacatga 240 

agggaaaaaa tagatttcct ttggccagac agctctttct tcctcaataa ataggaacca 3 00 

cacttggaac aaagagacag cgtgagctcg gtgggggaag cacaagcttt attggctgaa 360 

agttcttctc aggagcctgg tctgctggga ctgcatgttc ctggatgggc tcccccaggc 420 

ctaagctcca ggtttcctct ggccttccga aggattttgt gggttacgac caattgatca 480 

aagatgactt tttcctggcg cttgctcagc tgcaaaagct tcatggtgtt ttgcaacttc 540 

ttttcttgtt caaacaattt tttatgtagt ttggtgacct ctgccttcat ttctccaatc 600 

tgctcacagt gaagggggca ctggccatcc tcggggagtg agactctcca gagaagcttc 660 

agccgcctgt aggccfccttc cagggtcagc ttggccgtgc tcacactgct cacaaacttg 720 

ctcagtggtg ctgggtgtgg accctttgtt cccagctctt gacttgtgga gctgggagcc 780 

tcttgggttt gaatgtccat ttcagcaagg agcctctgtc cctggctgat ctgtttgagc 840 

agggcctcat agtcctcaat caggcccagg acatggcggc cattcttgct ggcccacagg 900 

tggtggccag tgaccaggcg ggacacacac ggagtgctag ttgccgaact gccactgtcg 960 

caggagaggg agtccgtgtc attcccagag agtggaggag tctctgaaac tgtaaaatga 1020 

gaagtaggat gtaaaatctg tttcaggtaa cactctgcgt tcaagacgct tatgatgttg 1080 

aagctagcta ggagggctag aagaggccct cgtgcccaaa tgccacccaa cacaagccca 1140 

gaggggaaaa gaggcacgct cctggacctc tgtatattac cccacactgg gcttatgagt 1200 

catcttgtag gagaggctca agtcaactca accaacactt atcaaccacc cactcg 1256 



<210> 486 

<211> 2547 

<212> DNA 

<213> Homo sapiens 



<400> 486 

tttttttttt ttatatatat atatatattt atttattttt aaaaactcca ggggatgtcc 60 

caaagttagt aaacagttct gtttcttgtc ccttttatgg ctgcatgcag tttcaattgt 120 

tcagtacaac agatgaggca tttaaaaggt ctccaacgtc aagaaacact aac teat etc 180 

tggcatatca tattttttaa ggcagaagta ttttctgtaa tggttactac cggaggtgtt 240 

tactgggtta atttttaggt taaccaggaa ccacacatcc cataggataa ttccatttaa 300 

ctgaggttta tatcegtaag agcattacca tagaaaaatt tccctttagc aatttcaaga 360 

gacctcagcc accaatatac ctaccttctt tacaatataa agtgaaatat tactttagat 420 

gaaaattttt tgtatcttac ttagaaaaaa ttaagttgat atttaaaaga attttgattt 480 

ttaatcacct tccacaacga tttgatatac cttaaactcc actttcattt tttataagag 540 

aatcactttc aagggaaaaa aatggatgtt actatatttt aaaatctget ttataaaaaa 600 

gtgtataaat gtcaatctgc cagatatact tcctatcccc aacacagctg taacactgac 660 

taatggggtc atgaccatga agcaaatttt acttcctaaa tagaaatgtg taggtggcag 720 

aaagegtatt tttcagcagg agtgattctg ttggatctct ttacaatgtc agagcagttg 780 

ttagaaatgt tagtatttta ttcggtttct tgctgtgaag gattatcaca atgttgaagt 840 

gatggctgtt cacccagtcg tcatcaccgt catcatctca atcttgggaa tcatcagcag 900 

tgtcccccac acagagagac aggtatagtg gtgcagttta gtgacaggga atccagtctt 960 

agatcctgtt tatatcacat ttttgtgaat ttacacaaaa ttccatttat agctttaaaa 1020 

ctgtactaca taacacatta ctatactact acaaaatatc cttctctata aatgcactga 1080 

atattttctt gggcatttta ttaggccttt tttagcatta ttacaaatgc taacaacaag 1140 

atacttcaaa ccaccaaata taaagtcagc ttcttaattt tctgaaattt agttatttga 1200 
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gttaataaga attctgtagg aatactgacc catctctttt catccaacct tcaaaatagt 1260 

taagcctatt tgcccatctc acctaacctt caaaatagtt aaaacaaaaa caaacccaaa 1320 

ctagctatat ataacaagaa tctttcaatt cccaaactat tgaaagaccc taagtcagcc 1380 

aatctatgaa attatacaag atgaaggtga aaaagctgtg ctttttttta aaccattaaa 1440 

cccagttctt ttctcttaaa gttgtaagaa aatggaaaat ctgtttttaa atcatgcaaa 1500 

gatttaaata agcatttttc tatctgctct aagaaactgt ttcttatctt acaattttaa 1560 

atattcataa cactcaaact acttttttgt ggccatttat gtttttgaca ctagattgta 1620 

tggtattatt tagccaagat gtattataat gctaaattat gtataaaata tgatttctgg 1680 

aatttgtcca tcttctattg aagtgccatt attattgcca ggggaactaa aaaagaaaaa 1740 

aacagtcttg cttgcagcag gtgtctcatg cactactttc ttcaatcctt ttgtgccata 1800 

gtgggaatct ggacctttga gtgttgcaca tgctgtgtag cacacattgg gcaggatctc 1860 

tatgggttcc ttgaacatga ccctgaatgt gttagctgtc ccatcacaac taaagccggt 1920 

atcattctgt cccagggttt gctttttctc atattcaatg atctgtatat tcacttgata 1980 

atctgtaggg ccatgaatag atccatacaa gccaaatcca actafcagaga tccttctatt 2040 

aactgtgaat ctgattcgat cactcgtccc actgtaaccc cagcggcttt ctacttgctg 2100 

gaatctattg atgcagcatt cctttcccct gagacagcat cttggtcggt caatgtattc 2160 

aactcggggt ttagggttga cagtaaaatg aagaaagagg tttaccactt cacgatctga 2220 

caaaattcca gattgagcag gacctgctgc aaattcctca attgtcatca gtgggaaccg 228 0 

gattaaggaa agtgcttttc ctagaacttt ttgtttattc ccaaaagtca caggtaattg 2340 

ttgtctctga cattctgctt ctgcccagcg tacaacagct ccaaaaagtc gactttctcg 2400 

aatactgagt gtgtctctct ctaaaactgc acagagtgta tctataggca aaatacaaaa 2460 

taaacccaat tagaaatatt ttagctctct aaccaagcaa taccaacaga cacacttata 2520 

ttaagttttc agatctcaac aaaaaat 2547 



<210> 487 

<211> 1228 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (1228) 
<223> n = a,t/C or g 



<400> 487 

tgcggccgct gttaccacct cagacactgg tctaagtcca gggcagcctg ggatccctac 60 

tcctcttgac cccaaaggcc agcaacgtgg gctgacaccc ctccccgggg catctttgga 120 

cgggtcctgc atccagcagg gatgtggtca tctctgtcct ctcagggcct gggagccagc 180 

gggtctggcc gagtgttagg gtggcttcct ggtctccttc cttagcaggg agctggccac 240 

agccaaggcg cccccctgca caaacctcac gaagttgtcc ccggccagcg gccccatggc 300 

gtacaggccc tcctggcggg tgctctggta ggtgaagggg tccacgtcaa tggggttcct 360 

cttggcgctc agcggctggt caggatccac tgcaaagtca gcccctgccc caggcaggaa 420 

ggagaggtcg gggtgggagc cgatgaggac cagcaccagg gagaccccaa acaccttctc 480 

gacaccctcg aggtcctgga acacggcctg gcagtcttcc ttgaagcaca gcagctggtg 540 

cctggggagg ctgcggtaac cctcataggg gctgggcgac aggatggact gctcccgcat 600 

catctggtgc accttgtggt actcggggta cagcatcttg ggcagctggt tgaacaccag 660 

gccagggtcg tccacggccc ggcggaaggc atggatcacc gggatgttgt agtggcgggc 720 

gtagaggacc gcgtcggccg ctgacagccc cgcgccaatg atgaggacag ggtctgaggc 780 

cggggtcacc gcacccaccc ttgtggcggc ctccagggca gacagctcat ggtggatgaa 840 

gggcagggcc tccccgggga tgcccagccg ggccgggctg tcgaacgtgc ctgtggcgag 900 

gaccacgttg cgggcccaca gcgagaaggg ctgctgggcc tggttcctgg tcaggaagcc 960 

gctcacctgg aagagggggc tggagtcctg ggccccacag ctgctgggat cgggggtccc 1020 

ccactccacg gctgtgacta cagcaccgga cacaaagtta tgccccagac ccttcttgac 1080 

cacgtagtcc ctgtagtagt gggcgatgtc cccggcagtg gcccggctgt tgcgaagacc 1140 

tcttcgcttc ttctgcatcc agtccttgac ctccgaattc caccacactg actagaggtc 1200 

tacagtgggn ntcaggncng gaccccct ( 1228 
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<210> 488 
<211> 1410 
<212> DNA 

<213> Homo sapiens 
<220> . 

<221> misc_feature 
<222> (1) . . . (1410) 
<223> n = a,t,c or g 



<400> 488 

tttttttttt ttacttttac ataatctcat ttaatttaac cctcacaaca accctgtgag 60 

gtaggtattt gctccatttt acaaatggag aaatcgaggc acaaaagatt aaacatctta 12 0 

ccaaagtctg cacagccact tatatgctgg agctagaatt tgaacccagg tgtgcctcca 180 

ctttttaata ctagaccaat cttttcacgg gggaagtttc ctagattaac accctcacat 240 

cttttaagac cattccaaaa cctgcgttct gttttgcaga agccctcact gtgtttctgc 300 

tgccctgaaa cagtggaggc agacaaaggt gagtgccaag tgaggaacca taagaagtgg 360 

tagatctctg tggagtgcca taagaaccct caagagcctt aacaaaggta gttgggggag 420 

aggggaagag gtgtttcagc agctctgctc ccagcagcca tttcctctct ccagggcaaa 480 

9999tggggc tgcgaggcca gctgaccaag aaacccctcc agctcctcca gtccaagtcc 540 

agcatctttc ctacaactat tctgccttcc acttcgtctt cttccttgcc tcactctatg 600 

tcatggttac ccttaccaac tggttcaggt aagatggagt gggccttaga tactctcctg 660 

aagagctagc tattttaagg aaagagcaat tcaaggccat tccagacaca catgggtctg 720 

ccattatatt tggtgaggag gtagaacagg tctaaaagct aaggcccttc atattctcta 780 

accagagcct ttggttacac agctatgagg gagcagaact ggaaaagacc ttcatcaagg 840 

gtagctgggc caccttctgg gtcaaggttg cctcatgctg ggcctgcgta ctccfcctatc 900 

tggggctgtt actggcacca ctctgttggc cccccaccca gaaaccccag ccccttatct 960 

tgaggcgccg ccgccaccgc atcatatccc cagataacaa atatcctcca gtctaagtcc 1020 

ttttcacaaa ctggggttcc cctgacattg tactcctaga gttggctcaa ggggagctgt 1080 

ccagcccagc tcaatacctc aaggacacac agggagttat ctccgtttgg gctgaagtca 1140 

atactatgaa ctggaagaag tggtcaaaca cagtctaatg tgctgggcag agtgtctgac 12*00 

tcactggagc tactgttaca tctgcatccc agctcaagag cctaacaccc aaatcagcag 1260 

ctcaaagaac caccgctgat cccagcagac agtgtgcacc agccctttcc tggctcttgg 1320 

gcttcttata tccgtgtncc agggctgaac tccttatttt cctttctcca naggcagagc 1380 

cgagtcttca gtccctgttg gtctttcccc 1410 



<210> 489 

<211> 1050 

<212> DNA 

<213> Homo sapiens 



<400> 489 I 

caattgatac acctatcaca tggataccag attcactgga ctgactatta caacgtcggg 60 

actgggagac cagaattcgg cacgagggca gcccacaagt ccctggccgg agcagagctg 120 

aagacgctca aggactttgt gactgtcttg gccaagctgt tccctggacg gccgccagtc 180 

aagaagctgt tggagatgct gcaggagtgg ctggccagcc ttcccctgga caggatcccc 240 

. tacaacgccg tgcttgacct ggtcaacaac aagatgcgga tttctggaat attccttact 300 
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aatcacataa agtgggttgg atgtcaagga agccgatctg agttgagggg ttacccgtgt 360 

tctctctgga aactgttcca cactttgact gttgaagcct cgacccaccc agatgcactg 420 

gttggcacag gctttgaaga cgacccccag gctgtgctgc agacaatgag gaggtacgtt 480 

cacaccttct ttgggtgtaa ggaatgtggt gagcactttg aggaaatggc taaagaatcc 540 

atggactcgg tgaaaacccc agaccaagcc atcctctggc tgtggaagaa gcataatatg 600 

gtgaacggcc gcctggcagg tgagaagccc ctgggcatgg ggggctcagc acgggcggag 660 

ggaggccctg gtcctgggac agcaaggacg gcacggctgc cgtggggctt gtccctgagc 720 

tttgcggcct cgtgccaccc actgtgctga cgggatcagg acttgggtgg ctgagagctg 780 

ccagagctgc agcctttccc aggctgcttc tgtccccggc tttctagatg cfctctctcac 840 

tccgggggct cttcgacccc gtggaaatgg gtgtggctct ttcttccccc atcggtaccc 900 

actggtagcc cgttagactc tgaagatgtt tttgactctg gaaagcttgg aacgtaatta 960 

atttttgatg aggaatttta gtagtatgga aatctgttgt ccaaacgtaa accaaacctc 1020 

tcaaagtgct ttgttttgtt aaaaaaaaaa X050 



<210> 490 

<211> 4797 

<212> DNA 

<213> Homo sapiens 



<400> 490 

tttttttttt ttaaagttta aacacctttt atttgaagaa atattgcttc tagactttcc 60 

tgaagccaga attgttctat aaaagtatca tggaatatta tacatgatta aaaaacagag 120 

tatgcttcct aataacttga aatcttttta caaagcacat tattcatgat cataaatatg 180 

tttgttctgt catcccaccg atgatacaca catcaggcaa gcagctaatt tgaacatatg 240 

tacagagtct atgataaaga tttaaagtta ccaaaaagat tcagctataa catattaaat 300 

tttctttaaa agagtttacc ataaacactt aaagaaaaca taatttatct aagcacttga 360 

attatctaaa aataagaaga aaacctctct tagggtaagc aaaaacacat catcttgggg 420 

agctgaataa aagggtactg atgacfcagt gaggtaatcc ctttagctgg tatttaaaaa 4 80 

cctaatacac aacaaggata ttttcaagaa tacagatttt caaaagcaat tttgaactat 540 

gtctttaaaa gatatcagaa cttggtgaag gtcttacaaa taatcataga acacaatgtt 600 

aagaaattaa cttctcttgt ggtatgttga aattgtggag cattcatgat tttcttttat 660 

tgagaagttc ttggtgtaaa ttcaaaacta gtcatatttt atcaacattt aagcttctta 720 

gtcatgccaa gaaaaccaaa aaagatgaaa ataaaagatc tttagatctt tttctcctgt 780 

caagaaaata acccaaaata tagcaatctt aaaggtatga tgtatgatga acgctttgag 840 

gctaggcaca gagagagcag gcaatcttca ttttgtttac ttatttattt attttcacca 900 

ccaacattat tagccatgcc tttctgctaa tcgattttag caagtcgagg taaaacacat 960 

gcaacatttt ctggcaaaag cttaatgtca aacaatatgt gatccatact gtgtgtcgtc 1020 

cttgggggtt tatttgactt tgtcacaatg acagccaaca gtgagactga taagcctgta 1080 

aaaataaaaa aataagacta atcaaataga catggcattt taatctcaaa gtgcaaaatc 1140 

atctaactga aaatgacggc attgaaaaat tccagtggtt aaaaatgaat caaaacttca 1200 

ttacgcaggc agtggaagtg tgttgaaaga tttaccaggg gtgtcaagtt ttagacactc 1260 

agaaaggcac" cattctagcc atcttgattg gataacatgt atatacttat gtccctacga 1320 

tattcaaaag ataatactgt tttagtacaa aacaaacaaa caagcaaaaa atcaaaacca 1380 

agccaaccca aatatcccca gcctttcttt ctactcttgg cagatagtaa attataacga 1440 

tgagtctccg tgtgcacacc gcttgctcac atgctcacta gcttctactg cacaaaggta 1500 

cccagggtag cttggaatgt tggtggctgt gattaccttt attagtttac aaataaaaaa 1560 

gttaaaaaga aatactgtgt ttagggtaag gtaacagttt ccacctaatc aagaggagag 1620 

tgaaagagga agcgctgcct tcctaggtgc tgtgacttct ccttttcgtg attcttctcc 1680 

accttggtca acatcttccc cgctatgctg gaattacttc ggtgttctgc ggtggccatg 1740 

gtgaacatct gatgaactga aattccatcg gaatgcacag gaagatatag ttgatcttca 1800 

aaaatgtcct ttccaggacc accatactgg ggaagttctt tcgggtgcct gcgaatgggc 1860 

tgcagcctgg ggctgggccc gagctctagc tctgtcatgc catcgccact gaaatcggtt 1920 

tccagatgat tagtctcttc atgccccgtc catttttcgg tttttctcca gtgttcagaa 1980 

ttcaaatgat taacttctgg aatgtcgtta ttccattcaa gtttactctc tggacttaat 2040 

gttggtcggt tcaaatgcag ggtttgaagg tcagctggca aggtcaaatg aggtgttttc 2100 

ccaaccttat gccttgggtc ttcatctgag tcagcagagg ccatctccat tgacacagcg 2160 
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tgctcagcag agacaaccaa gaacccgtca ctttgagcag tttgagtctt atttgtttta 2220 

ttttgctcat agtgactctt cagcagtgca aatactctat ctaaatcctt caagtaatta 2280 

gtccagtcca ccagactaag tctgtagttt tgtctgtact catagatgtt ttcattcaca 2340 

ctgtgtagct cctctaggcc ttgccagttg atgtctgcag tgagacgggg ctgattaacc 2400 

ttcccatcca tcccataact gtcctctgtg taggtcatag cttcctccat ctttatttcc 2460 

aacatcaaga ttcttaggtc ttgggttgca ctgcttatat ccttgacagc ttctgagctc 2520 

cattagttgt acgtgtagct gattcaaaat gcctcgttct accgtgtgca ctgtatttgt 2580 

gagctgataa ggatctgtat tcatatcaaa atactccaaa aagccagtag caaactcaca 2640 

gaaaagaaaa ttatgcgtct cattaactgt acgcaaacac cagtaggtgt tattgttaga 2700 

actcgtgcaa gcacagaaag atcccaggtt ccagaacggg gctgtctgcc agtggttgtt 2760 

gtcatgcgtg aagcaagtga ggccaggcag gctgcactct tcccccttcc tctgccgtct 2820 

cttctccttc ctctccttct tcctcctacg gttgttctcc ttgaaaagtt gcagtttgct 2880 

atctacttcc tgagcagcct ccttgaatgg gtgaagatgg ctctttaatt tctcttgctt 2940 

ttttacacct ttctctttat tgtaatagct ttgtttactg cagctacatt cctcaggctt 3000 

ccttctcttc agatgtcctc tcacttctct taaattctta attttatctt gcagagcttc 3060 

aatctcttcg tcaatgtatg ccttatggtc cttccacgct ctggccgatt ggtacagttc 3120 

tctctcacaa tggatagagt cattgggaag aataaaacac ttgtgtgtca ctcggacagt 3180 

ggtaggtggg cccacggcgt tgctgctatc tgccagcatc ctgcccctgt tgccaccact 3240 

ggaagcctgg agatctcttg gccccttgtg gccttcatca tgacgcttag caatgtttct 3300 

tggttgcaac acttgcaatt cttcttcttc ttccagattt atgtcatata tttcaccttc 3360 

aaattcgacg gacaaggaac gtgtctgccg agtatggaca aatctgggct tgtactttgg 3420 

agtcccctgg tttctcaaga attgccgttg actctttctt tggcttctgc tggcacggta 3480 

accagactcc ctacaactgc actctttgtc tttgtcatgg aagccgcgag cgtagaggtt 3540 

ccgcgtgctc tgccggactg tgagcaggtc actgggtcct ttacacttgt gaattcgaag 3600 

cttgccagat gtatcctcaa tgcattgcca cttctgcccc ggttgttcac aggctgtctg 3660 

gtacctggcc tgctggcata gttctttgac ccgttcatat ttgggcaagt gatttgactg 3720 

ttggatattc ttgctggatt cttccttctt acgtagaaat ttgcctcttt ccactaggaa 378 0 

tgtatcacgc caaattttgg ccttcttgtt tgttcgaaac ctgttacctg gcttttctgg 3840 

gtccagaagt ttgaggacag acttgccgtc cacatcagga ggtgtgtcga gcccagcaat 3900 

atccaggatc gtgggggcca agtcaatgtt gagaacgatc tgtgggacta ttgatcctgg 3960 

ttctacactt ggaccacgaa taaaaaaagg cacacgaata tcaaagtcat atggcatgga 4020 

tttccccttg accagtccaa actgcccaat atggtaacca tggtcggcgg tgtaaatgat 4080 

gtaagtattc tccagctccc ccgtctccac gagcatgtta tacagcctct ccacagaatc 4140 

atccactgac atcaaagtct ggagcctttt gcgctgtaga atgtttgtaa attccatgtg 4200 

gatgggcagc attggtcctg tgtactgcat aatccagtgt ttatccatat ttggtgcata 4260 

gttataacta ggagttatgt gttgggaagc attggggtac agtttagaaa actgtggggc 4320 

tgagtcctcg gggccgtggg gctcggcgtg gctgatcacc atcataacgg gcctatgggg 4380 

atacattctc ttagacattt tgaagtaatt aatgctctcg ttagtgatta agtctgtgaa 4440 

gtagtccttt gcataatcaa atccatgctt ttctttgatg ccattgcgac aaacagtgta 4500 

attatagaag cgagaattct tgattaatcc aagccattct cgccacccag gggggatgta 4560 

gctgccatta tattcattga ggtattttcc aaaaaaggct gttctgtagc cagtgttgtt 4620 

aagatataca gcaaaagtcc gaggctcatg catggcctgc cacgaggggg aagagcagtt 4680 

ctcgttgttg gtgtagacat tgtgattgtg cacatacttc ccggtgagca tggaggaccg 4740 

tgacgggcag cacatgggtg tagtcacaaa ggcattgatg aaggtggccc ccccatg 4797 



<210> 491 

<211> 2480 

<212> DNA 

<213> Homo sapiens 



<400> 491 



tttttttttt ttctcacttg gccgacttta 
cctcttgggt tggaaaggac ccattgacaa 
catacattca ' agtatgcggg ggggcgctac 
ccctgctctc gggtgcggcc ctgcccctcc 
tgcctctcca tcctagcctg agagtggggc 



tttttcagga 
catggcacag 
gtcctggaga 
agaagcaggt 
ctagaggcac 



aaaacagaaa 
acgtgagcaa 
ccctgtgttc 
cacctcacca 
cctcctagat 



aacaaatgta 
taaatacgca 
gggcacctgt 
ggcccagatc 
ggaactgcca 



60 
120 
180 
240 
300 
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gccctggggg ctgtggggcc atggtagggc ccttggcagt cttgggaggt gccaaggctg 360 

ggtctggaca ggaggaggca acctcaggcc cctggggccc atctcaggct ccagcaggtc 420 

ctgccagtcc taggatcccg aacttggtgc cctgtgagcc ccctccccat ggagagagca 480 

gtgatgtcat ctcccccagc tggtgggagg aggggggttc tcatatgggg ggtctgcagg 540 

gttgagctga gtgaagcctc cccagcttcc actgaccacc cccccacttg ggtgagggtc 600 

acagagcctg gtgctacctc ccaccctgac tgggcactgc tcttgctgcc agtaagcatc 660 

cctaggacca ggccctgccc tttttcctgg cttggggttt tggaatgtcg aagttcatgc 720 

ccagccattc cctctgcttt agagataggc ccggctcctg tcgaggcccc tgcagggccc 780 

tgggactcgg cggggggcac ctcagggctg ccactgcagc ctggtctgcc atgcgtggtc 840 

tggggggcct tctgtggttg ctgacctctg gccggggagt ggggagacag gcttggaggg 900 

agccctgccc caggacgaag ctggaggggt ggagcatgcc tgtcacacgg ccatcccaag 960 

accagctctg gggggacaga acatggccct gtccttggtg gccccaagag gcggctcaga 1020 

gacacctttg gggagggtga gggagacagc agggtttcac atttggcagg gcagggcaga 1080 

acgggaaggg cttgggggag aggatgcggg agtctgacag caccaggtcg gggccgacat 1140 

gccgaaggcc ccgtccggcc tgcggcaggg gcagaaggga ggaagctgag ggccatgggg 1200 

gccagcccgg gatggaagca cgccctccca ccacgggcag cttggcctga gcctgtcgcc 1260 

ctgggtcggg gaggccgtgg ggctgcatgc ccagtgcctg tcctcggcaa tggcctcggg 1320 

aggacgtggc tgtgactgtg agaccggcgt ccaggagtgg gggcagggtg ggcctggcgg 1380 

tgggcacagg gccttagctc gcaccaggct ggcactgctg ctggggctcg ggcgggccgc 1440 

ctgccccctg ctccgggccc cccggcgagg tccacccgct gctcgtccat gcgcttagcc 1500 

tgcacccfcct gaatgaggct gaagaagtcc tcgtccggca tggtagggcc ccggggcagt 1560 

acgtcaggtg gtgggcagcg ctggtcatcg atcctggagg actggtactt gatgagcatg 1620 

ttgaagaagt cgtcccccgg ctcctggggc tcgccgtggc ctcggaggtg ccctgcattg 1680 

ctgtgggtga ttcgcagccc cggcaggctg cccacgctgg cccgctggtc gtccagccgg 1740 

cggctctggg agctggcgat gaggtcgaag aattcctcgg tctggggcga ggccgtcatc 1800 

gagggctggg cgatcctgtc ctccagggtg ggggcggccg tggcctcggc agccccggcc 1860 

tggccatcgt ccaggggaca acgctggtcg tccatgcggc tgctctggaa cttggtcaac 1920 

aggtcaaaga agcactcctc gtccgaagac ggggccctcg ggatgctcgt gcgtggcacg 1980 

tgcacccgga cgtcggcgct gtccagcggg gagtggctgc cctcccgggg cctcctctca 2040 

gcgtccgggc cttcctggta cttcctgctc ctcacgggga ggggtagcga gtccctgctg 2100 

ggcccccgcc agtcccctga atggtggctg tctccattct gctcccgctc cagggggagt 2160 

ctcagcaggt cccaggtctc cgcgctcagc ctctgcgtcc tcttgggtct ggccccctgg 2220 

gcctcatagc cggccaggtc aggcttctct gaggctgccg ggctggtcag gcggccgagc 2280 

accagctgca gctgcgccac gttcatgcgg gccgtgagct ccccatggcg gtccccgatc 2340 

tcctgggaga tctgcaggtg cttcttggcg aaggtcaggg cctgcgctgg gcgccccatg 2400 

gacacgtagg catttcccag gcfcccagcac gcccggccct cgcccactct gtcggccagc 2460 

tcctgggcaa tgagcaggtg 2480 



<210> 492 
<211> 738 
<212> DNA 
<213> Homo sapiens 



<400> 492 

ggaattcggc ggccgacctg gccatctttg ccctttgggg gctcaagccc gtggtctacc 60 

tgctggccag ctccttcctg ggcctgggcc tgcaccccat ctcgggccac ttcgtggccg 120 

agcactacat gttcctcaag ggccacgaga cctactccta ctatgggcct ctcaactgga 180 

tcaccttcaa tgtgggctac cacgtggagc accacgactt ccccagcatc ccgggctaca 240 

acctgccgct ggtgcggaag atcgcgcccg agtactacga ccacctgccg cagcaccact 300 

cctgggtgaa ggtgctctgg gattttgtgt ttgaggactc cctggggccc tatgccaggg 360 

tgaagcgggt gtacaggctg gcaaaagatg gtctgtgagc ccgggctgcc tcctggtggt 420 

ggccattgtc ccccatcggc ccctcagcct tgcaccccag cactgagaag ctacatttcc 480 

ttcctgtgct ctggactgct gcccttgtcc ccgaggagtg tcccgcgcag ccacacctgg 540 

caacagcagt gtgggctgca gggctccgtc tgcacgtgga cttgccctgg accttgagtg 600 

tggccctccc tttctgggcc tccccaggtg aggcctggcc ctgccccacc atgacctggg 660 

tgctctgagc ccacggttcc cacggagctg acttctccgg ggtgcctgtg ccctacatta 720 
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738 



<210> 493 
<211> 574 
<212> DNA 
<213> Homo sapiens 



<400> 493 

caagaaagcg gcttcagctg taaaggacct ggccagaatg tggctgtgac cagggcacac 60 

cctgactccc aagggaggcg gcggcggcct gagcgggggg cccgaggagg ccaggtgttt 120 

tacaacagcg agtatgggga gctgtcggag ccaagcgagg aggaccactg ctccccgtct 180 

gcccgcgtga ctttcttcac agacaacagc tactaagcag catcggacaa gacccccagc 240 

acttgggggt tcaggcccgg cagggcgggc agagggctgg aggcccaggc tgggaactca 300 

tctggttgaa ctctggtggc acaggagtgt cctcttccct ctctgcagac ttcccagcta 360 

ggaagagcag gactccaggc ccaaggctcc cggaattccg tcaccacgac tggccagggc 420 

cacgctccag ctgccccggc ccctccccct gagattcaga tagaatgtga cctctaggca 480 

tgatttgcta ggggtgggag cagcatcttt ctgtcaccat tgtgtgaaca gcagggtcag 540 

atgttcctag tgatatcacg ggaagccttg tttc 574 



<210> 494 

<211> 1179 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1) . . . (1179) 
<223> n = a,t,c or g 



<400> 494 

acgtaattgt gcatgcgcgg cccatccgca cgcgggctag caagtactac atccccgagg 60 

ccgtgtacgg cctgcccgcc tatccggcct acgcgggcgg cggtggcttt gtgctttccg 120 

gggccacgct gcaccgcctg gctggcgcct gtgcgcaggt ' cgagctcttc cccatcgacg 180 

acgtctttct gggcatgtgt ctgcagcgcc tgcggctcac gcccgagcct caccctgcct 240 

tccgcacctt tggcatcccc cagccttcag ccgcgccgca tttgagcacc ttcgacccct 300 

gcttttaccg tgagctggtt gtagtgcacg ggctctcggc cgctgacatc tggcttatgt 360 

ggcgcctgct gcacgggccg catgggccag cctgtgcgca tccacagcct gtcgctgcag 420 

gccccttcca atgggactcc tagctcccca ctacagcccc aagctcctaa ctcagaccca 480 

gaatggagcc ggtttcccag attattgccg tgtatgtggt tcttccctga tcaccaggtg 540 

cctgtctcca caggatccca ggggatgggg gttaagcttg gctcctggcg gtccaccctg 600 

ctggaaccag ttgaaacccg tgtaatggtg accctttgag cgagccaagg ctgggtggta 660 

gatgaccatc tcttgtccaa caggtcccag agcagtggat atgtctggtc ctcctagtag 720 

cacagaggtg tgttctggtg tggtggcagg gacttaggga atcctaccac tctgctggat 780 

ttggaacccc ctaggctgac gcggacgtat gcagaggctc tcaaggccag gccccacagg 840 

gaggtggagg ggctccggcc gccacagcct gaattcatga acctggcagg cactttgcca 900 

tagctcatct gaaaacagat attatgcttc ccacaacctc tcctgggccc aggtgtggct 960 

gagcaccagg gatggagcca cacataaggg acaaatgagt gcacggtcct acctagtctt 1020 

ttcctcacct tcctgaactt cagacaacna ttggccantc tcccactgga aggctgtatc 1080 
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ccctcaagan ggagccaagg aatgtttttc ccctggagat gccacactaa ttaattttcc 1140 
ccatatggtt taancaaccc cttgggtgaa aaaanccaa 1179 



<210> 495 
<211> 900 
<212> DNA 
<213> Homo sapiens 



<400> 495 

atggcttctg cfcgcctgctc catggacccc atcgacagct ttgagctcct ggatctcctg 60 

tttgaccggc aggacggcat cctgagacac gtggagctgg gcgagggctg gggtcacgtc 120 

aaggaccagg tcctgccaaa ccccgactct gacgacttcc tcagctccat cctgggctct 180 

ggagactcac tgcccagctc cccactctgg tcccccgaag gcagtgatag tggcatctcc 240 

gaagacct cc cctccgaccc ccaggacacc cctccacgca gcggaccagc cacctccccc 300 

gccggctgcc atcctgccca gcctggcaag gggccctgcc tctcctatca tcctggcaac 360 

tcttgctcca ccacaacccc agggccagtg atccaacaac agcatcacct gggggcctcc 420 

tacctcctgc gacctggggc tgggcactgt caggagctgg tgctcaccga ggatgagaag 480 

aagctgctgg ctaaagaagg catcaccctg cccactcagc tgcccctcac taagtacgag 540 

gagcgagtgc tgaaaaaaat ccgccggaaa atccggaaca agcagtcggc gcaagaaagc 600 

aggaagaaga agaaggaata tatcgatggc ctggagactc ggtcctgttg ctgtcctttg 660 

ccctcatcat cctcccctcc atcagccctt ttggccccaa caaaaccgag agccctgggg 720 

actttgcgcc tgtacgagtg ttctccagaa ctttgcacaa cgatgctgcc tcccgcgtgg 780 

ctgctgatgc tgtgccaggc tccgaggccc caggaccccg acccgaggct gacacaaccc 840 

gagaagagtc tccaggaagc cccggggcag actggggctt ccaggacacc gcgaacctga 900 



<210> 496 

<211> 4235 

<212> DNA 

<213> Homo sapiens 



<400> 496 

tttgaacact gcaaaaggct tttattttat aggcaccact gcaaaatgag gaatcacatc 60 

aaaacatatc aaatagaaaa taataattta ttttaacttc attttactgt ttgtaactaa 120 

tcatgatttt gtgaacttgc ctgtataagt ctgtaccttc aaatctacaa agcaaaagtt 180 

tactacaatg agcacttaaa attccacaaa ccgtctccat ccacaacttt cctgtacatg 240 

caaattcttt cagtgggctg caatatttgc aaacatgctt taaacttcca taaagatgca 300 

agatattttg ctttctgcta aaacctttac actctcttgg gaaccttaac caggaaaatg 360 

tttaaatgta tatcccaact ctaaacgctg ccggtttggt tatatgtatt aaatcgttaa 420 

ccaccgggtt gggtggtttt gagttgaaac cttcacctaa atgataatat cttaacggtc 480 

acgcatatga aacacattca gtaacgtacc attataaaat agggttccat taaaaataca 540 

tactggcagt tgtatttgtg ttttaggcag gaaaaaaagc gtgtttaact tttttatatg 600 

aatatagttt aaacaagtta ttctgtgaaa gtatgcttaa taaaagatct ttctgaaatt 660 

taaacacttt atgtaaaagg gtacaggtag aaaagtacaa ttgctatttg aaaaaagctc 720 

tgtttgttaa tattgccttc caagatagta agggtgtttt tctctctctt cccttaaaat 780 

agacctatga cacccagagt tgtagggttt gcaaatttgg actataaaca tgaagaccgt 840 

acttatctta tatacaaaaa cttgccgcat tgaacgaggc aggaatttct accccagtgg 900 

tagtggtctc ctttatgtac ataatgcaga agtgaaaatt atacagtagt caccgatagg 960 

aaggaattgt atactctagt gccgtccggg gattttgtgc cgtgggttaa gagttcttgg 1020 
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atcgtcatcc agttatcgaa gattttctta ttcctcttct tcatcatctt tttgtggctc 1080 

agttcgagaa tgttcatctc cttcctgtca tcggctgctt gctgctcctt gagacaatcc 1140 

aacctgctct gcatcatgaa ctcgcgccgc cgccgctgct ccttggcctt caccaggtgc 1200 

tgcttcctct cctccttgct ccagtagcgc cccatcttca tctcgctcac cgcgtcgtcg 1260 

tcggtggtca tgccgctgcg ctcttcccgg atcttcaggg cgcgctcccg cagcaggcgg 1320 

tcccgcacgg gcctcttggt gatgtagcgc gtcccgtcgc tgcggatctt caccttccac 1380 

tccatgcgcg gctccgacgg ggtgggagag ctcaggtcct tgcacatgct caccaggctc 1440 

atctggcttt gcgcgtactc cacggccgac ttctgctgga tcagctgcat gtagctctgg 1500 

tagtgctggg cgtgcgccgg gatgtgcgcg tgcttgtatg gggagtggtg ataggagggc 1560 

aggtaggcgc tgcccagctt ctggctgggc gtggggctcc ggctcccgtc gctggctctc 1620 

cgctctttgc tttccagggg ctggttgggg tccagctcct tcagggacgg gctataggta 1680 

ggggtgccca cttcgggatc ttccgtgatg gagagcagat tcttggaggc tggcccgtag 1740 

gcttccgtgg tccccacagc cccttcgctg ctcgggcagc tgatgccctc cgccgctctc 1800 

ctcaaggagt tgtcggggga gatctccagg gtgagcgggg tgctgcggca gctctcgcct 1860 

gtgttgtagg cgctcgagct gtccttgtcg gatttctccg ggagctcggt gatatctgag 1920 

agctcgtgtc tgcgcacgtc gatgctggtg ttgtagttgc ggaagccgct gttgtgcagc 1980 

atccaggact cgcggtactg ctccttgagc tgctgcatct tgtgggcgcg cacgatgctc 2040 

aggcactcca gctcgatgct gcgcagctct tcgttcagca gctccagctc cttgtccacg 2100 

ctctcagggt .cactcttgcc ggcgtccagg gggccgctag ggtagtacag gccgtaaggg 2160 

gtggcgctct tcacctggca cttgagctcc aggagctcgc ggaagcgctc gcactcgtcc 2220 

accgggatcc ccaggtaggc ggcgcccgtg cactcgggcg aaatgaacga cttgttgctg 2280 

aagggcaggt cgccgctgcc caaggtgtcc tggctgcagg tgagcttcct ctgccccgcc 2340 

agcgggttgg aggatgcggt ggcgfccgtcg ccattgttct cttgctccga gctctcgtca 2400 

ttacgggtgc tctcgtcggt ccgccccaca ccgctgtcct tctcgtgctg gttggacaag 2460 

atggtggctg tatctgtggt cccaccgtct tcgtcgtgct tcttctgctg cagcacgcta 2520 

gctgtgaatt gcatggcctg gtggtgctgc tcctccagca tgtccatgtg caggtcatcc 2580 

agaaagtcgt tcctgtcatc atccatccag ccctcatcca gctggagttc agcccttgca 2640 

atcagcaatg aaaagttttt attttcttca ctggttagaa gagccacagc ctcttcacgg 2700 

ttctgcacct ctatcccatt aatctggata atgcggtctc cttctcggat gcgcccatcc 276 0 

ttggctgcaa tgctgttagg gtcaatctca ctgatataaa tcccaatgtc gtcttcatcg 282 0 

tccgtccggt agcacacagt gaggcccagc ttgtcctggc tgttcattct gtagaggtcc 2880 

acttcctcca gctccagctc ctccctgtcc atctcctgat ggatgtctcc aatgtagtca 2940 

tttggatcgt agtattcatg ggctgaggga tgctcctctg gcaagagata gggatccagc 3000 

acgggtgggc tgggagagga catcttagtg agggccatga tatgttcaaa ggtgatgtcg 3060 

gtttgggttc ccgtgtccac cagctgagac tctgatggag gcgtgaacat tttggtcctt 3120 

ggtgttcttc tcaacacctg caccactatg ggctccttgg ctgtcttgaa agcttccaca 3180 

gcctggtcat gagttgctct ggataagtct ctgccgttga cctcaataat cctgtcatga 3240 

atttgcaggc ctccttcctt ggctgcaggc ccactgtcaa ctatcttgga tacaaagatt 3300 

ccttcactgg atgatccatc gtggttatcc acactcggcc ggccaccaat aatattgaat 3360 

cccagggagc cggagtcccg atgcaggaca agagtcagac ttttggtttc ttcgcccttg 3420 

ccgccgggcg gcgcggccac gcagcggctg agcgagtcga ggcgcgcgct gtattcggtg 3480 

aatttcttct ggtagcgcag cgcggtcatc tgcagctcaa gctgcgccgc ggccagctgg 3540 

gccaccagcg acttctcgcg cttcccagcg cgcagcgcct ccttcttgag cgccttgtgc 3600 

agcgcgccca ggcgggcctg gagcgcgccg ttgtgcgccc gcagcgctcg cgcgcagcag 3660 

tggccgcccg cgcgctgctc gccgtgcgtc aagggtagcc cgcagccctc ctggcagcgg 3720 

cccactggcc gcgcgtcgca cgcgtcgcgc atgtgcgcct ccacgtcgcg ccgcagcagc 3780 

acctggccgc aacccgcgtg gcgacagcgc gcgggcgcga agtcgcagcg ctcgaggtgc 3840 

tccggcagct gctgcagctt gaccacccgg ccgcagccgc gcgtcgcgta cgcgcacttg 3900 

atgtccagct tgaggataag gcgcttgagc ggcaggacgt ggttgagctc tttggccgac 3960 

aggcgaccgc ggcagcgcgc cgggcagctg ccctcctgca ccacccaggg cagcacgcag 4020 

ccggcgcaga agacgtggcc gcacggcgtg gtcagcgggt cctccaggac cttgtggcac 4080 

agcgcgcact tcaggtccgg gtccacgtcg ccgtcgaagc ggtccagctc gaagcccatg 4140 

gtggcggcca ggccccgggg tcgccgccgg gcggccgggc gccccctccc tccccacgag 4200 

gcggcccaga caggccggct acgccgcccg cgcgc 4235 



<210> 497 
<211> 498 
<212> DNA 
<213> Homo sapiens 



263 



WO 01/53455 



PCT/US00/35017 



<400> 497 

tttttttttt ttagtagaga tggggttttg ccatgttggc cagggtggtc tcacactcat 60 

aggctcaagt aatctgcccg cctcagcctc caaaagtgct gggattacag gcgtgagcca 120 

ctgtgcccgg cctgacttca aatcctgtgt tgaatagaag tagtgagagc gggcatcctt 180 

ctcttgttcc tgatcttgga ggcaaagatt tcagtctttc atctaaaatg actgaaagac 240 

tttcagccat gggccttgca tgactggcct ttattttgtt gcagtatatt ccttctcttc 300 

ctggtttgtg gagtgtttta ccaggaaagg gtgttcaggc tgggcacagt ggctcaagtc 360 

acacaaaagt gtcaagtcag ccctgcccaa gggccccagt gcccatcttc ctgctgaggg 420 

gctgggcctc accttggctg gctgggcccc tcccacctgg atccctgcag accccaccgc 480 

actcagcctc acacgaaa 498 



<210> 498 

<211> 421 

<212> DNA 

<213> Homo sapiens 



<400> 498 

ctcgcaggcc gcaaggtgct gctcttcgtc tcaggctacg tcgtgggctg gggtcccatc 60 

acctggctgc tcatgtctga ggtcctgccc ctgcgtgccc gtggcgtggc ctcagggctc 120 

tgcgtgctgg ccagctggct caccgccttc gtcctcacca agtccttcct gccagggggg 180 

gtgagtgttc agccccaggc cccaggcccc taggccctct ctgactggcc aggacccttc 240 

tcagtgccag gggctgtgcc aaggcctgct gtcaggaccc taactctcag tgaccctagg 300 

agatgagcac acaccccctg aactcagaga ccccagagtg gtcacgtgat agcctagcaa 360 

acgctcttca ttataagaaa caggaacggg cgtatgcaac tgctctggta agtcaggtta 420 

ry 421 



<210> 499 
<211> 572 
<212> DNA 

<213> Homo sapiens 



<400> 499 

tttttgggct ccgggacccc cgggagtggg agcggcagtc ggggacgcct caactcgttc '60 

actcagggaa tcctgcccat cgccttctcc aggccgactt cgcagaacta ctgctccctg 120 

gagcagccag gccagggcgg cagcaccagc gccttcgagc agctgcagag gtcccgacgg 180 

cgcctcatct cccagagatc ttccttggag accctggaag atattgagga gaacgcccct 240 

ctccggagat gtcgaactct ctcaggttca cccagaccaa agaattttaa gaagattcat 300 

tttatcaaga acatgcggca acacgatacc aggaatggca gaatagtcct tatcagtggc 360 

agaagatcct tctgtagtat attttcagtg ctgccgtatc gcgacagtac ccaagtcggg 420 

tatgtatatg catgcatgct ttgtagttct ctgggtgaaa agatctcaca ccaatgtaca 480 

taatgtggcc atcctttcca ttttcaagaa gttgccttgc tttgatactg caaattcagt 54 0 

atttgtacac tggaatgata aaaagatgtt cc 572 
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<210> 500 

<211> 1642 

<212> DNA 

<213> Homo sapiens 



<400> 500 

atgagacgct ttttaagcaa agtctacagt ttcccaatga gaaaattaat cctctttctt 60 

gtctttccag ttgtgagaca aactcccaca cagcacttta aaaatcagtt cccagctctg 120 

cactgggaac atgaactagg cctggccttc accaagaacc gaatgaacta taccaacaaa 180 

ttcctgctga tcccagagtc gggagactac ttcatttact cccaggtcac attccgtggg 240 

atgacctctg agtgcagtga aatcagacaa gcaggccgac caaacaagcc agactccatc 300 

actgtggtca tcaccaaggt aacagacagc taccctgagc caacccagct cctcatgggg 360 

accaagtctg tgtgcgaagt aggtagcaac tggttccagc ccatctacct cggagccatg 420 

ttctccttgc aagaagggga caagctaatg gtgaacgtca gtgacatctc tttggtggat 480 

tacacaaaag aagataaaac cttctttgga gccttcttac tataggagga gagcaaatat 54 0 

cattatatga aagtcctctg ccaccgagtt cctaattttc tttgttcaaa tgtaattata 600 

accaggggtt ttcttggggc cgggagtagg gggcattcca cagggacaac ggtttagcta 660 

tgaaatttgg ggccaaaatt tcacacttca tgtgccttac tgatgagagt actaactgga 72 0 

aaaaggctga agagagcaaa tatattatta agatgggttg gaggattggc gagtttctaa 78 0 

atattaagac actgatcact aaatgaatgg atgatctact cgggtcagga ttgaaagaga 840 

aatatttcaa cacctcctgc tatacaatgg tcaccagtgg tccagttatt gttcaatttg 900 

atcataaatt tgcttcaatt caggagcttt gaaggaagtc caaggaaagc tctagaaaac 960 

agtataaact ttcagaggca aaatccttca ccaatttttc cacatacttt catgccttgc 1020 

ctaaaaaaaa tgaaaagaga gttggtatgt ctcatgaatg ttcacacaga aggagttggt 1080 

tttcatgtca tctacagcat atgagaaaag ctacctttct tttgattatg tacacagata 1140 

tctaaataag gaagtatgag tttcacatgt atatcaaaaa tacaacagtt gcttgtattc 1200 

agtagagttfc tcttgcccac ctattttgtg ctgggttcta ccttaaccca gaagacacta 1260 

tgaaaaacaa gacagactcc actcaaaatt tatatgaaca ccactagata cttcctgatc 1320 

aaacatcagt caacatactc taaagaataa ctccaagtct tggccaggcg cagtggctca 1380 

cacctgtaafc cccaacactt tgggaggcca aggfcgggtgg atcatctaag gccgggagtt 1440 

caagaccagc ctgaccaacg tggagaaacc ccatctctac taaaaataca aaattagccg 1500 

ggcgtggtag cgcatggctg taatcctggc tactcaggag gccgaggcag aagaattgct 1560 

tgaactgggg aggcagaggt tgcggtgagc ccagatcgcg ccattgcact ccagcctggg 1620 

taacaagagc aaaactctgt cc 1642 



<210> 501 

<211> 2629 

<212> DNA 

<213> Homo sapiens 



<400> 501 

tttcgtctgg gacgaggtgg cccagcgctc agggtgcgag gagcggtggc tagtgatcga 60 

ccgtaaggtg tacaacatca gcgagttcac ccgccggcat ccagggggct cccgggtcat 120 

cagccactac gccgggcagg atgccacgga tccctttgtg gccttccaca tcaacaaggg 180 

ccttgtgaag aagtatatga actctctcct gattggagaa ctgtctccag agcagcccag 240 

ctttgagccc accaagaata aagagctgac agatgagttc cgggagctgc gggccacagt 300 

ggagcggatg gggctcatga aggccaacca tgtcttcttc ctgctgtacc tgctgcacat 360 

cttgctgctg gatggtgcag cctggctcac cctttgggtc tttgggacgt cctttttgcc 420 

cttcctcctc tgtgcggtgc tgctcagtgc agttcaggcc caggctggct ggctgcagca 480 
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tgactttggg cacctgtcgg tcttcagcac ctcaaagtgg aaccatctgc tacatcattt 540 

tgtgattggc cacctgaagg gggcccccgc cagttggtgg aaccacatgc acttccagca 600 

ccatgccaag cccaactgct tccgcaaaga cccagacatc aacatgcatc ccttcttctt 660 

tgccttgggg aagatcctct ctgtggagct tgggaaacag aagaaaaaat atatgccgta 720 

caaccaccag cacaaatact tcttcctaat tgggccccca gccttgctgc ctctctactt 780 

ccagtggtat attttctatt ttgttatcca gcgaaagaag tgggtggact tggcctggat 840 

gattaccttc tacgtccgct tcttcctcac ttatgtgcca ctattggggc tgaaagcctt 900 

cctgggcctt ttcttcatag tcaggttcct ggaaagcaac tggtttgtgt gggtgacaca 960 

gatgaaccat attcccatgc acattgatca tgaccggaac atggactggg tttccaccca 1020 

gctccaggcc acatgcaatg tccacaagtc tgccttcaat gactggttca gtggacacct 1080 

caacttccag attgagcacc atctttttcc cacgatgcct cgacacaatt accacaaagt 1140 

ggctcccctg gtgcagtcct tgtgtgccaa gcatggcata gagtaccagt ccaagcccct 1200 

gctgtcagcc ttcgccgaca tcatccactc actaaaggag tcagggcagc tctggctaga 1260 

tgcctatctt caccaataac aacagccacc ctgcccagtc tggaagaaga ggaggaagac 1320 

tctggagcca aagcagaggg gagcttgagg gacaatgcca ctatagttta atactcagag 1380 

ggggttgggt ttggggacat aaagcctctg actcaaactc ctccctttta tcttctagcc 1440 

acagttctaa gacccaaagt ggggggtgga cacagaagtc cctatgaggg aaggagctgt 1500 

tggggcaggg gtgtaaatta tttccttttt ctagtttggc acatgcaggt agttggtgaa 1560 

cagagagaac caggagggta acagaagagg agggacctac tgaacccaga gtcaggaaga 1620 

gatttaacac taaaattcca ctcatgccgg gcgtggtggc acgcgcctgt aatcccagct 1680 

acccaggagg ctgaggcagg agaatcgctt gaaccgggga ggtggaggtt gcagtgagct 1740 

gagatcacgc cattgtactc cagcctgggc gacaaagcaa gactccatct caaaaaataa 1800 

ataaataaaa aaataaaata aaatggtctg gatttggtca acaccttatt cagtaaatcc 1860 

ttaatttacc ttgagacata caaagacatt cttttaaaga gctattttct tggtattgca 1920 

caaaggttaa ttttaaagca atccaggcaa gtaagctcac aaaaagaagt acattcatct 1980 

aatccattta gcaaatgttg caaatcagct tccaccaata aaacgtagaa atctgtgaaa 204 0 

ctctatcctt cgtgtcagtt ttaacattgt gttgatggca gccatttcag gcagaggtag 2100 

ccaagttcca tatatatggg gaaggcaaaa agcagaaaaa cattgcagga gacttagcag 2160 

ttctctggct tctaatgact atagagcaat ttcgaatatg agccatgttt ctatgcagaa 2220 

ttcttctttt atgccttaaa cacaaaagag cttgttgctg ccttgggcag atatactgga 2280 

attgtcctct ttgagcttac tttctctttt ctctaaggtc aagtaaaaaa tgtgagacgt 2340 

tttcatatac cacaaaggta atacagcagg ctggagtcac tctaatcaaa ttaggagcaa 2400 

ttcccttgta aaatccaccg acgccttctt tcctccatgt ctttgtgatt acatctatta 2460 

caccactgta aaacatgtgt tgatcctgaa gacgagctct tacgacttga tatgggtatg 2520 

ttgctgcgac agcaaatatt ttggatagtg ctgcaacaga tatatattct actgtgctca 2580 

actgggcttc tggtaatcta ttgatatgct ggttgtactt caacttcag 2629 



<210> 502 
<211> 997 
<212> DNA 
<213> Homo sapiens 



<400> 502 

cgttctctcc tgcagggaaa gctcacaact cctcacagcg atctggtatc ttgagcgtca 60 

gtttctggcc gaaactgggg gctcctgact gaactccctc ccacctagaa aaccttctgt 120 

gcagtctgat tgctccaaca cccacagagc aggattcagg tatcccggag accttgggag 180 

gtccccatcc agaggtctgc tgtcctgcca ggcttggggc agcagggact gggaccccac 240 

tcagacctct ctggggcaaa tgttttggtt ctcacaacag ccctagtgaa atcaatccta 300 

gatactccca tttggtccca ccaaggccat ttaatttctc tgtaaagggt aagatgacac 360 

aaaagagcca actatggaaa cggtgaggtg ggagtctgaa ccgatttagc tgttctcagg 420 

gcgcacaggg tgttgacggt ggttttcatc tgccacctgc ctccttgaga cccagctggc 480 

ctgagtgtgc acgaaatggg accttctcct tgggtccacc aggctgggag gcacccctag 540 

gtacccggct cctcatcaca gcggcagccc tctcggttcc acatctggtt ctcctgacga 600 

agccgctggt tttcggtccg gagcctctgg acctcggcag ccagctcctc cacctggcgg 660 

caggactgct ggccggtgca cgcctgcagc tgctgcagcc tcctagtctc ctcctccgcc 720 

tgcgacagcc gcttctccag ctccaggtag tctcgcacca gctcctgctt gctgcggccc 780 
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tgcaggctct cggtgtggaa gcgttcgtaa gtctcagaga agtccttccg ctggaactca 84 0 

ccgtgcgctc ggccccgccc atcactgtcc ccggcctcac tctccccact ggaacctggg 900 

tgggagatcc catggggcac atccaagttg ggctcctccg ggtccctgtc attcatcagg 960 

aactgggtgg tgttgtaggg aattccacca cactgga 997 



<210> 503 
<211> 1586 
<212> DNA 

<213> Homo sapiens 



<400> 
aaatgcacat 
ccatggcttt 
ttctcagtgt 
ttgacaggaa 
ctatgtttct 
agggaagaaa 
gtattttatt 
cacatttaca 
gttctttcct 
atacgaactg 
ctaggtgggt 
gtatttaaat 
aaaagaaaaa 
caggctgacc 
ctctccagtg 
aagggtttct 
cttcctgtaa 
tccactcttc 
cagtctcacc 
aggctccaat 
ttcccgtgac 
tagggctctg 
gtcacagctt 
cgcggtgccg 
tcaggacttc 
ccgtgcattt 
ccggcctcgc 



503 

ctcatggcag 
agctacctca 
agggcagaga 
tacttaactc 
attctaagta 
caaagttgaa 
tcaagtgtca 
ctcacactgc 
ctcctctttc 
taaaattcaa 
ggatatattc 
tgaaggataa 
gacaagagca 
aaagagtggc 
agtttcaagt 
aggaaggttt 
actactttca 
cagttttagc 
agagtacttc 
tatgccacca 
agtctttgcc 
ggacgtaggg 
cggcagcaaa 
gtggcggcac 
aagtcctcgc 
gacccaggtt 
tttgcggacg 



ctaagccaca 
ctatgcfcgct 
ggtctaacac 
aataattctt 
attcctgtat 
ccgtttcttt 
aagaaatcat 
ttccaggacc 
cagtgatttc 
ctttgatctt 
atgtatgcat 
gtaaagtgag 
agccactgcc 
ctgtctgttg 
tcagagcact 
agcagtgctt 
attttctcag 
tcatggagtg 
tgaaatgcca 
gccaccaggc 
aaacagctcc 
aagccgcttc 
gactcgggga 
ctccatggcc 
ggacgtgccg 
aaccctctgc 
cgtggg 



tggctgggat 
tcacaaacct 
caacataagg 
ttcttttcca 
tctacagcag 
aataatgctg 
ctttgtttat 
caagggtttc 
tagaataccc 
ttgcgaaatg 
atattgatag 
agtacaacag 
accacaggta 
gcattcatcg 
ttcagtcctt 
caattttctt 
ggaggtgctc 
cctttcgatc 
tcagcaggcc 
cacgcaggcc 
cggaggcggt 
tgacgctcct 
aataggcaca 
ttctctcgac 
cgggagagcg 
cagagggctc 



ttaaagcctt 
tgctcctgtg 
tactagcagt 
tttagtaaca 
atactttgtc 
atctactttt 
ttagatgaaa 
acagaccatt 
tttcaaagga 
ttttatttac 
attaatacaa 
ccccattctt 
ccagcactta 
gacatggcag 
gtcttgttta 
agcatcattc 
agtaacttgt 
cttctgtttt 
tcctacagga 
tacgtttatc 
cccatccaga 
caaggacttc 
atgctctaca 
ctacggacaa 
taactgtacg 
gacacccaca 



tagagccagc 
taaaactata 
gtttcccgta 
gttgtgatga 
agcaatacta 
tgttgaattt 
ccaaacacta 
tgcctacctg 
ccacatgaat 
tgcttaaaat 
acataagtat 
agttaaaaag 
aatttgtcag 
ctcccttcag 
tctattactg 
tcaggttcat 
agtctgcctt 
ctttcctgaa 
gtgcccagca 
ctaaaaagac 
ttccgggtaa 
cgaatcggca 
gagaaagctc 
acttgagcgc 
aggtgagaat 
ccttcagtcc 



60 
12 0 
180 
240 
300 
360 
420 
480 
540 
600 
660 
72 0 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1586 



<210> 504 

<211> 1442 

<212> DNA 

<213> Homo sapiens 



<400> 504 
cggggggcgt ggggctgggc ccagccggac 
gtaggcgtct gtgtgcgccg ccaagtcggt 
tcgccttgac ctctgcctca gccagtagcg 



gcgacctcag cctgcggcgg ctaactgccg 60 
ggggcgggga cgcgaggtgt ggatgggggg 120 
cagtctcggc ctcgccgtta cggagatggt 180 
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gccctgggtg cggacgatgg ggcagaagct gaagcagcgg ctgcgactgg acgtgggacg 240 

cgagatctgc cgccagtacc cgctgttctg cttcctgctg ctctgtctca gcgccgcctc 300 

cctgcttctt aacaggtata ttcatatttt aatgatcttc tggtcatttg ttgctggagt 360 

tgtcacattc tactgctcac taggacctga ttctctctta ccaaatatat tcttcacaat 420 

aaaatacaaa cccaagcagt taggacttca ggaattattt cctcaaggtc atagctgtgc 48 0 

tgtttgtggt aaagtgaaat gtaaacgaca taggccttct ttgctacttg aaaactacca 540 

gccatggcta gacctgaaaa tttcttccaa ggttgatgca tctctctcag aggttcttga 600 

attagtgttg gaaaactttg tttatccgtg gtacagggat gtgacagatg atgaatcctt 660 

tgttgatgaa ctgagaataa cattacgttt ttttgcatct gtcttaataa gaaggattca 720 

caaggtggat attccatcta ttataaccaa gaaactatta aaagcagcaa tgaagcatat 780 

agaagtgata gttaaagcca gacagaaagt aaaaaataca gagtttttac agcaagctgc 840 

tttagaagaa tatggtccag agcttcatgt tgctttgaga agtcgaagag atgaattgca 900 

ctatttaagg aaacttactg aactgctttt tccttatatt ttgcctccta aagcaacaga 960 

ctgcagatct ctgaccttac ttataagaga gattctgtct ggctctgtgt tccttccttc 1020 

tttggatttc ctagctgatc cagatactgt gaatcatttg cttatcatct tcatagatga 1080 

cagtccacct gaaaaagcaa ctgaaccggc ttctcctttg gttccattct tgcagaaatt 1140 

tgcagaacct agaaataaaa agccatctgt gctgaagtta gaattgaagc aaatcagaga 1200 

gcaacaagat cttttatttc gttttatgaa ctttctgaaa caagaaggcg cagtgcacgt 1260 

gttgcacgtt ttgtttgact gtggaggaat ttaatgatag aattttacga ccagaattat 1320 

caaatggatg aaatgctgtc tcttcatgaa gaattgcaga agatttataa aacatactgt 1380 

ttggatgaaa gtattgacca aattagattt gatcccttca ttggtagaag agattccaag 1440 

aa 1442 



<210> 505 

<211> 1284 

<212> DNA 

<213> Homo sapiens 



<400> 505 

ccagagcctg gctgaggtcc tgcagcagct gggggcctcc tctgagctcc aggcagtact 60 

cagctacatc ttccccactt acggtgtcac ccccaaccac agtgcctttt ccatgcacgc 120 

cctgctggtc aaccactaca tgaaaggagg cttttatccc cgaggggtta ccagtgaaat 180 

tgccttccac accatccctg tgattcagcg ggctgggggc gctgtcctca caaaggccac 240 

tgtgcagagt gtgttgctgg actcagctgg gaaagcctgt ggtgtcagtg tgaagaaggg 300 

gcatgagctg gtgaacatct attgccccat cgtggtctcc aacgcaggac tgttcaacac 360 

ctatgaacac ctactgccgg ggaacgcccg ctgcctgcca ggtgtgaagc agcaactggg 420 

gacggtgcgg cccggcttag gcatgacctc tgttttcatc tgcctgcgag gcaccaagga 480 

agacctgcat ctgccgtcca ccaactacta tgtttactat gacacggaca tggaccaggc 540 

gatggagcgc tacgtctcca tgcccaggga agaggctgcg gaacacatcc ctcttctctt 600 

cttcgctttc ccatcagcca aagatccgac ctgggaggac cgattcccag gccggtccac 660 

catgatcatg ctcataccca ctgcctacga gtggtttgag gagtggcagg cggagctgaa 720 

agggaaagcg gggcagtgac tatgagacct tcaaaaactc ctttgtggaa gcctctatgt 780 

cagtggtcct gaaactgttc ccacagctgg aggggaaggt ggagagtgtg actgcaggat 840 

ccccactcac caaccagttc tatctgggct gctccccgag gtgcctgcta cggggctgac 900 

catgacctgg gccgcctgca cccttgtgtg atggcctcct tgagggccca gagccccatc 960 

cccaacctct atctgacagg ccaggatatc ttcacctgtg gactggtcgg ggccctgcaa 1020 

ggtgccctgc tgtgcagcag caccatcctg aagcggaact tgtactcaga ccttaagaat 1080 

cttgattcta ggatccgggc acagaagaaa aagaattagt tccatcaggg aggagtcaga 1140 

ggaatttgcc caatggctgg ggcatctccc ttgacttacc cataatgtct ttctgcatta 1200 

gttccttgca cgtataaagc actctaattt ggatctgatg cctgaagaga ggcctagtta 1260 

aatcacaatt ccgaatctgg ggcc 1284 
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<210> 506 
<211> 1757 
<212> DNA 

<213> Homo sapiens 



<400> 506 

tttttttttt ttcagagctt aaaaaccaaa aggcagaaaa tagactttat tccaagacag 60 

atttgtaaaa gatgttttta aagggaaagg caagtcacgc tactaaatca aacattgttc 120 

acaatttctg gatcttcctc ctccgcctgg cactgcagct gagccttggc ggatatgctc 180 

ggggccctcg gcgcagagga acttagcctc gattctcttc ctgaggggct tcttaacttt 240 

tccaagccag gcagtgagcg tggtgggagg ctggggctgg tgcctgcgga cagctccaga 300 

tggaatccca ggccacggtg cttctagtgt ccccccagcg agcttgcggt gtggcaggcg 360 

gccaggaagg gccatgagca gggtggcctg aatgaaaacc gagggccgaa gccagcctga 420 

ctccctcgcc taagctgggg ctcggtccga ggcacacgca tggccttggc cagacacaaa 480 

ccaagagact gccatgacag acagagcaga aacctcccga gcactgtgtt caagctaagc 540 

tttcctaaga cgggcttctc aggcgagacg tgacaccaga caccgtcgca tgttacttgg 600 

agagaacaga gacgtgcggg ccacagcggc ccaccaaagg ctgccafccca agctgagttc 660 

cgcaggcctc acctgcagct ggagagggac cttgccctga tcctcctggt aggtacccgc 720 

taagggattc aggacagagc gtcacactgc acgcagggtc ctccgccacc accatccaag 780 

aaccccgggg ggctggccac gcgctggcct ctgccaagga gtgccagtgg ttcccgggac 840 

ggggccgccc aagcaggtga gggaggttta gatgaatgac ttggccaggg tcaccatgtg 900 

gtccacgcca catgccacgt ccacaggctc cccaggcatc gtcaccctcc atgggaaata 960 

ctggtcctcc aggcgaccga ttcccaggca ccctcggatg ttcttgcccc atacaaacag 1020 

ctctcctttg ttggtcagtg cagcaaagtg gctgagtcca catcggatgc gggaaacctg 1080 

gatttctggg ttgaactccg tcaagccaaa gagagtgggt ggaatcattt cagggacggc 1140 

actttccact aggtttggac ctttcccaag aattccatag ccccagacaa aaacatgtcc 1200 

ttctccgttt aacactgcac agcccgtgcc accgcatgca gcctgtcgca ccttccccac 1260 

tcctgagaag tgtaagcagc ggggcacatt cacctgtgtg gagtcagtga cagaggccag 1320 

ctgcaggtac tccgagtttc cccaaccaaa aagtcctccg tcggcggaca cggccaggca 1380 

gcaatcaccg taggtggcaa cttggataac gttcactccc gccaggtctc cacccagctt 1440 

ggtgggcgag ctggtgatat tgtagtgacc cagacctgtt tgcccatcag caccccatcc 1500 

acaagaatag acttctcctt tatccgtcag gaacagacta tgatcctgac cacaggcgac 1560 

ctggaccacc tggccatcga agtcctgcat cctgtggact ctgtgacttt cactgtaaat 1620 

ttcattttcg accacctttc ttccacattg cccataagaa ttgtttccca tgctgaagac 1680 

tccttccctg tcagtcaaca caagagagtg agctcggccg caggagactt gcagcacccg 1740 

tgtctcctga ggtctgt 1757 



<210> 507 
<211> 618 
<212> DNA 

<213> Homo sapiens 



<400> 507 

gaattcttga aggaaaagga gaaattagaa atggagttag cagcagtgcg gactgcaagt 60 

gaggaccatc ggagacacat cgagatcctg gaccaggctt tgagcaacgc ccaggccagg 120 

gtcatcaagc tggaagagga gttacgagag aagcaagcat atgttgagaa agttgagaag 180 

ctgcagcagg ccctgaccca gctgcagtct gcatgtgaga agcgagaaca gatggagcgg 24 0 

agactgcgga cttggctgga gagagagctg gatgcactga gaacccagca gaaacatgga 300 

aatggccagc cagccaacat gccggaatac aatgccccag ccctcctgga acttgtgcgg 360 

gagaaggagg agcggatcct ggccctggag gccgacatga caaagtggga gcagaagtac 42 0 

ctggaggaga gcaccatccg acactttgcc atgaatgccg cagccactgc agcagctgag 48 0 

agggacacca cgatcatcaa ccactcacgg aatggcagct acggagagag ctcgctggag 540 
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gcccacatct 
gaatacacta 



ggcaagagga ggaggaggtg gtgcaggcca acagaaggtg tcaggacatg 
ttaaaaat 



600 
618 



<210> 508 

<211> 2214 

<212> DNA 

<213> Homo sapiens 



<400> 508 

atgcaggcgg tccgcgccac tgcctctcag tccctgtcct gcgcccgctjc gccccgggag 60 

cctacccagc acgcgctccg cgcccactgg ttccctccag ccgccgccgt ccagccgagt 12 0 

ccccactccg gagtcgccgc tgccgcgggg acatggtcct ctgcgttcag gggtgagcac 180 

ccccttgtaa gctcagggct actgttgggt gtcagggaac aaagttttag actgctgcgc 24 0 

tccaaagcgg gcacacacat gtacctagaa cacaccagcc actgtcccca ccatgatgat 300 

gacacagcca tggacacacc cctgcccaga cctcgccctt tgctggctgt ggagcggact 360 

gggcagcggc ccctgtgggc cccgtccctg gaactgccca agccagacat gcagcccttg 420 

cctgctgggg ccttcctcga ggaggtggca gagggtaccc cagcccagac agagagtgag 480 

ccaaaggtgc tggacccaga ggaggatctg ctgtgcatag ccaagacctt ctcctacctt 540 

cgggaatctg gctggtattg gggttccatt acggccagcg aggcccgaca acacctgcag 600 

aagatgccag aaggcacgtt cttagtacgt gacagcacgc accccagcta cc tgttcacg 660 

ctgtcagtga aaaccactcg tggccccacc aatgtacgca ttgagtatgc tgactccagc 72 0 

ttccgtctgg actccaactg cttgtccagg ccacgcatcc tggcctttcc ggatgtggtc 780 

agccttgtgc agcactatgt ggcctcctgc actgctgata cccgaagcga cagccccgat 84 0 

cctgctccca ccccggccct gcctatgcct aaggaggatg cgcctagtga cccagcactg 900 

cctgctcctc caccagccac tgctgtacac ctaaaactgg tgcagccctt tgtacgcaga 960 

agcagtgccc gcagcctgca acacctgtgc cgccttgtca tcaaccgtct ggtggccgac 1020 

gtggactgcc tgccactgcc ccggcgcatg gccgactacc tccgacagta ccccttccag 1080 

ctctgactgt acggggcaat ctgcccaccc tcacccagtc gcaccctgga ggggacatca 114 0 

gccccagctg gacttgggcc cccactgtcc ctcctccagg catcctggtg cctgcatacc 1200 

tctggcagct ggcccaggaa gagccagcaa gagcaaggca tgggagaggg gaggtgtcac 1260 

acaacttgga ggtaaatgcc cccaggccgc atgtggcttc attatactga gccatgtgtc 1320 

agaggatggg gagacaggca ggaccttgtc tcacctgtgg gctgggccca gacctccact 1380 

cgcttgcctg ccctggccac ctgaactgta tgggcactct cagccctggt ttttcaatcc 1440 

ccagggtcgg gtaggacccc tactggcagc cagcctctgt ttctgggagg atgacatgca 1500 

gaggaactga gatcgacagt gactagtgac cccttgttga ggggtaagcc aggctagggg 1560 

actgcacaat tatacactat ttatttattt attctccttg gggttggtgt caggggcgag 1620 

ccaaccccac ctctatgccc tgagccctgg tagtccagag accccaactc tgccctggct 1680 

tctctggttc ttccctgtgg aaagcccatc ctgagacatc ttgctggaac caaggcaatc 1740 

ctggatgtcc tggtactgac ccacccgtct gtgaatgtgt ccactctctt ctgcccccag 1800 

ccatatttgg ggaggatgga caactacaat aggtaagaaa atgcagccgg agcctcagtc 1860 

cccagcagag cctgtgtctc accccctcac aggacagagc tgtatctgca tagagctggt 192 0 

ctcactgtgg ccgcaggccc cggggggagt gcctgtgctg tcaggaagag ggggtgctgg 1980 

tttgagggcc gccactgcag ttctgctagg tctgcttcct gcccaggaag gtgcctgcac 2040 

atgagaggag agaaatacac gtctgataag acttcatgaa ataataatta tagcaaagaa 2100 

cagtttggtg gtcttttctc ttccactgat ttttctgtaa tgacattata cctttattac 2160 

ctctttattt tattacctct ataataaaat gatacctttc atgtaaaaaa aaaa 2214 



<210> 509 

<211> 2355 

<212> DNA 

<213> Homo sapiens 
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<400> 509 

tttcgttgat atcttccaga gatggaaaga gtgcagggga aagagccctg cccaggcgga 60 

actctcctat ctgaataaag cgaagtggct ggaaatgtat ggggtagaca tgcacgttgt 120 

caggggaaga gatggctgtg aatattctct tggactgacc ccgacaggca tattaatctt 180 

tgaaggagct aacaaaatag gcttattctt ttggcctaaa attaccaaaa tggattttaa 240 

aaagagcaaa ttgacactcg tggtggtcga ggatgatgat cagggacgtg agcaagagca 300 

cacgtttgtg ttccggttag acagtgccag gacctgcaaa cacctttgga agtgtgcagt 360 

tgagcaccac gcattcttcc gactgcggac gccaggaaac agcaaatcca atagatccga 420 

ctttatcagg ctgggctctc gcttcagatt cagtgggcgg acagaatatc aagctacaca 480 

tggctccagg ttacgaagaa ccagcacctt tgagaggaag cctagtaaac gttatccatc 540 

ccggagacat tcaacgttca aagcaagcaa cccagtgata gcagcccagc tctgctctaa 600 

aacaaatcca gaagtccata attaccagcc tcaatatcat cctaatafccc atcccagcca 660 

gccccggtgg catcctcact ctccaaatgt caggccatcc tttcaggatg acaggtcgca 720 

ttggaaagca tcggccagtg gagatgacag ccattttgat tatgtccacg accagaacca 780 

gaagaactta ggagggatgc aaagtatgat gtatcgagat aaactcatga ctgcactttg 840 

agagactgaa gcatctctct tccattcacc ttcatagttt cattgcattc catgaaaagt 900 

gtcttggcct cagatggatg gatgtgtttg gacgagtgtc tttaaggagt agtcctgaaa 960 

ggtgtttttg gtgtccatgt aaatatttga agataaaacc actatagctt gtcataattt 1020 

actgttgact gcattctcat taaaatgaag gtaaaggctc aggaatcata ttgatgttct 108.0 
gattttaaaa ttggagtcaa agtctatgtt tatcatttta ctatgttcct gatgttcttt * 1140 

gttatttaat taatgggagc aaataaaacc agaagagctt gggaagattg ctcagcatat 1200 

attcctgtcg tagaagttga gattgctagg gtccagtttc cctagtgtgg cctggacgag 1260 

tcatttcccc ttcattgacc tcattttccc catctgaaaa gagagggttg gactaagtga 1320 

tctccaaggt cctttccaac tctaaaattc tgcaatttgt taacatttca ttttgtttag 1380 

gttgaggaca tacattcaaa ctaattttat cacaaggaaa actgcaatac ccacttcctt 1440 

gacagagtta ctcctttcag aagctaaata aagtatataa cttattagat gttatataga 1500 

tacaggggga ctttgaattt cacatcttaa agcagttgag ctactttgaa tttaagcagt 1560 

cgtactaatc ttaaattgca tagcatttgt tttgatcgaa tttgctgctc aagtatggga 1620 

ataattttta atgtcttaat gattggtgct gctaacttgc gtgatttcag aagacataat 1680 

tgtgaataca cactgtcaga attgggggat tggtttttac cctagacttc actcttaaaa 1740 

agcaacgtgc aatcaagatc atttatggct caaatgaaag catataaggt tttcttgaag 1800 

ttgtgccaaa gcattctgta gagtaggatg agatggttgt tgccctagtc tgttggtaga 1860 

accagaaatc aatatgttgt cttttaggtt aaagcttgta ccaaaatatt tatttccccc 1920 

atttcaagcc ctgagtcaaa catttttttc tcttaataat agacctgaaa tgttttatta 1980 

gtatttctgt gaaatcagtt gattcttgtg ccatttttgt atatgtaatt gtaattttgc 2040 

ccatgttagg ccctctaaaa aatgtttgac atcctttgag atattttatt actaaaatct 2100 

gatctttttt ggctactgca aaaatctatt cagcaagaag gtatcagctg cataccttgc 2160 

acagtggagc tgactaccta taaactctcc ctaaggcatt tgtttacagg tgtattccat 2220 

tttagcagac gttctgatgc tcagtgtatg tgctgcatac aaataaatgt gttctgaatc 2280 

ttttcatctt attgatagca ttttaacaaa tgtgtttcca aggaataaag attattcttg 2340 

cttttaaaaa aaaaa 2355 



<210> 510 

<211> 775 

<212> DNA 

<213> Homo sapiens 



<400> 510 

tggtggaatt cgattaatac agaaactgac atggcgatca agacaacagg atcgagaaaa 60 

ctgtgctatg aaaggcaagc ataaagatga atgccacaac tttatcaaag tatttgttcc 120 

aagaaacgat gagatggttt ttgtttgt'gg taccaatgca ttcaatccca tgtgtagata 180 

ctacagggta agtatatttt atgtgatatg cttcttttga tcaacttttc tcccttcact 240 
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gatatgctgt tagagttgaa atctttctgc tttccagtaa tttgttttat ctctagtgca 300 

atgaaagaat aaagacagaa ttcttcaaat ggaattttaa tacaaataaa atagtattgc 360 

cttcaaacgg gcacgttgaa tagatatgac actggctatt tacttttctt ttgtagttga 420 

gtaccttata atatgatggg gaagaaatta gtggcctggc aagatgccca tttgatgcca 480 

gacaaaccaa tggtgccctc tttgctgatg ggaagctgta ttctgccaca gtggctgact 540 

tcttggccag cgatgccgtt atttatcgaa gcatgggtga tggatctgcc cttcgcacaa 600 

taaaatatga ttccaaatgg ataaaagagc ccactttctt tatgccataa aaatggaact 660 

atgtctattt ttcttttcga gaaatcgtgg caacataata attaggcagg ctgtggattc 720 

ccggtggccc gatatgaaaa acaactggtt ggtcccacgg tctgagaaca ttgat 775 



<210> 511 

<211> 1553 

<212> DNA 

<213> Homo sapiens 



<400> 511 

tttttttttt ttaagtttga agccttgccc aagctttaat gtcatgctaa ccagttacct 60 

tgttagagct gggaagccac cttttgctca aaatgcagac ttctgccttt gaaaacacac 120 

cacacctgat tttaagtgct taaaggacag aaaatgtcgt tgctttaaat tgttgctttg 180 

ttcagagaca tctggatttg ctgtatccat acaagcaaaa gcttttccaa ttccagaatc 240 

aacccacact aatttgttat tgcctcgtac tgtattggcc cagctgtaat caactcagca 300 

ggcttttggt tgtaaattca agtggaaatt gagttggtct tatttgtgcc cgttgatatc 360 

tgagggctgt gaggaagatg gccagtaggt caaagggaat agtgttgaaa agctgaccag 420 

tactgggcag gtggccggct gtccctcagg caccacaacg ccgagccacg gtaaggggca 480 

tgagccacat ttgcagaata tagccagagt ccttccagaa cctcctgatt cgcgccagga 540 

ggcatcccag ggcacacaag tgtcaagggc ctactcaggt gcttggcaga gctctctgtg 600 

tgttattaac agaagaggct acggcttaga gtggaaagga gcatgtgatg gctagcggtg 660 

ggcagcctgt gtactctgcc aagtttgggt ggtccaggtc cccacgattt ctgtgtggag 720 

ggttgtccgg catctggcca ctaggggggc cggtggttct cacacacacg cagcggggct 780 

ccttagcacc tggcttatac agcttcctgg ggacgccaat ccagtctctg ctcacacctc 840 

cactcttctg ggagcaccag agccggctgc ccctggctga gctccactcc gcgttgcacg 900 

gcgggaatgt ctgcttctct tgcagctgta gtttgttggc ctccaagcct ctggtgatcg 960 

cagcttctac ctgggtcagt gccggggtgg gcagcccatc ctctccgtag aaccgtcctg 1020 

tcaccctccc aacacacaca taattcttct catagaatga aagccaattg tgaagtgtca 1080 

gcatctcagc ggctgacagg tcggatacgt catccacgag gcctgcttca gaacagtccc 1140 

cggtcacgaa agctctggat gcgtctcggc ctgcgaagcc gctatagtgg gacccaggct 1200 

cgtagtgcct ccggccggag gacacatcgt agacacggcc gagcaacgcc aagtacaggc 1260 

ccgggtcccc tgggccgccg cggtagcgag acagctcctc cggtatgaaa aggcgaaagc 1320 

cagcgcgggg accccaccag cccataagcc gtgctgccat taccgctgct gcggctacag 1380 

ccaggcccaa caaaagccca cggectccgc acctcaacat ctatataggc ccacccgctc 1440 

cgcacttccg aggttgccgc ctctatctac agctaagatg gccgagacgc cgagcgtgac 1500 

gtcatcggcg cgcgcgctct cgctctctct ctcgcgcgct agtgctcgcg etc 1553 



<210> 512 

<211> 1260 

<212> DNA 

<213> Homo sapiens 
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<400> 512 

tccttctctg gccttgccct tgccctgttc cctttctggt cctgccatgt ttctggccct 60 

gccctgtcca tgtcctggac ctgactctgg ccctggacct ccctgtccct gccctgccat 120 

accttggccc gttccttgct ctacactgac cctgccctgc cttggccctg tgctacccta 180 

gccctgccct ggccttctgc tgaccctgat cctgccatgg ccctggccct gccatgtccc 240 

tgccctggcc ctggttctgc cctgcttctg gccctggcct tggtcctctc atgtccctgg 300 

ctgtgaccct gcccctggtt tttctctggc catgaccctg ccccggttct gtcctatccc 360 

tggccctgtc tcagttctgt cctagccctg gcctttcaca gtactttatg cttagtaagg *420 

gctccatggt gtctgtgagt tgaatgttgt attcatagta tctgccaaaa cagaaagaaa 480 

aaaaacaaaa tattttgata agaagttaaa gctttgtata taatatgcct tgaattgtaa 540 

gtgcctgtta ttagttgtat tacatatagg tcatggtttt gtacacataa ctccaaacca 600 

ttgatactgt taaaagaata tatgaatata tgaaagaatg tataaacgta agaatgtatc 660 

agtatctaat gacctttcca aattaatttt tatttttagc tctgttagat ttttctcagt 720 

gtaacaaatg tttattccta tgtaattaag ggcgtatttc ctgtacagaa tattcatatt 780 

acctaattga aaattatatg atacaaaaat ataatactat ttttagccag gcatggtggc 840 

tcatacctgt aatcccaaca ttttgagagg ccacgtttgg agaatcattt gagtccagga 900 

gttgaccagc ctgggcaaca tagtgagacc ttgtccttat taaataaata aataaataaa 960 

taggttgggc actgtggctc atatctgtca tcccagcatt ttgggttgcc caatgcagga 1020 

ggattgcttg agccccagga gtttgagacc agcctgggca gaatagcaag actccatctc 1080 

tacaaataat aaaatattaa ccaggtgtgg tggtgtgcac ctggggtacc agccacctgg 1140 

gaggctaagg tgggaggttt gctcgaggct gcagtgaact gtgaatgcac cactgcattc 1200 

cagcctaggc catagaacag gatcttgtct ataaataaag aaataagtaa aaatataaat 1260 



<210> 513 
<211> 1596 
<212> DNA 

<213> Homo sapiens 



<400> 513 

ctccggcggc gcgtcccccg agcttggtac ggctcagccc gtctcccccg aagccgcgcg 60 

cccgcgcccg cgcccctcag tcggtggagc ccgcagcccc ccttgtggcc cgcggcagct 120 

ccccgcccgc tcggcccgcg cccgccatgg tccgtccgcg ccgtgccccg taccgctccg 180 

gcgccggggg ccccctcggg ggtcgcgggc gccctccgcg gcccctcgtg gtgcgcgccg 240 

tccgctcgcg ctcctggcct gccagccccc gaggcccgca gcctccgcgg gatccgggcc 300 

cgctcggccc ctcccatgga aggtgctcgg gtcttcgggg cactgggtcc catcggtccc 360 

tcctcacctg ggctcaccct cgggggtctg gccgtgagcg agcaccggct cagcaacaag 420 

ctgctggctt ggagcggcgt cctcgagtgg caggagaagc gcagacccta ctctgactcc 480 

actgcaaagc tgaagcggac cctgccctgc caagcctacg tgaaccaagg cgagaacctg 540 

gagaccgacc agtggccgca gaagctgatc atgcagctga tccctcagca gctgctgacc 600 

accctgggcc ccctgttccg gaactcccag ttggcacagt tccacttcac caacagagac 660 

tgcgactcgc tcaaggggct ctgccgcatc atgggcaacg gcttcgcggg ctgcatgctg 720 

ttcccccaca tctccccctg tgaggtgcgc gtgctcatgc tcctgtactc gtccaagaag 780 

aagatcttca tgggcctcat cccctacgac cagagcggct tcgtcagtgc catccggcag 840 

gtcatcacca cccgcaagca ggcagtggga cctggtggtg tcaactcagg cccagtccag 900 

atcgtcaaca acaagtttct ggcatggagt ggtgtcatgg agtggcagga gcccaggcct 960 

gagcccaaca gtcggtccaa gaggtggctg ccatcccacg tctacgtgaa ccagggggag 1020 

atcctgagga ccgagcagtg gccaaggaag ctgtacatgc agctcatccc gcagcagctg 1080 

ctgaccaccc tagtgccgct gttccggaac tcgcgcctgg tccagttcca cttcaccaag 1140 

gacctggaga cactgaagag cctgtgccgg atcatggaca atggcttcgc cggctgcgtg 1200 

cacttttcct acaaagcatc gtgtgagatc cgcgtgctta tgctcctgta ctcttcagag 1260 

aagaaaatct tcattggcct catcccccat gaccagggca actttgtcaa cggcatccgg 1320 

cgtgtcattg ccaaccagca gcaggtcctg cagcggaacc tggagcagga gcaacagcaa 1380 

cgagggatgg gggggtagtg gttaccccgg gctgggcccc tccaggagtc acagatgagg 1440 

cccccgcaga gactggtgac acgcttctga gcaggggccc ctggggactt caactgccca 1500 

gcaacatgga ggatggtgtc ctgaggcctc caaggacggt ccccacccct ctacgtttcc 1560 

ccaataaagc cttttaaaaa cctgccaaaa aaaaaa 1596 
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<210> 514 
<211> 963 
<212> DNA 

<213> Homo sapiens 



<400> 514 

tttttttttt ttgccgctgt caacagacag tttattctat atacaaacac aattttgtac 60 

actgcaatta aatagaatgg aatgagcgct cctccgcatt cctccccgag tgactggttt 120 

ggccgccggc ccactccatc cccgagtggg actggaccac ggccctggct gctgccactg 180 

atgttggcgc ctgcacccca cgtccctatg cccgaggcgc aagctctgct ctcccgggga 240 

ccccaggcct ggcgcacacg cggggagggc ggggccatgg agaaggcact gcagggagca 300 

ccaggcagag ccgggctgag gccggccggc actagggcgc gaggccccac cccaagccgg 360 

cctcfccctcc acacctccgc cttgctcaga gacctgcacc atgggacccc actccatcct 420 

caggacggtt cactgcagac ctaccaagac ccctccagaa ccttccgcgg aaccccaccc 480 

cctctccttg ctgaccagct caaacacctc actagcgggt acaagcctcg ggcgcgacct 540 

cacaccaggg ggaggaaagc cgccttccgg gcaaacccca cgaaaccctg aaagcccccg 600 

acacaggctg ggcagtccca gaggaaggag gtggctggcc tcccccaccc ccacgggctc 660 

gggaaggtca ggcccagcca gcaggggtca gaggcggctc agctgtgcgg ctcaggaccc 720 

cacctccgag ggcgcctccg ttggggccat ggaggccggg ctaggcccgc ctaccgcagc 780 

ccccagggga gttgtgtcag aagctgcgga gtcactcggg gggacactgt cctggggggc 840 

gtgggggagg cccccagcag ggcccagcgg gctggctgga cgccgctcca ggagggaggc 900 

gctcaggccg gacaggaagg aggcgtctgt gatgatggca gcggtctctg ccatccaacc 960 
cag 



963 



<210> 515 
<211> 777 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc__feature 
<222> (1). . . . (777) 
<223> n = a,t,c or g 



<400> 515 

tttttttttt ttaagggaga acagttttat tagcatcaca gggtccattt ttccctttcc 60 

atccaagcat ccagagtctg gtgtccttta atcagttggc aggttcaacc tggaggccac 120 

tggagctgcc ggcccccaag tacatgaatg tgcagatgat acacagattg tgcacccagc 180 

ttcccatcgt tgatcacaag tcggtatcca tctcccaggc cctcagcctt tgctgtctgc 240 

ttggccacaa ggagtaggtg tcctagaagc tatagagaga gcggagggac ataggtggct 300 

gctggtcttc ttcttcagcc tggctaatcc gaggaatggg cttcttagga atgaccagga 360 

agtgcacagg agcctgaggg gccacatcac ggaacacaag acactgctgg tcctcataga 420 

gaatgtcagc tgggaggctc ttgtccagga tccgggagaa gatggttggg gctgctcccc 480 

caggagttgc ctgctgggcc ttggccactt cattcccatc agtcacacct gcagctcctc 540 

ggacctgccc cccgcgcacc cccgtggccg ccacggctct gcgcgccgcg cgcaacccag 600 

cagccagcac cacggctgcc gccatcttcc ctgagccgcg ggaacctctc acccgggtca 660 

gcactcggct ccgcggccaa ccgtgggtgg ggactccggg cncggcgaac gcgtgggcgn 720 
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acgcntnctc acccaimgtn naacnnntnc taaatttccc nnnaaagaaa gcagcct 777 



<210> 516 

<211> 3206 q 

<212> DNA 

<213> Homo sapiens 



<400> 516 

ttttttttcc taggcaactg ttggcccaaa aaaaaaattt attttccttt caaataaaat 60 

gtacaaccaa aatttagggt ttggagcagt agggaagaca ggagatacca gggagcccat 120 

tttacagtag agate tgcat ctgacccctc tatcccatac etttgeaaag gaagggaggg 180 

gtctacaagc cagaactttc agaagagaag aaaatacatg ctgtgctggt gctgtttctg 240 

gagcaggtca tcctttaggt atagaacacc acctccaccc gatgacatca gaaccactga 300 

ctggtagagc ccttggaaat catacagtcc acccatcccc cgccagacac atggacacac 360 

cgaggctcag atggggaagg gtacataccc tagggcacac accaaatcaa aaaggtgaag 420 

tcaggactag aacacctgag caactttagc aggggactgt ggccacaggc ctggatgtgc 480 

acagtagatc atgaaataca ttagtcctag tgaatgaccc ccgtgcagag aaatggcttg 540 

tggttgtcag ggagcageca cttgcctcag gggctccctg accctcagtg aaaggtgact 600 

gtgtaaaggc caaaaactgg atggtggtca tgaacctcag gacgtttttt ttttttagca 660 

ccaaatggtg gagctctctg ccagctcagc ttcttggggc ctctcaggta aaggtgatgt 720 

ttgaggaccc cacgcccata tgaggggtgg agagaageca gcagcactgg ggtgagcctt 780 

ggcctacacc cttccttctt acccttcccc catcttcagt aaggecaaga gaggatgtgg 840 

ggtggggaag gecagaatgg tatcgtgttt cttgtttctg ggcagtgggc tgcgtcctcc 900 

caagcaggac tgaagggttc agaatcgett ttcctcaggc tgagaggtta tgagcagctc 960 

cttgttcccg aagtcccacc aggcegtcat gtggaacgcc atgttggtta agacaacagt 1020 

gtactccagg atggcaaaga tggtgtacac tccagcctca caatacatgt tgtgccgaaa 1080 

gtagacagee agegecgaga agaaggagat gaagttgatg atgaagagee gctgtttcca 1140 

gctgtaggac ttgegatect agggaatggg ctgtctgatc actctgcagc ttgctgggta 1200 

tgagagcgtg ggctcccctc tcagccctaa ctcctaaggg ctgggcctta tctcccttgg 1260 

ctcccactag cggtcatgga agggagcaca ggcaggggca gcaagaatga cgactatgtg 1320 

ttcacgtccc tgcctctggg ggagtgatgg gecgaggage agtggtattc ctgccgcttc 1380 

cacttcaggg ggatggagta tgaaagttac atggagtcac ccaccaaccc cacctccaaa 1440 

tactgtgggg gaaaagaaac ccatgtacat gggtggggcg ctggaattat gacagaccag 1500 

tcctctgaca ctgttcctaa ctcactgccg ectagatgeg actcctcatt ctatccccat 1560 

ttgcagcctc catctcttct attctccagt ctcccacact acccaaacac agtgctatag 1620 

tcctagattc tgaccaacca ccctcagttt gttcccaagc cccagcccca accccagcac 1680 

ccctctgcca gggttcccat tagaactcag ttcccacctc accattaccc gaatcctgag 1740 

gacagatgtc cttgattttc ttctgggctg ccttggagcc cccgctaggg atagacegta 1800 

cctcctgact tactgtgtgc ttcttggtca accgccagag aatgcaggtg aggagcatgt 1860 

geccgaggga tgaggcaatg aacacaatga aagcattttc gtggatggct ggagggaaag 1920 

aggattggga gccacattgc agggagtgee ca caeca cga agtaggaagg tccgaatgtg 1980 

gtaggggcag gcccgtcccc tcagggaaca cttccccact cctccctcat ccaggcaccc 2040 

actgaagtcc teggaggagg agacataagt gagcactagc aacgegaggt tctccacgac 2100 

attgaggecg aagttgaggc ggcagagegg gcgatagcag gaacacgggg aggtgeaget 2160 

gaggtagtgg ttccagtagg cgaaggccac caagaagega ggcgccgagt geaggecgat 2220 

geagaaaege cacacgtagc gctggggcac ctccccgccg atggctgagc tcaccgaggg 2280 

caggtaattg ggcacctaga gagttgtgac ctgtctgggc atctgcctct gccagccccg 2340 

cccatgtgga gaaccttctc tccatctgac aaaatcactc ttgcctctgc tccagcccct 2400 

ccccttccaa gaagtcctcc ttcagatgtc cccatacctc tcccaaaaga cctctccttc 2460 

caggtcctag geccaaagtg ctggattctc attccccagc tatcctggga tttgtgcagc 2520 

agcatggtgg caccttctcc atctcccccg cagactggaa cctgcctgtg tttggtcaat 2580 

gtgtagatgg gttcagatgc tcttcaccca tagctcagag ctgtgcctcc actaagaccc 2640 

tgggtgagtt ccaaggcctc agattcagtc cagaggacag ggatgagtca cagaccatct 2700 

gage t tec tt agaacagtgc tggattcact gctcagctaa gatgttcctc agtctgctcc 2760 

cagcgccact cactcctcta ggcaggtgtg ccaaggtggt agaatggcac ccctgctctg 2820 

atcatgatta acaaagtggg tgggctgggc acgatggctc acatctgtaa tcccagcaag 2880 
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aatatggatt tttaaaagtt tccaaaactg tggaaatggc cagtccattg cccacacttt 2940 

ctgtgcactt ctgcagacct ccaacgaggg ccagcgcagt gccagagccc agcaacccag 3000 

caagggaatg aatttgctct aactatggag ggacagtctt cggaagtgga gttcttaagg 3060 

accatcattc ctttctttca atgagatgcc agactgctga gaaggtgagc aatgctgcag 3120 

gcggctcata gggcagccca caggtaggcc tggggcaaga ctagccatgg ggcttcacag 3180 

cctccacaaa aaaggagatg gattcc 3206 



<210> 517 
<211> 1731 
<212> DNA 

<213> Homo sapiens 



<400> 517 

atattgatct cctggagatt cgaaatggac caagatccca tgaatcattc caagaaatgg 60 

atcttaatga tgactggaaa ctctctaaag atgaggttaa agcatattta aagaaggagt 120 

ttgaaaaaca tggtgcggtg gtgaatgaaa gtcatcatga tgctttggtg gaggatattt 180 

ttgataaaga agatgaagac aaagatgggt ttatatctgc cagagaattt acatataaac 24 0 

acgatgagtt atagagatac atctaccctt ttaatatagc actcatcttt caagagaggg 300 

cagtcatctt taaagaacat tttattttta tacaatgttc tttcttgctt tgttttttat 360 

ttttatatat tttttctgac tcctatttaa agaacccctt aggtttctaa gtacccattt 420 

ctttctgata agttattggg aagaaaaagc taattggtct ttgaatagaa gacttctgga 480 

caatttttca ctttcacaga tatgaagctt tgttttactt tctcactfcat aaatttaaaa 540 

tgttgcaact gggaatatac cacgacatga gaccaggtta tagcacaaat tagcacccta 6 00 

tatttctgct tccctctatt ttctccaagt ' tagaggtcaa catttgaaaa gccttttgca 660 

atagcccaag gcttgctatt ttcatgttat aatgaaatag tttatgtgta actggctctg 720 

agtctctgct tgaggaccag aggaaaatgg ttgttggacc tgacttgtta atggctactg 780 

ctttactaag gagatgtgca atgctgaagt tagaaacaag gttaatagcc aggcatggtg 840 

gctcatgcct gtaatcccag cactttggga ggctgaggcg ggcggatcac ctgaggttgg 900 

gagttcgaga ccagcctgac caacacggag aaaccctatc tctactaaaa atacaaaagt 960 

agccgggcgt ggtgatgcgt gcctgtaatc ccagctaccc aggaaggctg aggcggcaga 1020 

atcacttgaa cccggaggcg gaggttgcgg taagccgaga tcacctccag cctggacact 1080 

ctgtctcgaa aaaaagaaaa gaaacacggt taataacata taaatatgta tgcattgaga 1140 

catgctacct aggacttaag ctgatgaagc ttggctccta gtgattggtg gcctattatg 1200 

ataaatagac caaatcattt atgtgtgagt ttctttgtaa taaaatgtat caatatgtta 1260 

tagatgaggt agaaagttat atttatattc aatatttact tcttaaggct agcggaatat 1320 

ccttcctggt tctttaatgg gtagtctata gtatattata ctacaataac attgtatcat 1380 

aagataaagt agtaaaccag tctacatttt cccatttctg tctcatcaaa aactgaagtt 1440 

agctgggtgt ggtggctcat gcctgtaatc ccagcacttt gggggccaag gagggtggat 1500 

cacttgagat caggagttca agaccagcct ggccaacatg gtgaaacctt gtctctacta 1560 

aaaatacaaa aattagccag gcgtggtggt gcacacctgt agtcccagct actcgggagg 1620 

ctgagacagg agatttgctt gaacccggga ggcggaggtt gcagtgagcc aagattgtgc 1680 

cactgcactc cagcctgggt gacagagcaa gactccatct caaaaaaaaa a 1731 



<210> 518 

<211> 1327 

<212> DNA 

<213> Homo sapiens 
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<400> 518 

cccacgcgtc cgcggacgcg tggggaaaga aggcgccgca gctaagccca ggtctctcct 60 

ccgcaggttc cagctccttt cctggagcgt gtgtgggggc aacaaggacc catgggttca 120 

ggaattgatg agctgtcttg atctcaaaga atgtggacat gcttactcgg ggattgtggc 180 

ccaccagaag catttacttc ctaccagccc cccaatttct caggcctcag agggggcatc 240 

ttcagatatc cacacccctg cccagatgct cctgtccacc ttgcagtcca ctcagcgccc 300 

caccctccca gtaggatcac tgtcctcgga caaagagctc actcgtccca atgaaaccac 360 

cattcacact gcgggccaca gtctggcagc tgggcctgag gctggggaga accagaagca 420 

gccggaaaaa aatgctggtc ccacagccag gacatcagcc acagtgccgg tcctgtgcct 480 

cctggccatc atcttcatcc tcaccgcagc cctttcctat gtgctgtgca agaggaggag 540 

ggggcagtca ccgcagtcct ctccagatct gccggttcat tatatacctg tggcacctga 600 

ctctaatacc tgagccaaga atggaagctt gtgaggagac ggactctatg ttgcccaggc 660 

tgttatggaa ctcctgagtc aagtgatcct cccaccttgg cctctgaagg tgcgaggatt 720 

ataggcgtca cctaccacat ccagcctaca cgtatttgtt aatatctaac ataggactaa 780 

ccagccactg ccctctctta ggcccctcat ttaaaaacgg ttatactata aaatctgctt 840 

ttcacactgg gtgataataa cttggacaaa ttctatgtgt attttgtttt gttttgcttt 900 

gctttgtttt gagacggagt ctcgctctgt catccaggct ggagtgcagt ggcatgatct 960 

cggctcactg caacccccat ctcccaggtt caagcgattc tccctggcct cctcctgagt 1020 

aagctgggac tacaggtgct caccaccaca cccggctaat tttttgtatt tttagtagag 1080 

atggggcgct gagtggactg caaggtggac aggagcatct gggcaggggt gtggatatct 1140 

gaagatgccc cctctgaggc ctgagaaatt ggggggctgg taggaagtaa atgcttctgg 1200 

tgggccacaa tccccgagta agcatgtcca cattctttga gatcaagaca gctcatcaat 1260 

tcctgaaccc atgggtcctt gttgcctcca cacacgctcc aggaaaggag ctggaacctg 1320 

cggagga 1327 



<210> 519 

<211> 1002 

<212> DNA 

<213> Homo sapiens 



<400> 519 

ttttcaacct taaaaaattt taatggaatt ttcttctttt ttttttttct ttaaataaca 60 

atttgacaaa agggtgaaaa aatcctaaac aaggtattga ggccagtgtc caggctgcat 12 0 

tcagttcaca aaactgtcct caggacgttg catggaactg gaaatgtgta taattacaga 180 

agaaaacagg gaggacttag tgcagagagg agacgagtgt ggacgggcaa cagcatcctt 240 

agtctttcat atttatatat ggtatatgta ttttctatat atatatttat atattttaca 300 

tccaggtatc ccagtcatct gtaccatttc ccagggagac atgggtgctt ccaaggcgag 360 

acaggaaagg gttaggcagg gaaggggcag cgacggtgca ggctggggct tggctcacag 420 

aagctgcagg agcttcagcg actgtaagag ggccccgggc tccgcagacg ccaggtactg 480 

gcagcaaagc cagtcctcca gctccacgcc ccgcctgcga tccaccgcct tctccgcaaa 540 

cttcatcatc atcagggccc gcttcatgtc gatccagttg tgcagcgtgc cgcacagcgc 600 

ctcctccgag gtgcccggct gctgcaccag ctcgcgccga ggcccccaca gcaggcactg 660 

cagcacgcgc ttggcctcgc cgatgcggat acgcttgatg gggtcggcct ccagtagcag 720 

atgtgccagc tgctgcaggc cgggtgagta gagggacagc gcgggcagcg gcggcaggtc 780 

ctcctgccgg tagtctctct cccgcagctg ggcgcgcacc tcgaacgggt tgggttggtg 840 

cagcagctcg tagatgagga tgcctgtctg gaactcatcg aacttgcggt actgggaagc 900 

agacacgata tcgggggcca gccgggcctg gctcttcttc tgctgcaggt ttggggtgct 960 

gcccggcttc tgcttggcct tcaaaaagtt gctgatgatg ag 1002 



<210> 520 
<211> 2966 
<212> DNA 
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<213> Homo sapiens 
<220> 

.<221> mis cofeature 
<222> (1) . . . (2966) 
<223> n = a,t,c or g 



<40O> 520 

gaaaagagga cttattgttg tcatggccca tgagatgatt ggaactcaaa ttgttactga 60 

gaggggggtg gctctgctgg aaagtggaac ggaaaaagtg ctgctaattg atagccggcc 120 

atttgtggaa tacaatacat cccacatttt ggaagccatt aatatcaact gctccaagct 180 

tatgaagcga aggttgcaac aggacaaagt gttaattaca gagctcatcc agcattcagc 240 

gaaacataag gttgacattg attgcagtca gaaggttgta gtttacgatc aaagctccca 300 

agatgttgcc tctctctctt cagactgttt tctcactgta cttctgggta aactggagaa 360 

gagcttcaac tctgttcacc tgcttgcagg tgggtttgct gagttctctc gttgtttccc 420 

tggcctctgt gaaggaaaat ccactctagt ccctacctgc atttctcagc cttgcttacc 480 

tgttgccaac attgggccaa cccgaattct tcccaatctt tatcttggct gccagcgaga 540 

tgtcctcaac aaggagctga tgcagcagaa tgggattggt tatgtgttaa atgccagcaa 600 

tacctgtcca aagcctgact ttatccccga gtctcatttc ctgcgtgtgc ctgtgaatga 660 

cagcttttgt gagaaaattt tgccgtggtt ggacaaatca gtagatttca ttgagaaagc 720 

aaaagcctcc aatggatgtg ttctagtgca ctgtttagct gggatctccc gctccgccac 780 

catcgctatc gcctacatca tgaagaggat ggacatgtct ttagatgaag cttacagatt 840 

tgtgaaagaa aaaagaccta ctatatctcc aaacttcaat tttctgggcc aactcctgga 900 

ctatgagaag aagattaaga accagactgg agcatcaggg ccaaagagca aactcaagct 960 

gctgcacctg gagaagccaa atgaacctgt ccctgctgtc tcagagggtg gacagaaaag 1020 

cgagacgccc ctcagtccac cctgtgccga ctctgctacc tcagaggcag caggacaaag 1080 

gcccgtgcat cccgccagcg tgcccagcgt gcccagcgtg cagccgtcgc tgttagagga 1140 

cagcccgctg gtacaggcgc tcagtgggct gcacctgtcc gcagacaggc tggaagacag 1200 

caataagctc aagcgttcct tctctctgga tatcaaatca gtttcatatt cagccagcat 1260 

ggcagcatcc ttacatggct tctcctcatc agaagatgct ttggaatact acaaaccttc 1320 

cactactctg gatgggacca acaagctatg ccagttctcc cctgttcagg aactatcgga 1380 

gcagactccc gaaaccagtc ctgataagga ggaagccagc atccccaaga agctgcagac 1440 

cgccaggcct tcagacagcc agagcaagcg attgcattcg gtcagaacca gcagcagtgg 1500 

caccgcccag aggtcccttt tatctccact gcatcgaagt gggagcgtgg aggacaatta 1560 

ccacaccagc ttccttttcg gcctttccac cagccagcag cacctcacga agtctgctgg 1620 

cctgggcctt aagggctggc actcggatat cttggccccc cagacctcta ccccttccct 1680 

gaccagcagc tggtattttg ccacagagtc ctcacacttc tactctgcct cagccatcta 1740 

cggaggcagt gccagttact ctgcctacag ctgcagccag ctgcccactt gcggagacca 1800 

agtctattct gtgcgcaggc ggcagaagcc aagtgacaga gctgactcgc ggcggagctg 1860 

gcatgaagag agcccctttg aaaagcagtt taaacgcaga agctgccaaa tggaatttgg 192 0 

agagagcatc atgtcagaga acaggtcacg ggaagagctg gggaaagtgg gcagtcagtc 1980 

tagcttttcg ggcagcatgg aaatcattga ggtctcctga gaagaaagac acttgtgact 2040 

tctatagaca attttttttt cttgttcaca aaaaaattcc ctgtaaatct gaaatatata 2100 

tatgtacata catatatatt tttggaaaat ggagctatgg tgtaaaagca acaggtggat 2160 

caacccagtt gttactctct taacatctgc atttgagaga tcagctaata cttctctcaa 2220 

caaaaatgga agggcagatg ctagaatccc ccctagacgg aggaaaacca ttttattcag 2280 

tgaattacac atcctcttgt tcttaaaaaa gcaagtgtct ttggtgttgg aggacaaaat 2340 

cccctaccat tttcacgttg tgctactaag agatctcaaa tattagtctt tgtccggacc 2400 

cttccatagt acaccttagc gctgagactg agccagcttg ggggtcaggt aggtagaccc 2460 

tgttagggac agagcctagt ggtaaatcca agagaaatga tcctatccaa agctgattca 2520 

caaacccacg ctcacctgac agccgaggga cacgagcatc actctgctgg acggaccatt 2580 

aggggccttg ccaaggtcta ccttagagca aacccagtac ctcagacagg aaagtcgggg 2640 

ctttgaccac taccatatct ggtagcccat tttctaggca ttgtgaatag gtaggtagct 2700 

agtcacactt ttcagaccaa ttcaaactgt ctatgcacaa aattcccgtg ggcctagatg 2760 

gagataattt ttttttcttc tcagctttat gaagagaagg gaaactgtct aggattcagc 2820 

tgaaccacca ggaacctggc aacatcacga tttaagctaa ggttgggagg ctaacgagtc 2880 

tacctccctc tttgtaaatc aaagaattgt ttnaaatggg attgtcaatc ctttaaataa 2940 

agatgaactt ggtttcaaaa aaaaaa 2966 
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<210> 521 

<211> 1041 

<212> DNA 

<213> Homo sapiens 



<400> 521 

tggggcaagg atttcatgag catcctcctc taaacgcgtg tcaagacaaa agatgcttca 60 

gctttggaaa. cttgttctcc tgtgcggcgt gctcactggg acctcagagt ctcttcttga 120 

caatcttggc aatgacctaa gcaatgtcgt ggataagctg gaacctgttc ttcacgaggg 180 

acttgagaca gttgacaata ctcttaaagg catccttgag aaactgaagg tcgacctagg 240 

agtgcttcag aaatccagtg cttggcaact ggccaagcag aaggcccagg aagctgagaa 300 

attgctgaac aatgtcattt ctaagctgct tccaactaac acggacattt ttgggttgaa 360 

aatcagcaac tccctcatcc tggatgtcaa agctgaaccg atcgatgatg gcaaaggcct 42 0 

taacctgagc ttccctgtca ccgcgaatgt cactgaggcc gggcccatca ttgaccagat 480 

tatcaacact gagagcctcc ttggacctcc tgaccgcagt cacaattgaa actgatcccc 540 

agacacacca tcctgttgcc ggactgggag aatgcgccag agacccaacc agcatctcac 600 

tttgcttgct ggacaaacac agccaaatca tcaacaagtt cgtgaatagc gtgatcaaca 660 

cgctgaaaag cactgtatcc tccctgctgc agaaggagat atgtccactg atccgcatct 720 

tcatccactc cctggatgtg aatgtcattc agcaggtcgt cgataatcct cagcacaaaa 780 

cccagctgca aaccctcatc tgaagaggac gaatgaggag gaccactgtg gtgcatgctg 840 

attggttccc agtggcttgc cccaccccct tatagcatct ccctccagga agctgctgcc 900 

accacctaac cagcgtgaaa gcctgagtcc caccagaagg accttcccag ataccccttc 960 

tcctcacagt cagaacagca gcctctacac atgttgtcct gcccctggca ataaaggccc 1020 

atttctgcac caaaaaaaaa a 1041 



<210> 522 

<211> 1295 

<212> DNA 

<213> Homo sapiens 



<400> 522 

tttttttttt ttaaggttgt tggaaataat ttttatttaa cagatataaa aaaaattctt 60 

aacatttaca aattgtacaa agattggtag cttttatatt tttttaaaaa tgctatacta 120 

agagaaaaaa caaaagacca caacaatatt ccaaattata ggttgagaga atgtgactat 180 

gaagaaagta ttctaaccaa ctaaaaaaaa tattgaaacc acttttgatt gaagcaaaat 240 

gaataatgct agatttaaaa acagtgtgaa atcacacttt ggtctgtaaa catatttagc 300 

tttgcttttc attcagatgt atacataaac ttatttaaaa tgtcatttaa gtgaaccatt 360 

ccaaggcata ataaaaaaag aggtagcaaa tgaaaattaa agcatttatt ttggtagttc 420 

ttcaataatg atgcgagaaa ctgaattcca tccagtagaa gcatctcctt ttgggtaatc 480 

tgaacaagta ccaacccaga tagcaacatc cactaatcca gcaccaattc cttcacaaag 540 

tccttccaca gaagaagtgc gatgaatatt aattgttgaa ttcatttcag ggcttccttg 600 

gtccaaataa attatagctt caatgggaag aggtcctgaa cattcagctc cattgaatgt 660 

gaaataccaa cgctgacagc atgcatttct gcattttagc cgaagtgagc cactgaacaa 720 

aactcttaga gcactatttg aacgcatctt tgtaaatgta cactccgcaa ttttcccaag 780 

atctatgcca taattcaatg aactccatga acactgcttg tagttgggtg tccaggactc 840 

ctcaaagctt tccctcagac attccccctt ttctcctttg aatccatccc gacctgggat 900 

cccaggtgta cccggaatgc cattggcccc agggctcccg tctcgaccag gcactcctgc 960 

tggcccttgt aagcacattc cattatacag gtccaccacc tccctctgcc ggagctgcgc 1020 

cttttgcttc cccttgggga tctcagaggc gctcgacggc gcgggcagct gcagcagcag 1080 
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gagcagcagg aggccgcgga gccgctgcgg ggaggcggcg gggccctggg gtcgcatggc 1140 

tcccggctgc cgggcagcgc ggagctggag gcggaggaga ccgaggagag gaacgtggtc 1200 

agcgtctggc tccgccgcgc tccgaggccg ccgcaggctg catcaatgcg cctttcaccc 1260 

gagcgcctct ctccctccct taattcctcc cgccc 1295 



<210> 523 

<211> 2014 

<212> DNA 

<213> Homo sapiens 



<400> 523 

tttttttttt ttactgtttt atccaaattt abtctcaggg aaaaagaaag tagtggctct 60 

acgcaacttt ttcattcacc aaccaccttt ccatgcatca gaacctatgc tgtgattgtt 120 

agctgaactt caatagtttc cacctactta agagagatgc ctcaaacaaa ttaactttat 180 

tttcagacaa caggtccaag aagacttcac agctcaatca tgacgaacat gtggctgttt 240 

cctcacagcc aggaaccctc ggtattagaa gaaaactcca accccccaca ccatcatcta 300 

gcctcttttc tcactgtgaa gaactgatga gacagaattc ctgagaaggg aacatttagg 360 

taatctggga tagaagggca tggaaggact ggacaaaact aaggcctccc catggaagga 420 

agggaaaaga atattacaaa acagactaac cagaaaaacc aagaccccat caagtatcct 480 

tcagggataa aacaagaggc cactcctaga tgcctcctga ttaaaaggtt gtcccatgcc 540 

ctacagaggc ggaggataaa tcctaagaaa cagaaatgta taaccagccc caatgcttcc 600 

catacttctg cattaggtca gtgtgaacat ggctttgctc ccaatggtca gacctgacat 660 

gggtccttct gaagatggtg ggtcaggtat atcccagcca ccctcaccag agaatacatc 720 

tatgacaaac ccaaattcct aatcctgaag tactttgagc cactctacat tgtggccact 780 

caataataga ataaatttgt gaaaaagctg catgttttaa tttaggaaat gagtagaagt 840 

tcacaagcaa cccagaatag gtgccagcag tttgctccag tgggccacac cacagcagca 900 

gctcaggctc tgcagaatca ctgtgtccag tgcttcctga gatg'ttcttt cagctgagga 960 

atggaaggca gcagctgctg gcactcatga caacgaaggg gcagcttcaa gagctcaggc 1020 

atcccatctc ggacagttac tctaccagcc tcttgtacca tctcgatcac agcttgtgat 1080 

tctaggaagt attctgtatt gaaagaattc caatgttttt tgtttttaag gcaaggagaa 1140 

tcaaaatcct ggctgatcac atgaagatgt acatggctca tactcggaat ggcgtggtag 1200 

cccaatcgga agcggagttt gctggaccca gcaaaatcta caatcacctt ttcccccaca 1260 

gtgtgcatat gcttaaggag ttcaaggtgt tcccctggcc acagccttca gactggaaat 1320 

ggaggtccac ggtaagacca gccaatggta acgggccttt gggtatttat cctttatcac 1380 

caccacctgc tcatctttgt aaacctgcat tttggggtcc tgcatagaaa tcttcaagcc 1440 

ttgactccag tggcccaggg attccttttt gataggtgca tcttttccct tctttagggg 1500 

cacagagcat tggccagagt tgctcccagg ttccagccct gtcccagcct cagcttcctg 1560 

agcagcatcc ctttctatag aatcactgtt gcctgatctc tttctcttcc tgtgtgtttc 1620 

caggccaggg ttctttgcct cttcctcaaa ctctacaata tatggataaa gttcattcac 1680 

catgtggaga acctggccag gctgcagctb cacctcttgg tccttcccaa ttacgactga 1740 

gtcaatgctg gtgggattga ctcctacctg ctttaccttg acatatccct tgttacactc 1800 

tgctttcaac tgtacttgct gtcgagaaca tttcttatca gtgatcttgg tctctgggcc 1860 

acgcccaatc acaactgctt ccaaatgtgg aagtctgatt cgctggtgcc ggctgtcctg 1920 

tctcaccaac cagcacaccc gcatcatcac tctccagaag tcggagacgg acaaattcac 1980 

cctcgtgcca agcatggcgg aatgcatcta acag 2014 



<210> 524 

<211> 2151 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> misc_feature 
<222> (1) . . . (2151) 
<223> n = a,t,c or g 



<400> 524 

gcccgcggta gtaaacctgg atcctttaaa acggcccccc cttttttttt tttttaatgg 60 

caaatagatt taatgcagag tgtcaacttc aattgattga tagtggctgc ctagagtgct 120 

gtgttgagta ggtttctgag gatgcaccct ggcttgaaga gaaagactgg caggattaac 180 

aatatctaaa atctcacttg taggagaaac cacaggcacc agagctgcca ctggtgctgg 240 

caccagctcc accaaggcca gcgaagagcc caaatgtgag agtggcggtc aggctggcac 300 

cagcactgaa gccaccactg gtgctggcac tggcactggc actgttattg gtactggtac 360 

tggcaccagt gctggcactg ccactctctt gggctttggc tttagcttct gctcccgcct 420 

ggatccgggc tttggcccag ggtccgatat cagcttcgtc ccagttgcag ggcccggcag 480 

cattctccga gccgagccca atgcccattc gagctttaat ctcggcccta agccttggct 540 

tccaaggtga gcctcagctt gcagccttca aaatccgctt ccattcgccc cttnctttcc 600 

cgggggggga ctgagctgcc cattcccttt ggatccttcc ttttgtaccc ttgcaggcaa 660 

acttgaagga ctttcatctt tgctggtcct catagtaaga gcgcaggccc ccagaagaac 720 

tcatattcaa ggggaattgc tatgggggac tctggcatag tcccaggtac ttctgcttca 780 

caaacctcat cagtgatgag cttccttcac gtcccccaag agttgaatga tgtatcccca 840 

ggcgcagccc caaacttggc gcagcacctc ccagatgaca gcctcacttg gaccgatttc 900 

cattcattga agatgatgct aagaagcacc atgagcagac ccagcttggg tgagtcctta 96 0 

gtcgttccca gtatgcctgc atcagtgggc tctaaggtgc tgagaagaat gtacaagtgg 1020 

tcattcttat caatttcctt caattgaatc ccaaatacct tcttccaagg aatagcctgc 1080 

tcgttcaaat gatttcgggg tacacatcag tgtattcttt gatgatgtcc ttcagcatgt 1140 

tccgagcgct tgatgggaat cttcgtctgg tctttagcca aaaggtactt caccaaattc 1200 

atttgccctc ccttgcaaaa gggccacatc cccaagntgg tggtgcttca ggctcttggg 1260 

atgaactgga acttggcaac tctaacggcg aagccccttt gcctacgggc tttaaggtga 1320 

tctccaaggg gagagcaaag gctctccggg cccaaagcaa gccaaccgag tccttgatgc 1380 

cctgcgggcc caaaaggcta tgggacccct tgaagccctg cgggccattg aggccattag 1440 

agcctttgag acccttcggc cacctgtggt tccagaagcc tgactctgat cactgctgcc 1500 

atcctcttcc ccatccagat gcttcacctt tcgggctttc ttggctttga ccttgggccg 1560 

agtatcctga ttctcctgag actgggcagc tgcactctca ggctcaggtt catctgctgg 1620 

ggcctgagag ggtgcagcct cagtctcctg agcctttgta ttgaccttcg tatcagccac 168 0 

atggctgacc tttttggtct cagtggcagg cattgtcaca gcctgcgggt cagcattctg 1740 

tttcttggtg tcagctgcta gactcttgtt ttcagctgcc agaacctggg tatcagtcag 1800 

ctgagtagta gatgaggcct gggtggcagg tgcctcccga gcctctgggg tctttgagac 1860 

ctctgtggcc tttgagaccc cagaggcttt tgagaccttc acatcctctg agacctccag 1920 

tgcctttgag gccttcggtg tctctgggac ctccacattc tgggtcactg tcaacagagt 1980 

ctgcatcatc gagctactgt ccttttctga agcttcagcc tggaagcgag ttagacctgc 2040 

accactctcg cttgtgtcag acatgtctca atttggcctg gcaagagctg agcctcgtcc 2100 

tcctacaatt cccgagtgcg tccactcact ccaagcccct ccgaagctcg g 2151 



<210> 525 

<211> 1869 

<212> DNA 

<213> Homo sapiens 



<400> 525 

gcgcggcctc ctgtctgcac cggcagcacc atgtcgctca cggtcgtcag catggcgtgc 60 

gttgggttct tcttgctgca gggggcctgg ccactcatgg gtggtcagga caaacccttc 120 

ctgtctgccc ggcccagcac tgtggtgcct cgaggaggac acgtggctct tcagtgtcac 180 

tatcgtcgtg ggtttaacaa tttcatgctg tacaaagaag acagaagcca cgttcccatc 240 
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ttccacggca gaatattcca ggagagcttc atcatgggcc ctgtgacccc agcacatgca 300 

gggacctaca gatgtcgggg ttcacgccca cactccctca ctgggtggtc ggcacccagc 360 

aaccccctgg tgatcatggt cacaggaaac cacagaaaac cttccctcct ggcccaccca 420 

gggcccctgc tgaaatcagg agagacagtc atcctgcaat gttggtcaga tatcatgttt 480 

gagcacttct ttctgcacaa agaggggatc tctaaggacc cctcacgcct cgttggacag 540 

atccatgatg gggtctccaa ggccaatttc tccatcggtc ccatgatgct tgcccttgca 600 

gggacctaca gatgctacgg ttctgttact cacaccccct atcagttgtc agctcccagt 660 

gatcccctgg acatcgtggt cacaggtcca tatgagaaac cttctctctc agcccagccg 720 

ggccccaagg ttcaggcagg agagagcgtg accttgtcct gtagctcccg gagctcctat 780 

gacatgtacc atctatccag ggagggggga gcccatgaac gtaggctccc tgcagtgcgc 840 

aaggtcaaca gaacattcca ggcagatttc cctctgggcc ctgccaccca cggagggacc 900 

tacagatgct tcggctcttt ccgtcactct ccctacgagt ggtcagaccc gagtgaccca 960 

ctgcttgttt ctgtcacagg aaacccttca agtagttggc cttcacccac agaaccaagc 1020 

tccaaatctg gtaacctcag acacctgcac attctgattg ggacctcagt ggtcaaaatt 1080 

cctttcacca tcctcctctt ctttctcctt catcgctggt gctccaacaa aaaaaaatgc 1140 

tgctgtaatg gaccaagagc ctgcagggaa cagaagtgaa cagcgaggat tctgatgaac 1200 

aagaccatca ggaggtgtca tacccataat tggaacactg tgttttcaca cagagaaaaa 1260 

tcactcgccc ttctcagagg cccaagacac ccccaacaga taccagcatg tacatagaac 1320 

ttccaaatgc tgagcccaga tccaaagttg tcttctgtcc acgagcacca cagtcaggcc 1380 

ttgaggggat cttctaggga gacaacagcc ctgtctcaaa accgagttgc cagctcccat 1440 

gtaccagcag ctggaatctg aaggcgtgag tcttcatctt agggcatcgc tcctcctcac 1500 

gccacaaatc tggtgcctct ctcttgctta caaatgtcta ggtccccact gcctgctgga 1560 

aagaaaacac acfccctttgc ttagcccaca gttctccatt tcacttgacc cctgcccacc 1620 

tctccaacct aactggctta cttcctagtc tacttgaggc tgcaatcaca ctgaggaact 1680 

cacaattcca aacatacaag aggctccctc ttgacgtggc acttacccac gtgctgttcc 1740 

accttccctc atgctgtttc acctttcttc ggactatttt ■ ccagccttct gtcagcagtg 1800 

aaacttataa aattttttgt gatttcaatg tagctgtctc ctcttcaaat aaacatgtct 1860 

gccctccaa 1869 



<210> 526 

<211> 6655 

<212> DNA 

<213> Homo sapiens 



<400> 526 

ataaccattt attagtcgaa agtgttttta agcacagtca gggtgtaaac agtgcagcat 60 

tcctgctccc ctccgtggga gcagcgtctc cttttcaatt catgtgacta cagaaggcac 120 

ttggtgaact gtgcgtgtct gaggtgtgga aaccaggaga cgctgctccc acagtcaggg 180 

tgtaaacagt gcagcattcc tgctcccctc cgtgggagca gcgtctcctt ttcaattcat 240 

gtgactacag aaggcacttg gtgaactgtg cgtgtctgag gtgtggaaac caggagaggg 300 

ggaaagaatt ctcaaaggcc tgacgtgaga agttggaaag gtttgcaggt tagggaatga 360 

attgggagtg ggggccggcg gcacccattt cggtgacttt ctccccattt catgtaaaca 420 

gaattgccag ggaccggtta ccgtggatat gtttttctaa aaactcagtg tctgcacaat 480 

ccattgatag aactggagga tgtgtctgtg tttcctgttg ggtttttctc atctcttaca 540 

tcatacaaac ttcaattttt accttgaata caggggtagt aggggtggtg gtggtggtgg 600 

tggttgagac agggtctctg ttgcccaggc tggagtgcaa tgatgcaatt atagctcatt 660 

gcagcctcga agtcctgggc tggagcgttc ttcctggctc agcctcccta gtagctggga 720 

ccacaggtgt gtaccaccac gcccagctta tttttaaatt cttgtataga tgaggtttta 780 

ctacgttgcc caggctggag ggtggtggtt tttatattcc ttgtgtgagg ggtgtctgtg 840 

atatttggaa tttgagaatg gatttagaca atgctaagta cagtctgctg ggttttgctt 900 

tgttctgggt tgttgttggg ttttttttgt ttgtttgttt tggtttttgg ttttcttgcc 960 

gtggtgcaaa actgtagaaa gttgcttatt cactggcctt ggttccattg aagtctgcgt 1020 

ctcgagtgtc cgtttcctcc tcagaaccat ctgcattttc aataactcta cgtcctccag 1080 

accttctaga aggaacgaaa gaggtctcgt ttcctcgcct gagcttgctc ttgagtgcgt 1140 

tcacctcgcg gcccatggcc tcgttgctct ccgtggcctc atccagctcc cgctgcagct 1200 

tcctgcggtt ggcgttgatg cgctgggact cctcctctgc ctcctccagc tgcctcttga 1260 
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gctgcttgac cctggcattg cctttctctg cctgctcctt gtactgctcg gccatcttgc 1320 

gctcgtcctc cacctgcagc aagatttcct tcagcttctt gtctttctgc ttcagcgact 1380 

tggtggccgc ctgtttctct ctggcctcct gctcgacctg ctcctctagc tgtgcaatct 1440 

tggcctccag cgccgcgatg gtggatttga acttggactt gacggccccc tccatctcgt 1500 

ggagcttgct ccggagctcc ttgttctgcc gctcgagctg ctgccgggca ctctcattct 1560 

tctgggccgt gctgcgctct gtggccagct cgttgctgag ctgctcggcc tgctgtgtgg 1620 

ctttgcggac ccggtcgctc atggcctcca tgttgccctg ctcctcctcc agctcctcct 1680 

ccagctgggc gatccgggcc tccaggcggc gcttctcgtc ctggagtgcg ttccttcccg 1740 

acaggctact ggcccagctc ctctgccagt tcctccttct tcgaggtccg ctttgtttgc 1800 

gaccctcttc agcggcggcg aggtccttct tgtagctgca tgaggtcgtg cttccaagct 1860 

cttggctttc ttctcattct ctttgggctg tggcaaaaga tctcatctct ggaggcacgg 1920 

ggcatcttcc agctctcttt gaaagtcctt catctgagcc tgcagtttgc gtagctgctt 1980 
gatggctttc cctcccctcc ctttgatggc agagtcggcc taaagatcca aggttcttac ' 2040 

agggtcccat cccagcttta tttttgctgc agctgccagg gcacgttgct ttcgctcgtc 2100 

ttccagttcc gtctcatact cgtgaagctg tctctgcaga tgccctcctg ctcgtcctca 2160 

ttctgctcgg ttcgggcttg gagataccct ttcgaaactg gcccttgaag gcgcctgcat 2220 

gttgacttcc agccgcagtt tgggcgtccc tccgtgggct tgcaagctcg gtccttccaa 2280 

gctcttccaa ctggcgtctt catctcctcc aatctggggt ctcccagggc ccggcttgga 2340 

cttctcccag atcatgggac agttcttgcc caacgtcaat ccttggaagc tgacccaggt 2400 

cttcccattt ctggctttga gcattttgtt ggtccgctcg agttcctctt tggcttccaa 2460 

ggcctcttca agggcccgag cccagggaca gggccttggt ttccttctcc ctggcttctg 2520 

cctcaactct gtccctctca tccgcgtatt tggaagagat gtttttctcc tcggctaaca 2580 

actgatcaaa tttcctctgc ttcttttcca ggttggacac cagttgccgc tggttgtcca 2640 

aatcaacaac caggtcgtcc agctcctgct gaagcctgtt cttggtcttt tccagtttat 2700 

catacgcggc cgccttctcc tcgtactgct gggtgaggtt ctcgatctcc ttctggaacc 2760 

tcttcttccc ctcttccaga gcttccacgg tgctggcaaa gtcctgcagc ttcttcttcg 2820 

agtcggagag ctggatgttg agagtggaga tgtggcgctc caggttctgc ttggcctcca 2880 

tctcctcgtc cagctggtct tgcaggctgt tccgctcctc ctccagctag gcgcagcgta 2940 

cgtagacacg ttgagcttct gccgggattc ttcttgaagc agctcctggg tgtcctggta 3000 

gctgggaact gagggacgcc acgtccttgg ccagcttaat ggccttcccc tcggcctcgt 3060 

taagcatccc ctgtgacgct ctcaacttca ttctgcaggc ttgtggactt tgtcattgag 3120 

ctccgcccgg gcccgctccc catcgctgca cttggactgc agctcctgca cctgcgcctg 3180 

cagcttcttc attctatgtt ccacctcctg cttgggcctg gcccaggacc cgcagctccc 3240 

cggccagggt ctgtgttctc tttctccagc gtctgcttat tcttgtctag gttcgccttg 3300 

gccctctttt gactgctcaa gctgctctgt gaggctctgc accgcctgtg cgtgtttctg 3360 

cctcatctcc tggacctgag cctcatggga ccgcgtctct tcattcaggg cccctcttca 3420 

gcaccgtcac ctcctgctcc ctcttggccc tgagctcctg ctgagtggct gtgctgtcca 3480 

gtgtgtcttc cagctctgtc tttagggcct ccagctcctc gccgaggtct cgcttctgct 3540 

tttcagcctt gttcctggcg gcccgctctg agtccaggtc ctcctggagg tctgagatgt 3600 

ggccctccag ctcccggatc ttcttcaggg cattgttctt ctgagcgatt tcatcgtcaa 3660 

gcctggccag ggccgcctgc agctcctcct ccttcttggc cagctgcatc ttgagctctg 3720 

cgatctgcgc ctggaggtca gcgatctgct cgtggaagtc gctggcatca ccctccagct 3780 

tccgtttcag cttctccagc tcctgtcggc tcttctcttc cttctttagc cgcacttcca 3840 

gttctgaaat catagattca tgcttgtttt tcagcttggt aagattcttg gccttttctt 3900 

cctcttctgc aagatttgtc gttaagtcac taatcctctc ctcaaggagt tttcgttctt 3960 

ttgatagttt attgttctga tcatccatga ccaggatctc atcctccagt ttcttgatct 4020 

tggcctcagc cgtgaccttc tcaagttgca gcttctgcct ggcagcttcc tcctcctcca 4080 

gctgttcttc aaggtccagc atctgctggg ccatcttctt cctttcagcc tgtagctgct 4140 

ggcccctgtc ttcctcctcc tccaggcggg cctccatctc atgcagtatc tcctccagct 4200 

cctgcttctt ggccgccagc cgcacccgca tctcctcagc ctctgcatac agctctgtct 4260 

ctgcctgcag ctgttcctgt agcaggttct tctcctcggt cagctgcgag tgcttctgtt 4320 

ccagctcctt aagctcattc tctgccttct gctgccgctc cttggtcttc tgcagttcat 4380 

cctccttggc ctgcatctcc tactcctgcc gtgtcacctg cagcagtggc tacactttgg 4440 

tgaaaagcct gcaccactgc cagttccgca gcttgatgta tgcggcgcag ttcctctgaa 4500 

tcaccttcat ggcggtcagc tgctgctgcc tcttggcaaa agcctttctg gccaagtagc 4560 

cacgacacat cgcctggaag gccatgatga catcggtgat cttcaaatct cgctcctcct 4620 

ctaggtgggc caggacgcca gttcggaaga agattttgct ctgccctatc ctgtataagt 4680 

tggggtcaag ttccagggct ttgatcatga gaatgcaggc ctgcttcccg tccatgaagc 4740 

ctttggggat ggcattcgcc gccaggatct cgtaccgttg gcggaactcc tggaagacga 4800 

tccggttggg gaagccctgc cggcagatgc gaatgccttc cagcacccca ttgcaccgca 4860 

gctgctccag caccaggaac gcatccagct tgccggacct cttctcgtgg ttggggatga 4920 

tgcagcgcac gaagttgggc gtggtgttgc gtagcgtggt catcagcttg cccagctgct 4980 

ccttgtacag ctgccccact gtgcggaaca tgcccttctt ggtcttggag gcgctgggca 5040 

gcgagctctc cgtcatcttg gccatctggt ccaggcccac gatgcggtcc acgtccttcc 5100 
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acaggtcggc cacaaacttg tcggaggagg cattgagcag ggaagtcacg ttgtcattca 5160 

gcgggtccat attcttggtc agccaggcac tcgcattata gtctaccttc ccagcataat 5220 

ggatgatgga gaactcagtc ttgtccttga gctgcttggg cttctggaac ttggggtggc 5280 

tgccctgctc cgtgcacagc ttctccacga aagacttgtc cgtggctttg gggaaccagc 5340 

attcctcgtc cagcagggcc agcacacctg gagggttgtt cggtcgctcg atgagctcga 5400 

tgcagggctg taggtccagc ccaaagtcga tgaagttcca ctcgatgccc tcgcgctggt 5460 

actcctcctg ctccaaggat gaacatggtg tggttgaaga gctgctgcag cttctcgttg 5520 

gtgtagttga tgcacagctg ctcgaaggag ttcacctcaa agatctcaaa tccagctata 5580 

tccaggatcc ccaggaagga agccccttgc cgatgggtct tgtccagggc tttgttcacg 5640 

cgggtgagta tccagcggaa aaggcgctca tatgttgcct tggccaaagc ctctacagca 5700 

aagtcagcct gttcttttgt ctgagctttc tgtaccacat ctcgcccaac cttgatacga 5760 

ggagtgagga tggatctggt gaaatctgtc acattaattc ccatgaggtg gcaaactttc 5820 

tgagcagctg tgttatctgg catggacgcc tggtctgtgt ttctttcctt cttgaagacg 5880 

atatttccaa gctgcaggac cgatgatacc accttcaata tggatagctg ctcctcctcg 5940 

ctgaaaccca tgattgccat ggcctccacg gtttcctgga acatctcatc atcctgggct 6000 

gctgggatgg gcacaaagcc attggagagg aaggtgtagt tgttgaagcc ctccaaaagc 6060 

aagtcacttc tcatcttctc cttggctcca gcaatcatgt agtaaaagat gtggaatgtc 6120 

ctctcgtctc tggcttggcg aattgcccgt gatttttcta gcagataggt ctcaatgttg 6180 

gctcccacga tgtaacccgt gacgtcgaag ttgatgcgga tgaatt;tgcc gaatcgtgag 6240 

gagttgtcgt tcttcactgt tttggcgttg ccgaaagcct ccagaatcgg gtttgcttgt 6300 

agaagctgct tttccagctc tcccgtgata cttgtgtctt tcttgccctt gtgggaggag 6360 

gccaccacgg ccaggtactg aatgaccttc ttggtgtttt cggttttccc ggctccagac 6420 

tcgcctgtgc atagaatgga ctggtcctcc cgatcttgaa gcatgctccg gtaggccgtg 6480 

tctgcgatgg cgtagatgtg aggcggcatc tcgtgcctct tcttgccctt gtacatgtcg 6540 

acgatcttct ccgagtagat gggcaggtgt ttataggggt tgaccaccac gcagaagagg 6600 

ccagagtacg tatatattag ccctgagaag taccgctccc tcaggttgtg tagca 6655 



<210> 527 
<211> 1081 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (1081) 
<223> ii = a,t,c or g 



<400> 527 

aaactacatt ttgcaaagtc attgaactct gagctcagtt gcagtactcg ggaagccatfg 60 

caggatgaag atggatacat caccttaaat attaaaactc ggaaaccagc tctcgtctcc 120 

gttggccctg catcctcctc ctggtggcgt gtgatggctt tgattctgct gatcctgtgc 180 

gtggggatgg ttgtcgggct ggtggctctg gggatttggt ctgtcatgca gcgcaattac 240 

ctacaagatg agaatgaaaa tcgcacagga actctgcaac aattagcaaa gcgcttctgt 300 

caatatgtgg taaaacaatc agaactaaag ggcactttca aaggtcataa atgcagcccc 360 

tgtgacacaa actggagata ttatggagat agctgctatg ggttcttcag gcacaactta 420 

acatgggaag agagtaagca gtactgcact gacatgaatg ctactctcct gaagattgac 480 

aaccggaaca ttgtggagta catcaaagcc agggactcat ttaattcgtt gggtcggatt 540 
atctcgccag aagtcgaatg aggtctggaa gtgggaggat ggctcggtta tctcagaaaa • 600 

tatgtttgag tttttggaag atggaaaagg aaatatgaat tgtgcttatt ttcataatgg 660 

gaaaatgcac cctaccttct gtgagaacaa acattattta aatgtgtgaa gaggaaggct 720 

ggccatgacc caaggtggac ccaactaccc ttaatgccaa agaggtggac aggataacac 780 

agataagggc tttattgtac aataaaagat atgtatgaat gcatcagtag cctgaaaatt 840 

gccttatttc tccctttctt ctcactggag ttatttttaa tattatcttt cctatcagaa 900 

ttacctagtc ccttctttga atatacagaa gccatcacgt gagtttatca tttgcttccc 960 

aattgttcta ttttccttta attttctttc ttcttgtcct tcatttctaa ttacctgaac 1020 

atggtatgat ttactgcatc ttcagatata cacatataac atcaaaantn aggccaatat 1080 
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<210> 528 
<211> 1098 
<212> DNA 

<213> Homo sapiens 



<400> 528 

tttaactccc cctcttctta agagaatttt aatgaagctg agataagagg catatttact 60 

tgcagtttgc cccattgtta ccctggattc ctccgagcgc acaagcttac cgcaaggctg 120 

actgtggatg tacttgggaa tctctcgtcg gctgtcctca atgctcacgt tcttagcata 180 

ccttcaccct agagaaaggc ccccacatcg ggcgccagat gaaggggtgg cctgcccctc 240 

cacacctgtg ggtatttcta gtcaggtggg atgagagact gagaaaagaa agaagacaca 300 

gagacaaagt atagagaaac aacagtgggc ccaggggacc ggcactcagc acaccaagga 360 

cctgcaccgg caccggcctc tgagttccct cagtttttat tgactattat tt teat tat t 420 

tcagcaaaaa ggaatgtagt aggacagcag ggtgataata aggagaaggt caacaaaaaa 480 

aacatgtgag caaaagaatc tatatcataa ttaagttcaa gggaaggtac tatgcctgga 540 

cgtgcacgta ggccagattt atgtttctct ccacccaaac atctcagtgg agtaaagaat 600 

aacaaggcag cactactgcc aacatgtctc gcctcccgcc acagggcagc ttttctccca 660 

tctcagagtt gaacaaatgt aegategggt tttacaccga gacattcagt tcccaggggc 720 

aagcaggaga cagtggcctt cctccatctc aactgeaaga ggctttcctc ttttactaat 780 

ccacctcagc acagaccctt tatgggtgtc aggctggggg accatcaggt ctttctcatc 840 

ccacgaggcc atatttcaga caatcacatg gggagaaacc ttggacaata cgccgctttc 900 

aagggcaggg ctccctgcgg ctttccacgg tgcattgtgc ccctggttta ttgagactag 960 

agaatggtga tgacttttac caagtatact gettgeaaat attttgttaa caaggcacgt 1020 

cctgcacagc cctacatccc ttaaaccttg atttcataca cacatgtttt tgtgagctcc 1080 

aggttgggtc aaagtggt 1098 



<210> 529 
<211> 1998 
<212> DNA 

<213> Homo sapiens 



<400> 529 

tttttttttt ttgtgggtaa aaccattttt attaactgac caaagcacat cattttgttt 60 

tctgatttga ggtaaaatca taaaacacag ttcacaagaa aatacaatga ctatttaacc 120 

acaattacaa gtttgaaatc tcactaggtg ttcatatact tttacaaatt catacaactg 180 

tatagtctac ttaagcttag tgttaaccaa aagagcaata tcaaagacct agacacttga 240 

ctactacttt tgcagtgggt atagttttat aacaacagaa taactgttac cttatgaata 300 

tactttactt taaaaaccac ttgactagcg actgtactgt ttcctcgtgg ttcaggggtg 360 

tgcatgaagg ctcttaggag agcaaacacc tgttcctatt ctgtatgtcc ctccctcatt 420 

tcaaatgaga gtaaccaatt gagtaaaata accaaataac cattgcccca ccatgaacat 480 

ggggcttggg aagacagtcc tacaatcttc atcatatatt taggttttta ggccagccag 540 

ctcttttttt ccaaagcttt cttttgaatg ttcagatcct attaatccta actatagact 600 

actgtgtttg tgagggtgtc tgagtgtcta tgtgagggca aggacaacag tgcagtccag 660 

aaacacagaa aatatgcttt tttgcagctg agctctgttt tgagatttca ttttgttact 720 

ggacageget taatccatac caaagtcttt ggaacactgc agatttgett tagaggtaga 780 

taaaacagaa ateatgeagt taagtcaatt gagaaaaaaa aagggatttg ttgtctttac 840 
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agaacatcat gactaaaagt tgatcctttg ctcttggtgc acatttaaga tttttacctg 900 

ttttgggaaa tacccaagtc ttccttgtct ctcaggaaaa acacatttaa attcatcctg 960 

tactaactac agatagaaga acagcagtat taccatgtgt attgcagcac tgcagttcac 1020 

tttctggatt tgtgacacac aaacacatca tgtgacgtcg catgcacgcg tkkgcttggg 1080 

kccctcgagg gatcctctag agcggccgcc cttttttttt tctttttcat tctaagaagt 1140 

taattttatt agtgtcacta gtgatgttaa ttaaaaaact tatagcaagt gctcaaaact 1200 

ttctaaatat tgtaatcact atgttttaaa gacagagtgg actgttacaa atgattttgc 1260 

aaaatacaaa aatagatata cttccactga aatgctttaa tcatttttcc gggcactctc 1320 

atcttttggt tcttcctcat ctgagtacac agtgggctcc tccccctcct tcagcagttt 1380 

gcccacgtga tgatacttga aagtgaactg agactcccag tcactcagag tctccctgct 1440 

gggcagcaag tgaggtcaga aagggtcatc gttactcatc cttcaggggc ttccttatcc 1500 

agggcaaaat tgtaggcaag gcccctggga tgcattttct tccagcaaag accccatacg 1560 

ggcccctcgg gccccgtaag aaatttgcgg gcctttgggt cacatcgaac accttgccgt 1620 

tgatggccca tgagtatggc gcggggtcct ggacgccgtc gaagcgccgc agcttcggcg 1680 

gggggtgaag tcgcgccgct tgaggcgggg cagagggggc ggctcgtcgt cgtcgctgtc 1740 

gccgcttggc cgccggctgg tccccgcgca cgatcttgta gagcaggaag atgcatgagg 1800 

ccaagcagca gcaggttgag cggcgacgtg aaaatctcat gcagcagccc gccgctctcc 1860 

agatcgcttg ggtcggcgcc agtcgccacc acatcctcgg cagccatgat ctctggagta 1920 

aaggttgggc cgcgctaggc agggatccgg aactcgccac tttctcctcc ctctgagcga 1980 

gcgagtggcg cgcggggt 1998 



<210> 530 
<211> 766 
<212> DNA 

<213> Homo sapiens 



<400> 530 

tttttttttt ttaataaaac cataacaaat ctttcattaa agatctactg agaccttggc 60 

tgaaatcatc tattattgtt gctagttagc ctctcttcta tagttgggta atgtgtgtct 120 

tgccactgtg tttgccagct ctcccaagtg aaaagaacac tttttataaa aaaattaatt 180 

gctccaagtt ttcaggccca ggggaggctc tcccattctc ctccttcaat aagtcccgtc 240 

caggtaagag gtgatcttgfc ggataaattc atcatacttc actttgccat tgggttcgat 300 

atctgccttc cctgaagaga tcatcccact tccttgtggg tgagcttctc ccccagactc 360 

gtgagttttg accgcaggtc ggacgccatg acgtaacctt tcttctcctt gtccaccatc 420 

aacatggcta gaagaatttc tttctttggg tcttcttgtt ttatttgcat gtgcataatg 480 

gtcagaaaag tggagaaatc cagctctcca tttccgtcta tcccgtgggt ctgcaggtgc 540 

cgctgcacct cccctggcgt cgggctggcc cccaggcacc tcatggccac catgaggtcg 600 

gtggctttta tcttccccct ctgctgcttg tcatacaggg agaagcattc cttgtactca 66 0 

ttaatttggt cttgggaaag aaacttggcc attctggggc ctcagctgct acccgtgggc 720 

ttgctgctcc cagaaccgcg ttcagttccc tttcctccct cgtgcc 766 



<210> 531 

<211> 1891 

<212> DNA 

<213> Homo sapiens 



<400> 531 

tgcaggaatt cggcacgagg ctgagcggat cctcacacga ctgtgatccg attctttcca 60 



286 
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gcggcttctg caaccaagcg ggtcttaccc ccggtcctcc gcgtctccag tcctcgcacc 120 

tggaacccca acgtccccga gagtccccga atccccgctc ccaggctacc taagaggatg 180 

agcggtgctc cgacggccgg ggcagccctg atgctctgcg ccgccaccgc cgtgctactg 240 

agcgctcagg gcggacccgt gcagtccaag tcgccgcgct ttgcgtcctg ggacgagatg 300 

aatgtcctgg cgcacggact cctgcagctc ggccaggggc tgcgcgaaca cgcggagcgc 360 

acccgcagtc agctgagcgc gctggagcgg cgcctgagcg cgtgcgggtc cgcctgtcag 420 

ggaaccgagg ggtccaccga cctcccgtta gcccctgaga gccgggtgga ccctgaggtc 480 

cttcacagcc tgcagacaca actcaaggct cagaacagca ggatccagca actcttccac 540 

aaggtggccc agcagcagcg gcacctggag aagcagcacc tgcgaattca gcatctgcaa 600 

agccagtttg gcctcctgga ccacaagcac ctagaccatg aggtggccaa gcctgcccga 660 

agaaagaggc tgcccgagat ggcccagcca gttgacccgg ctcacaatgt cagccgcctg 720 

caccggctgc ccagggattg ccaggagctg ttccaggttg gggagaggca gagtggacta 780 

tttgaaatcc agcctcaggg gtctccgcca tttttggtga actgcaagat gacctcagat 840 

ggaggctgga cagtaattca gaggcgccac gatggctcag tggacttcaa ccggccctgg 900 

gaagcctaca aggcggggtt tggggatccc cacggcgagt tctggctggg tctggagaag 960 

gtgcatagca tcacggggga ccgcaacagc cgcctggccg tgcagctgcg ggactgggat 1020 

ggcaacgccg agttgctgca gttctccgtg cacctgggtg gcgaggacac ggcctatagc 1080 

ctgcagctca ctgcacccgt ggccggccag ctgggcgcca ccaccgtccc acccagcggc 1140 

ctctccgtac ccttctccac ttgggaccag gatcacgacc tccgcaggga caagaactgc 1200 

gccaagagcc tctctggagg ctggtggttt ggcacctgca gccattccaa cctcaacggc 1260 

cagtacttcc gctccatccc acagcagcgg cagaagctta agaagggaat cttctggaag 1320 

acctggcggg gccgctacta cccgctgcag gccaccacca tgttgatcca gcccatggca 1380 

gcagaggcag cctcctagcg tcctggctgg gcctggtccc aggcccacga aagacggtga 1440 

ctcttggctc tgcccgagga tgtggccgtt ccctgcctgg gcaggggctc caaggagggg 1500 

ccatctggaa acttgtggac agagaagaag accacgactg gagaagcccc ctttctgagt 1560 

gcaggggggc tgcatgcgtt gcctcctgag atcgaggctg caggatatgc tcagactcta 1620 

gaggcgtgga ccaaggggca tggagcttca ctccttgctg gccagggagt tggggactca 1680 

gagggaccac ttggggccag ccagactggc ctcaatggcg gactcagtca cattgactga 1740 

cggggaccag ggcttgtgtg ggtcgagagc gccctcatgg tgctggtgct gttgtgtgta 1800 

ggtcccctgg ggacacaagc aggcgccaat ggtatctggg cggagctcac agagttcttg 1860 

gaataaaagc aacctcagaa caaaaaaaaa a 1891 



<210> 532 

<211> 1381 

<212> DNA 

<213> Homo sapiens 



<400> 532 

tttttttttt ttgaaggtat aaaacagcta atgttttact taactattct gaaagtaact 60 

gacaggtaat aaaaatgtgg gttttattag tccactacag tcacaataca atcgtcatag 120 

atttcccctt ctgtattcat cccaccaaac accaaacaga gcagtgtagc agtctggctt 180 

tcctcatgtg agtcaccact gtggctcatt actttgtcag ctgaatcctc tttctcagct 240 

tcatggttca gagtgagaga gttgggaatc ttctttctca gaagcacacg tcactggccc 300 

atgggaatga taccacatgg gaatgggtcc caatcgtccc aggggggtag gaaggagtat 360 

ccaaatttaa ggcaagggtc ccaatgctgc tcttctgtgt gatactgggt acattgtgtc 420 

ccaggtgctc ctgcaggagt cattccacca aaggatgtac acatgttttt cccatggcca 480 

cagctggagt ggggaagcac agcctgctgg aggcagcccc agtgggattt agcttctgcc 540 

atttcatgtc acttatatca atgcagtgga ggtcatcata gaatctgtcc cccgccaagc 600 

ctccgtggat gaagagcttt gtccctgctg ccaccatcac atgaccatgc cggggagatg 660 

gaggatttcc aagtgtctct ggctgtgacc aggtcagagt gtttgcgtca aacacatgca 720 

gcttcgtgtc ctgcacgggc tgggcacctc tctctccgcc cccaaagaca tatagctggt 780 

ttccaatggc tgccgatgat gtgtggaatg ttcttgggga tggtgggggg ctggtcactt 840 

ctggcgtggt ccacgtcctg gtttcaggat tcaggacttg tagacaattt cgatttcctg 900 

attggttggc acctccaaat acccagatac ggtcaggtgt gcaggaggga atgaagctag 960 

catgttcata ccggggcaag aggcccttgc aggtatctaa gtcccactgg tgttttccca 1020 

gatccatggt gtgcacgtct gagaagcttc tgtttggatt tgctccccca acaatgaaga 1080 
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ccttccctct cttggcatta ccaactgggg gtaaatatga acagctgtgg ccaactcgag 1140 

cacaggggct gtctccaggg acagtcaagg tgtaccatgt tgctttcctg ggcttgtctc 1200 

caggttccaa gactggcagt tgcttcatgg tgtcctgcgg cctaggccac tgacagctgt 1260 

ccccaaagtc cagagctcag ttaggctggc ttcacgtggg cgggacctcc cgcagcagcc 1320 

gccgctacca gcccagcaaa tctcatcccc acgtggcagt tctgcggcga cttaggccag 1380 

t 1381 



<210> 533 
<211> 1986 
<212> DNA 

<213> Homo sapiens 



<400> 533 

taataataaa aaataacttt ttaaatgggc aaaggctctg aatagacatt tctccaaaaa 60 

acatatacaa atggccaatc agcacatgaa aagatgttca acatcatcag ccatcaggga 120 

aatacaagtc aaaattgcaa tggtatacaa ttaatatacc atttaacatt cccaatagta 180 

gcctacaact tccatttcca ctgtggaaaa cggtttggaa gttcctcacg gtagtcaagt 240 

tacttaactg ctctgtaaaa tgaagttaat cacattcact ttggatgaat gagttcatat 300 

atattagcta taattactac agcaattatc attgtgtaca ttattactga ttgggtcaaa 360 

ttattaaccc cgtctcccta attcatttac ttttgttact ttggatgaat atttaaagta 420 

gtcttgaact gagatatgta tgtaaaggtt ctatcacatt ggcatataac atgtgctcaa 480 

caaatgaaag ctataattat ttatttccaa agagtttaaa gattaaactt ccctcaaaac 540 

aaacaaaagg caaggtaaca tcccaagctg tgaggggctg agtctctcct aggtgcaggg 600 

cagcacagga actggctgca caaggccaga gaggttacgt ggcggctctc ttcaaattag 660 

accacacaga gcgcttcatt ccctgtgcag tcttcacatc ttcccagtcc agtttgacgt 720 

ctggaacctc atcttctggc tctggatcct tcctcaaggg cccccggggg gacgcaacca 780 

caatgggcag agggccacat tcctcccgga tttccacaac atggaggccc ttcttatcag 840 

ccagctgttg atgggtttcc tgtctggaga gcccacggaa gaggccctgg gtgaggctga 900 

gcatattaat ggacccagag accttggcat acatgtcttt gatgccaatg agccggcaga 960 

tggtgatgat ggccctgtgg cagcggaggc cgtaaccttt gggttgtttc ttcatcttga 1020 

tatgcgtcct tttaaatctt aatgaaatat catggaatat tgtatggtct tcatatcgtt 1080 

ctatataatg caaatggtga actgctctgt tctttgcttt cctgaaagca tccatccgat 1140 

cagtagcttt cccaatagaa aaacctcaag tatcctggta tcaaaatcct catatgtttc 1200 

tccacaggga ccagggtcag gggggccaag actgatgcct ccccatgagt ttccactcca 1260 

tcctcgctcc cgtttaacct tcatcttctt ctttcggtcc cactcttctc tctgctggat 1320 

catgtctgcc tccaccttct cctgctcttc cttgcttctt tgggcaatgg tctgcactgc 1380 

tccatttttc ataagaggga cattcagtcc gggccataga aaaccataac gcccttcacc 1440 

aatgatctga cccctgttca gatcctttct tttcttcttt ttagttcttt tgcctcttcc 1500 

tttttttgct ccagcaccag tctctgctaa agcgcctttc cacagctcat ctgcagtcaa 1560 

tttagtgaag aaactatatg gtctatactg ctggctcatc aggtgactgg gagaagaaat 1620 

acagcattgt gtctgcagtg cacggctcaa gctggcgtag ggatgggtgt ctctggttcc 1680 

cagtgatgac aaatggccat tgccgagaac actcttccat gccaaaatgg aagctgctgg 1740 

taaggtgttt agggaacact gcctccccaa taaatgacct gccgtcccgc tacacagcac 1800 

ggggaggcag cccacagcgc gcaccgcggt cgccatgctg gagtccgagc cgcgcctcgg 1860 

cctccgccca gggcagcctt gcccaccgcc taccgcgact gctcctcgtc aaacggcaag 1920 

ccttgggccg cagcggaatt cctgaggccc gagtccacgc agcagcgcag gccggggtga 1980 

gggact 1986 



<210> 534 

<211> 1891 

<212> DNA 

<213> Homo sapiens 
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<400> 534 

tgcaggaatt cggcacgagg ctgagcggat cctcacacga ctgtgatccg attctttcca 60 

gcggcttctg caaccaagcg ggtcttaccc ccggtcctcc gcgtctccag tcctcgcacc 120 

tggaacccca acgtccccga gagtccccga atccccgctc ccaggctacc taagaggatg 180 

agcggtgctc cgacggccgg ggcagccctg atgctctgcg ccgccaccgc cgtgctactg 240 

agcgctcagg gcggacccgt gcagtccaag tcgccgcgct ttgcgtcctg ggacgagatg 300 

aatgtcctgg cgcacggact cctgcagctc ggccaggggc tgcgcgaaca cgcggagcgc 360 

acccgcagtc agctgagcgc gctggagcgg cgcctgagcg cgtgcgggtc cgcctgtcag 420 

ggaaccgagg ggtccaccga cctcccgtta gcccctgaga gccgggtgga ccctgaggtc 48 0 

cttcacagcc tgcagacaca actcaaggct cagaacagca ggatccagca actcttccac 54 0 

aaggtggccc agcagcagcg gcacctggag aagcagcacc tgcgaattca gcatctgcaa 600 

agccagtttg gcctcctgga ccacaagcac ctagaccatg aggtggccaa gcctgcccga 660 

agaaagaggc tgcqcgagat ggcccagcca gttgacccgg ctcacaatgt cagccgcctg 720 

caccggctgc ccagggattg ccaggagctg ttccaggttg gggagaggca gagtggacta 780 

tttgaaatcc agcctcaggg gtctccgcca tttttggtga actgcaagat gacctcagat 840 

ggaggctgga cagtaattca gaggcgccac gatggctcag tggacttcaa ccggccctgg 900 

gaagcctaca aggcggggtt tggggatccc cacggcgagt tctggctggg tctggagaag 96 0 

gtgcatagca tcacggggga ccgcaacagc cgcctggccg tgcagctgcg ggactgggat 1020 

ggcaacgccg agttgctgca gttctccgtg cacctgggtg gcgaggacac ggcctatagc 108 0 

ctgcagctca ctgcacccgt ggccggccag ctgggcgcca ccaccgtccc acccagcggc 1140 

ctctccgtac ccttctccac ttgggaccag gatcacgacc tccgcaggga caagaactgc 1200 

gccaagagcc tctctggagg ctggtggttt ggcacctgca gccattccaa cctcaacggc 1260 

cagtacttcc gctccatccc acagcagcgg cagaagctta agaagggaat cttctggaag 1320 

acctggcggg gccgctacta cccgctgcag gccaccacca tgttgatcca gcccatggca 1380 

gcagaggcag cctcctagcg tcctggctgg gcctggtccc aggcccacga aagacggtga 1440 

ctcttggctc tgcccgagga tgtggccgtt ccctgcctgg gcaggggctc caaggagggg 1500 

ccatctggaa acttgtggac agagaagaag accacgactg gagaagcccc ctttctgagt 1560 

gcaggggggc tgcatgcgtt gcctcctgag atcgaggctg caggatatgc tcagactcta 1620 

gaggcgtgga ccaaggggca tggagcttca ctccttgctg gccagggagt tggggactca 1680 

gagggaccac ttggggccag ccagactggc ctcaatggcg gactcagtca cattgactga 1740 

cggggaccag ggcttgtgtg ggtcgagagc gccctcatgg tgctggtgct gttgtgtgta 1800 

ggtcccctgg ggacacaagc aggcgccaat ggtatctggg cggagctcac agagttcttg 1860 

gaataaaagc aacctcagaa caaaaaaaaa a 18 91 



<210> 535 

<211> 1874 . 

<212> DNA 

<213> Homo sapiens 



<400> 535 

cggacgcgtg ggcgaaccct gaaccctacg gtcccgaccc gcgggcgagg ccgggtacct 
gggctgggat ccggagcaag cgggcgaggg cagcgcccta agcaggcccg gagcgatggc 

agccttgatg accccgggaa ccggggcccc acccgcgcct ggtgacttct ccggggaagg 180 

gagccaggga cttcccgacc cttcgccaga gcccaagcag ctcccggagc tgatccgcat 240 

gaagcgagac ggaggccgcc tgagcgaagc ggacatcagg ggcttcgtgg ccgctgtggt 300 

gaatgggagc gcgcagggcg cacagatcgg tgcgtgggga gggttgggcg ttcctgaccc 360 

cgactgggag gtcagcccga gagactttgg gtccctgggg gtgcgacggt gccccactac 420 

cagcaccggc cccagggtgc cccaccgctg tgggctgcca ccctcacgcg tacccccaca 480 

taccaggggc catgctgatg gccatccgac ttcggggcat ggatctggag gagacctcgg 540 

tgctgaccca ggccctggct cagtcgggac agcagctgga gtggccagag gcctggcgcc 600 

agcagcttgt ggacaagcat tccacagggg gtgtgggtga caaggtcagc ctggtcctcg 660 



60 
120 
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cacctgccct ggcggcatgt ggctgcaagg ttataaacca cctcctttcc agacgggagc 720 

ctataccgca catgcagcaa ccagtccatc cacaggcagc tcccaacctc aagcctggcc 780 

caaagcctcc aagaccctac caaggcttct ccccaccctg ctccccagca cagttctccc 840 

caccccgttc cccagcacag cgcttggggc ccctctggct ccagaccagg ccccttggag 900 

caggaaaaag atccactgat ggaattcaga cccctttccc cttgggtccc cagacagctc 960 

ccccaaggga ggagctgagg acttccctcc ctctgcccca agccttgttt ccccaaggac 1020 

aggtaccaac ctcctcccct actgacactt ctcaaccaag aaaacttcct ttccattccc 1080 

tcaccagctg ggcaccccta tagctgctta aatactttcc aaatccagct gcactcctag 1140 

ccagggaagg tgaagggatg cacagaggtg ggggaggggt actgtgcagg gtactcagca 1200 

tccctgacca ccaggtgcca atgatcagcg gacgtggtct ggggcacaca ggaggcacct 1260 

tggataagct ggagtctatt cctggattca atgtcatcca gagcccagag caggtacggg 1320 

gcgccacgga tcagtcattg atccaggttg atgatggaga ccctggccag aatcactaaa 1380 

agatcactgg tggatcatta gggtcactaa tgagaacact ggtcaaggtt actcatgagt 1440 

cactgggcct gggccgaaat catcagtgga actttgatta ggatcataaa atgggaagtt 1500 

ggtcaaaatc acagatggct ggcggggcac ggtggctcac acctgtagtc ctagcacttg 1560 

gggaggccga agagggcaga tcccttgaac ccaggagttc aaaaccagcc tggataacac 1620 

ggcaaaaccc catctctaca aaatagttcg ctgcgtgtgg tggtgcacgc atgtggttcc 1680 

agctactcag gaggctgagg caggaggatc acttgagcct gggaggtcta ggctgcagtg 1740 

agccgggacg atgccactgc actccagcct gggcaacaga gtgagaccct gtcccagcac 1800 

tctgggaggc agaggagccc agttggagat cagcc tgggt aatatagtga aacttgatct 1860 

ctacaaaaaa aaaa 1874 



<210> 536 
<211> 704 
<212> DNA 

<213> Homo sapiens 



<400> 536 

agagagccct gcgggaactg cgtgagcgcg tgacccatgg cttggctgaa gccggcaggg 6 0 

accgcgagga cgtcagcacc gagctgtacc gggcgctgga ggccgtgagg ctgcagaaca 120 

gtgagggttc ctgtgagccg tgccctacgt cgtggctgcc cttcgggggc tcctgctact 180 

atttctctgt gccgaagacc acgtgggcag aggcgcaggg ccactgcgcc gatgccagcg 240 

cacatctggc gatgtagggg gcctggggga gcaggacttc ctgagtcgtg acactagtgc 300 

ccttgaatac tggatcggcc gcagggccgt gcaacacctg cgcaaggttc agggctactc 360 

gtgggtggac ggagtcccac tcagcttcag gtaggggaag ggctcctggt gaaacctggg 420 

ggccacaggt tagactctag aggacatgtt ttgaggccga ggtgggcgga tcacctgagg 480 

tcaggagttc aagaccagca tgggaaacgt ggcgaaaccc catctctact aaaaatacaa 540 

aaaattagcc gggcgtggtg gcacacgcct gtaatcccag ctaaccctgg atgctgaggc 600 

acgagaatca cttgaaccca ggaggcagag gttgcagtga gccgagattg cgccactgca 660 

ctccagcctg ggagacagag ttagactccg tctcaaaaaa aaaa 704 



<210> 537 
<211> 1058 
<212> DNA 

<213> Homo sapiens 



<400> 537 

agatggccgc gctcctggcc gcctagagcc ggagcggccc gcggagctgc ggaggcagcc 60 
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atggtcgggg cgctgtgcgg ctgctggttc cgcctgggcg gggcccgccc gctcatcccg 120 

ttgggcccga ctgtggtaca gacctccatg agccggtccc aggtagccct gctgggcctg 180 

agtctgctgc tcatgctcct actgtatgtg gggctgccag gcccccctga gcagacttcc 240 

tgcctctggg gagaccccaa tgtcacagtc ctggctggtc tcacccctgg caactcgccc 300 

atcttttacc gcgaggtgct cccactcaac caggcacaca gggtggaggt ggtgctgctt 360 

catggaaagg cctttaactc tcacacgtgg gagcagctgg gcacactgca gctactgtca 420 

cagaggggct accgggccgt ggcccttgac cttccaggtt ttgggaactc ggcaccttca 480 

aaggaggcaa gcacagaggc agggcgggca gcgctgctgg agcgggcgct gcgggacctg 54 0 

gaggtacaga atgccgtgtt ggtgagcccc tcgctgagtg gccactatgc cctgcccttc 600 

ctgatgcgag gccaccacca gctacatgga tttgtgccca tcgcacccac ctccacccag 660 

aactacaccc aggagcaatt ctgggctgtg aagactccaa cccttatcct gtatggagag 720 

ctggaccaca tcctggctcg agagtcactg cggcagctcc gccacctgcc caaccactct 780 

gtggtgaagc tacgcaatgc aggccatgcc tgttacctcc acaagccgca agacttccac 840 

cttgtcctgc ttgccttcct tgaccatcta ccttgaacta acccactccc agctcccagc 900 

ctggcatgag cttggacagt ctggaccgcc accctccctg aaccagggag acagcctctg 960 

ggattggagg ccagaggcca gggtcagacc cagccaggac tcctcatttc atctcacaga 1020 

cacaataaaa aagcatattt gtcctgccaa aaaaaaaa 1058 



<210> 538 

<211> 1895 

<212> DNA 

<213> Homo sapiens 



<400> 538 

cccacgcgtc cgccgccgcc accgtaaggc taggccgcga gcttagtcct gggagccgcc 60 

tccgtcgccg ccgtcagagc cgccctatca gattatctta acaagaaaac caactggaaa 120 

aaaaaatgaa attccttatc ttcgcatttt tcggtggtgt tcacctttta tccctgtgct 180 

ctgggaaagc tatatgcaag aatggcatct ctaagaggac ttttgaagaa ataaaagaag 240 

aaatagccag ctgtggagat gttgctaaag caatcatcaa cctagctgtt tatggtaaag 300 

cccagaacag atcctatgag cgattggcac ttctggttga tactgttgga cccagactga 360 

gtggctccaa gaacctagaa aaagccatcc aaattatgta ccaaaacctg cagcaagatg 420 

ggctggagaa agttcacctg gagccagtga gaatacccca ctgggagagg ggagaagaat 4 80 

cagctgtgat gctggagcca agaattcata agatagccat cctgggtctt ggcagcagca 540 

ttgggactcc tccagaaggc attacagcag aagttctggt ggtgacctct ttcgatgaac 600 

tgcagagaag ggcctcagaa gcaagaggga agattgttgt ttataaccaa ccttacatca 660 

actactcaag gacggtgcaa taccgaacgc agggggcggt ggaagctgcc aaggttgggg 720 

ctttggcatc tctcattcga tccgtggcct ccttctccat ctacagtcct cacacaggta 780 

ttcaggaata ccaggatggc gtgcccaaga ttccaacagc ctgtattacg gtggaagatg 840 

cagaaatgat gtcaagaatg gcttctcatg ggatcaaaat tgtcattcag ctaaagatgg 900 

gggcaaagac ctacccagat actgattcct tcaacactgt agcagagatc actgggagca 960 

aatatccaga acaggttgta ctggtcagtg gacatctgga cagctgggat gttgggcagg 1020 

gtgccatgga tgatggcggt ggagccttta tatcatggga agcactctca cttattaaag 1080 

atcttgggct gcgtccaaag aggactctgc ggctggtgct ctggactgca gaagaacaag 1140 

gtggagttgg tgccttccag tattatcagt tacacaaggt aaatatttcc aactacagtc 1200 

tggtgatgga gtctgacgca ggaaccttct tacccactgg gctgcaattc actggcagtg 1260 

aaaaggccag ggccatcatg gaggaggtta tgagcctgct gcagcccctc aatatcactc 1320 

aggtcctgag ccatggagaa gggacagaca tcaacttttg gatccaagct ggagtgcctg 1380 

gagccagtct acttgatgac tta.tacaagt atttcttctt ccatcactcc cacggagaca 1440 

ccatgactgt ccatgggatc caaacgcaga tgaatgtttg ctgctgctgt tttgggctgt 1500 

tgtttcttat gtgtgttgca gacatggaag aaatgctgcc taggtcctag aaacagtaag 1560 

aaagaaaccg ttttcatgct tctggcccag gaatccctgg gtctgcaact ttgggaaaac 1620 

ccctcttcac ataaccattt tcatcccaat tcatcttcaa agcacaactc taatttcatg 1680 

ctttctcgtt attatctttc ttggatactt tccaaattct ctggattcta ggaaaaaggg 1740 

aatcattctc ccctcccctc cccacccaca tagaatcaac atatggtagg gattacagtg 1800 

ggggcatttt ctttatatca cctcttaaaa acattgtttc cactttaaaa agttaaacac 1860 

ttaataaatt tttggaaata atctgaaaaa aaaaa 1895 
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<210> 539 
<211> 2730 
<212> DNA 

<213> Homo sapiens 



<400> 539 

tttttttgtt ttttattttt tctttttaag tttgattttt tttatttcaa aatgctttgc 60 

aattaaatga attactgttc agaagtctcc cacttttcat acaaaaatac tgtgctactg 120 

atacagttga aaaaattcaa tgatgtctct cctgcaggag aaattcacag catccccagg 180 

gtcaacatga aatctggccc tgtccccgcc actgggggct ccccaggcct gcgttcctga 240 

taaactggga caggttttcc aggcactgac caactatcca ccaagggtcc tctgcctcca 300 

agacagaccc tgaatcaata gcagcaactt tcccafcattt catgtaggga tatgtggagg 360 

gggacaggaa ctctcccatt tccccagctg ggcctactac ctgcctgccc tgttcactct 420 

ggtgccatga ggcaggttca gtgattgatt ggtcttgcct gctgcagagg acctggccag 480 

ctccagaagg gtcactcatc aggtcctgca aaggtctgta tcattaatca gtgtcatcag 540 

tgtcctcaga agacactagc agagtccagg gtgatgcgtt cagccacaag cacaaagact 600 

gctttttcta aagagcagga tgaggtgaat gtgggaacgg aaagcagttg tcacgaaggc 660 

tgtgtggctc tgctggggga gaggcatcca cagtctgtgc caaggaggta cctcaccctg 720 

tgcagcagga gcgttaaggc caaaaaacaa aaggggccaa cagaaaacag ctcaggtgat 780 

ggggggagga gcagcaagaa aaaacgacaa ccgagaccaa ctgaaggttc ggtcaggaat 840 

gcaggctctt ccgtctatac agtgtttaaa aagatccaaa tgtgactgag atcattccag 900 

cctgcacttt ttatttgtag gcagaaggaa cgggataggt tgaggggcat gacgggggct 960 

ctcgccacct cttgtctgca cctctggaac aggtgggagc cgaatcattc aagtcctacc 1020 

tggtcagact cccaaccacg ctgaggcagg cccttacctt ggattgcctc atgggcctcc 1080 

ctcttgaaaa gaccctcact ctgtttggaa aagatccctt agcagccata atcaggaaag 1140 

agactctaga gcgagcccag ggcttcccca aagcgggatt ttctgtcctg ttttcagctg 12 00 

gaaattgaag tccttggggg cctcgaagat gagcacgatg gtggagccca ggttgaactc 1260 

gcccaggtgc tcgcccttac gcatggggac gccctctcta ttggtgtgcg tcacgaagct 1320 

gaagtcattg taggagccct tgctgtgcct tgggctgttt gtgtgcaggt cccggtcaaa 1380 

gtagatgcga atg'gagcccc agttgggtgg cccccacagc tgtcagtgag aagaagccat 1440 

gtttccagtc ccccgtcagg accacccgct cgttatggca gaagagctct ttgatccagc 1500 

gagccatgcc agggttcact gacatcaggg agcctgggaa gtggcgccgg tgggacacag 1560 

tccagtcggt gggggagtgg aagcagtggt agtccccagg ggccaggtag atgacacagt 1620 

gatagagctc attcccttcc, cgggtgacca gctggttctt gaaggagtca cacgacgcgg 1680 

ctggtgggaa gggcaggtcc tctgtgcaca tacgcgggcc caggaacgac tccagggagt 1740 

aggtgacccc ctttacctgc tccacctcac agttcttcac ctgcccaaag ttgaggatcc 1800 

ttccatccga tgggctaatc acgctgtgca ggccacagac aggccgggcc tgcggcttca 1860 

gcttgcgccg gaagaactcg ctgaggttgc ggtagtgatg caggtcctcc acagcggcct 1920 

ctttcatgtt caccccaaac gtccagatgt acaggctgta gacgggcctg cgcagccagt 1980 

gtggcagctc cacctgattg aggcgacccc aggcccgtga cagcaagcgc gttggcactg 2040 

acttgtacaa agccaccctg cttacgggcc tccatcccac ccggctgagc ggtctgaggg 2100 

cgccgaaggg caggaggtag tagaggacgg tcaagggcca ggagcgcagt ttcagagcgg 2160 

gtctggacat gcagctcagc tgccccagcc tccgcctcag ggccagctgg gggaagtgca 2220 

accatttcgc cgcgcggagc tctggtcctt gccgcgcctc tgactgacac atcatgggcc 2280 

ggcgcaggga gggcggggcg aggctcactc gatcactccc tttgttttcc tctttcctcc 2340 

ccttcccccg agccagcaga tctcctgtgc tgtcactgct ccagggcctc tgcctctgcg 2400 

aggctggttg gtggcgccgc ttcctgggtt tggttcagtc tcggtggctc acagggtgca 2460 

gaatagaggg tcagggccgc gcccggcagg agataagatg tggaggaagt gagctcacgc 2520 

agcccgggcc gtgcccacgt ggggacggaa aaaaagccca cgactcgctc aaccttgtcc 2580 

gcggggctcc tcaggccggg gccgcgtcgt cacagctggg agagcccacc tgcgaccgaa 2640 

ggccctagaa gggcaccccc acccggcact ggccctctga gcgggcaggg tggggcgcct 2700 

ccctgagaag tcacctgggg ctccacgaaa 2730 
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WO 01/53455 

<210> 540 
<211> 3707 
<212> DNA 

<213> Homo sapiens 



<400> 540 

ggctgcccga gcgagcgttc ggacctcgca ccccgcgcgc cccgcgccgc cgccgccgcc 60 

ggcttttgtt gtctccgcct cctcggccgc cgccgcctct ggaccgcgag ccgcgcgcgc 120 

cgggaccttg gctctgccct tcgcgggcgg gaactgcgca ggacccggcc aggatccgag 180 

agaggcgcgg gcgggtggcc gggggcgccg ccggccccgc catggagctc cgggcccgag 240 

gctggtggct gctatgtgcg gccgcagcgc tggtcgcctg cgcccgcggg gacccggcca 300 

gcaagagccg gagctgcggc gaggtccgcc agatctacgg agccaagggc ttcagctcga 360 

gcgtacgtgc cccaggcgga gatctcgggt gagcacctgc ggatctgtcc ccagggctac 420 

acctgctgca ccagcgagat ggaggagaac ctggccaacc gcagccatgc cgagctggag 480 

accgcgctcc gggacagcag ccgcgtcctg caggccatgc ttgccaccca gctgcgcagc 540 

ttcgatgacc acttccagca cctgctgaac gactcggagc ggacgctgca ggccaccttc 600 

cccggcgcct tcggagagct gtacacgcag aacgcgaggg ccttccggga cctgtactca 660 

gagctgcgcc tgtactaccg cggtgccaac ctgcacctgg aggagacgct ggccgagttc 720 

tgggcccgcc tgctcgagcg cctcttcaag cagctgcacc cccagctgct gctgcctgat 780 

gactacctgg actgcctggg caagcaggcc gaggcgctgc ggccctttcg gggaggcccc 840 

gagtagagct gcgcctgcgg gccacccagt gccgttcgtg gctgctcgcg tcctttgtgc 900 

agggcctggg cgtggccagc cgacgtggtc cggaaagtgg ctcaggtccc cctgggccgc 960 

ggagtgcttc gagagctgta attgaagctg ggtcttactg tggcttcact gcgtgggagt 1020 

ccccggcgcc aggccatgcc ctgactattg ccgaaatgtg ctcaagggct gccttgccaa 1080 

ccaggccgac ctggacgccg agtggaggaa cctcctggac tccatggtgc tcatcaccga 1140 

caagttctgg ggtacatcgg gtgtggagag tgtcatcggc agcgtgcaca cgtggctggc 1200 

ggaggccatc aacgccctcc aggacaacag ggacacgctc acggccaagg tcatccaggg 1260 

ctgcgggaac cccaaggtca acccccaggg ccctgggcct gaggagaagc ggcgccgggg 1320 

caagctggcc ccgcgggaga ggccaccttc aggcacgctg gagaagctgg tctccgaagc 1380 

caaggcccag ctccgcgacg tccaggactt ctggatcagc ctcccaggga cactgtgcag 1440 

tgagaagatg gccctgagca ctgccagtga tgaccgctgc tggaacggga tggccagagg 1500 

ccggtacctc cccgaggtca tgggtgacgg cctggccaac cagatcaaca accccgaggt 1560 

ggaggtggac atcaccaagc cggacatgac catccggcag cagatcatgc agctgaagat 1620 

catgaccaac cggctgcgca gcgcctacaa cggcaacgac gtggacttcc aggacgccag 1680 

tgacgacggc agcggctcgg gcagcggtga tggctgtctg gatgacctct gcggccggaa 1740 

ggtcagcagg aagagctcca gctcccggac gcccttgacc catgccctcc caggcctgtc 1800 

agagcaggaa ggacagaaga cctcggctgc cagctgcccc cagcccccga ccttcctcct 1860 

gcccctcctc ctcttcctgg cccttacagt agccaggccc cggtggcggt aactgcccca 1920 

aggccccagg gacagaggcc aaggactgac tttgccaaaa atacaacaca gacgatattt 1980 

aattcacctc agcctggaga ggcctggggt gggacaggga gggccggcgg ctctgagcag 2040 

gggcaggcgc agaggtccca gccccaggcc tggcctcgcc tgcctttctg ccttttaatt 2100 

ttgtatgagg tcctcaggtc agctgggagc cagtgtgccc aaaagccatg tatttcaggg 2160 

acctcagggg cacctccggc tgcctagccc tccccccagc tccctgcacc gccgcagaag 2220 

cagcccctcg aggcctacag aggaggcctc aaagcaaccc gctggagccc acagcgagcc 2280 

tgtgccttcc tccccgcctc ctcccactgg gactcccagc agagcccacc agccagccct 2340 

ggcccacccc ccagcctcca gagaagcccc gcacgggctg tctgggtgtc cgccatccag 2400 

ggtctggcag agcctctgag atgatgcatg atgccctccc ctcagcgcag gctgcagagc 2460 

ccggccccac ctccctgcgc ccttgagggg ccccagcgtc tgcagggtga cgcctgagac 2520 

agcaccactg ctgaggagtc tgaggactgt cctcccacag acctgcagtg aggggccctc 2580 

catgcgcaga tgaggggcca ctgacccacc tgcgcttctg ctggaggagg ggaagctggg 2640 

cccaaaggcc cagggaggca gcgtgggctc tgccaatgtg ggctgcccct cgcacacagg 2700 

gctcacaggg caggccttgc tggggtccag ggctgttgga ggaccccgag ggctgaggag 2760 

cagccaggac ccgcctgctc ccatcctcac ccagatcagg aaccagggcc tccctgttca 2820 

cggtgacaca ggtcagggct cagagtgacc ctcagctgtc acctgctcac agggatgctg 2880 

gtggctggtg agaccccgca ctgcagacgg gaatgcctag gtcccttccc gacccagcca 2940 

gctgcagggc acggggacct ggatagttaa gggcttttcc aaacatgcat ccatttactg 3000 

acacttcctg tccttgttca tggagagctg ttcgctcctc ccagatggct tcggaggccc 3060 

gcagggccca ccttggaccc tggtgacctc ctgtcactca ctgaggccat cagggccctg 3120 
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ccccaggcct ggacgggccc tccttccctc ctgtgcccca gctgccaggc ggccctgggg 3180 

aggggtggtg tggtgttggg aaggggtcct gcagggggag gaggacttgg agggtctggg 3240 

ggcagctgtc ctgaaccgac tgaccctgag gaggccgctt agtgctgctt tgcttttcat 3300 

caccgtcccg cacagtggac ggaggtcccc ggttgctggt caggtcccca tggcttgttc 3360 

tctggaacct gactttagat gttttgggat caggagcccc caacacaggc aagtccaccc 3420 

cataataacc ctgccagtgc cagggtgggc tggggactct ggcacagtga tgccgggcgc 3480 

caggacagca gcactcccgc tgcacacaga cggcctaggg gtggcgctca gaccccaccc 3540 

tacgctcatc tctggaaggg gcagccctga gtggtcactg gtcagggcag tggccaagcc 3600 

tgctgtgtcc ttcctccaca aggtcccccc accgctcagt gtcagcgggt gacgtgtgtt 3660 

cttttgagtc cttgtatgaa taaaaggctg gaaacctaaa aaaaaaa 3707 



<210> 541 
<211> 620 
<212> DNA 
<213> Homo sapiens 



<400> 541 

tttttttttt ttttggggag ttgcaacaat tcatctttat ttcttatttt cctctggaga 60 

tgcagaattt ggtatatttc accccaggta tatttgggat agttggctcc tcgctgggtc 120 

aggatggctg ggtgccttct cccctggcat ggttctcttc tctgcagggc gaggggcagg 180 

gagctagtaa aacctcgcaa tgacagcccg caatggcaga cccaatggag cccaggatga 240 

acttggtcaa tccggagaag tccagttgct cccagtgact gcagaagtag ccacaaaggc 300 

tgccccgggg aaactccacc cccattgggc aatggccgcc gcggacatca tcttggctgc 360 

tatggaggac gaggcgattc ccgcgcgcag ttgaagcccc atggcacttg agcaccatgg 420 

gcacagcctg catgggccac caactcttca atcacaactt gtagcaatcc tggccagggg 480 

caaaactacg gcagagccag aggccacccc tgaccacttt ggccacactg gtcacttgct 540 

gatttagtga gagcagaggc ctccatgcct gctcgggtta attccgtggc ttagagagta 600 

agagatcctc aacttcagct 620 



<210> 542 

<211> 2475 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_f eature 
<222> (1) . . . (2475) 
<223> n = a,t,c or g 



<400> 542 

agagggaggg aacgatttaa ggagcgaata ctactggtaa actaatggaa gaaatctgct 60 

gcaccactgg atattgggag tgtgtggcat gcatcctcat catcaggaaa ctctaaaaaa 120 

gaaccgagtg gtgctagcca aacagctgtt gttgagcgaa ttgttagaac atcttctgga 180 

gaaggacatc atcaccttgg aaatgaggga gctcatccag gccaaagtgg gcagtttcag 240 

ccagaatgtg gaactcctca acttgctgcc taagaggggt ccccaagctt ttgatgcctt 300 

ctgtgaagca ctgagggaga ccaagcaagg ccacctggag gatatgttgc tcaccaccct 360 

ttctgggctt cagcatgtac tcccaccgtt gagctgtgac tacgacttga gtctcccttt 420 

tccggtgtgt gagtcctgtc ccctttacaa gaagctccgc ctgtcgacag atactgtgga 480 
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acactcccta gacaataaag atggtcctgt ctgccttcag gtgaagcctt gcactcctga 540 

attttatcaa acacacttcc agctggcata taggttgcag tctcggcctc gtggcctagc 600 

actggtgttg agcaatgtgc acttcactgg agagaaagaa ctggaatttc gctctggagg 660 

ggatgtggac cacagtactc tagtcaccct cttcaagctt ttgggctatg acgtccatgt 720 

tctatgtgac cagactgcac aggaaatgca agagaaactg cagaattttg cacagttacc 780 

tgcacaccga gtcacggact cctgcatcgt ggcactcctc tcgcatggtg tggagggcgc 840 

catctatggt gtggatggga aactgctcca gctccaagag gtttttcagc tctttgacaa 900 

cgccaactgc ccaagcctac agaacaaacc aaaaatgttc ttcatccagg cctgccgtgg 960 

aggtgctatt ggatcccttg ggcacctcct tctgttcact gctgccaccg cctctcttgc 1020 

tctatgagac tgatcgtggg gttgaccaac aagatggaaa gaaccacgca ggatcccctg 1080 

ggtgcgagga gagtgatgcc ggtaaagaaa agttgccgaa gatgagactg cccacgcgct 1140 

cagacatgat atgcggctat gcctgcctca aagggactgc cgccatgcgg aacaccaaac 1200 

gaggttcctg gtacatcgag gctcttgctc aagtgttttc tgagcgggct tgtgatatgc 1260 

acgtggccga catgctggtt aaggtgaacg cacttatcaa ggatcgggaa ggttatgctc 1320 

ctggcacaga attccaccgg tgcaaggaga tgtctgaata ctgcagcact ctgtgccgcc 1380 

acctctacct gttcccagga caccctccca catgatgtca cctccccatc atccacgcca 1440 

agtggaagcc actggaccac aggaggtgtg atagagcctt tgatcttcag gatgcacggt 1500 

ttctgttctg ccccctcagg gatgtgggaa tctcccagac ttgtttcctg tgcccatcat 1560 

ctctgccttg gagtgtggga ctccaggcca gctccttttc tgtgaagccc tttgcctgta 1620 

gagccagcct tggttggacc tattgccagg aatgtttcag ctgcagttga agagcctgac 1680 

aagtgaagtt gtaaacacag tgtggttatg gggagagggc atataaattc cccatatttg 1740 

tgttcagttc cagcttttgt agatggcact ttagtgattg cttttattac attagttaag 18 00 

atgtcttgag agaccatctc ctatctttta tttcattcat atcctccgcc ctttttgtcc 1860 

tagagtgaga gtttggaagg tgtccaaatt taatgtagac attatctttt ggctctgaag 1920 

aagcaaacat gactagagac gcaccttgct gcagtgtcca gaagcggcct gtgcgttccc 1980 

ttcagtactg cagcgccacc cagtggaagg acactcttgg ctcgtttggg ctcaaggcac 2040 

cgcagcctgt cagccaacat tgccttgcat ttgtacctta ttgatctttg cccatggaag 2100 

tctcaaagat ctttcgttgg ttgtttctct gagctttgtt actgaaatga gcctcgtggg 2160 

gagcatcaga gaaggccagg aagaatggtg tgtttcccta gactctgtaa ccacctctct 2220 

gtctttttcc ttcctgagaa acgtccatct ctctccctta ctattcccac tttcattcaa 2280 

tcaacctgca cttcatatct agatttctag aaaagcttcc tagcttatct ccctgcttca 2340 

tatctctccc ttctttacct tcatttcatc ctgttggctg ctgccaccaa atctgtctag 2400 

aatcctgctt tacaggatca tgtaaatgct caaagatgta atgtagntct ttgttcctgc 2460 

tttctctttc agtat 2475 



<210> 543 
<211> 862 
<212> DNA 

<213> Homo sapiens 



<400> 543 

gttttttttg tggaccccac tcaaaacgta tttattgaat gacaatttct tagtacagtg 60 

tatactatcc ccaccaaagg aaaaaaacat taagagcaaa acaaggggtg gggggtggga 120 

atattgctaa agaaaattct aataagagtt atctataatt atagctttta tttattatat 180 

cttcattcaa tcatttatat cacaattagt ctaattgcat tcttgatgaa taactgactt 240 

cagcaaagga gtcaatccac taagcaaagt tcatatatat ttttcaagat gttcttcttt 300 

cgatcttgag tctttactct cctggattcc caagagaact gcattagcct ctagtacagt 360 

tgtaatctgt tgttgctccc aggaacctag acgtaagttc aagatctaat agccgcaaac 420 

cggaccctgg ttcctttctg ggtatttctc tccatccact tctggtcttc tacatacaca 480 

atgaaacttt ccaccaaaat ctatgtacca gatcattctc cacaatatga aagatccgtc t 54.0 

caatgaccag tttatccttt gcaggtccca tctgtgtaag aggagaatgt ctcagcatag 600 

atgcaaagga ttccacattt tttggagaac ccttctgtag gggctccacc ttctgtagaa 660 

gctccgagtg ccgctccaac gcgctcgcga aaccgcctgc gcgcgtctta ggctccttgg 720 

cattggaact accactttcg gatccactct cagtgcctac accccgaaag ggcctgaaga 780 

agagaaacac tcgcagaaaa tggctctcgg cagccacagc acgggtccga cacagcgccg 840 

ccatgacttc tttacctctg ac 862 
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<210> S44 

<211> 5656 

<212> DNA 

<213> Homo sapiens 



<400> 544 

aattccgggc gccagtcccg ctccgcgccg cgccgctccg ctccggctcg ggctccggct 60 

cgcctcgggc tgggctcggg ctccgggggg ggtgtccccc gtgccgggtc ccggtatggg 120 

tggggacgct ccaaccatgg cccgtgccca ggcgctcgtg ttggaactca ccttccagct 18 0 

ctgcgcgccg gagaccgaga ctccggaagt tggttgcacc ttcgaggagg gaagtgaccc 240 

agcagtgccc tgcgagtaca gccaggccca gtacgatgac ttccagtggg agcaagtgcg 300 

aatccaccct ggcacccggg cacctgcgga cctgccccac ggctcctact tgatggtcaa 360 

cacttcccag catgccccag gccagcgagc ccatgtcatc ttccagagcc tgagcgagaa 420 

tgatacccac tgtgtgcagt tcagctactt cctgtacagc cgggacgggc acagcccggg 480 

caccctgggc gtctacgtgc gcgttaatgg gggccccctg ggcagtgctg tgtggaatat 54 0 

gactggatcc cacggccgtc agtggcacca ggctgagctg gctgtcagca ctttctggcc 600 

caatgaatat caggtgctgt ttgaggccct catctcccca gaccgcaggg gctacatggg 660 

cctagatgac atcctgcttc tcagctaccc ctgcgcaaag gccccacact tctcccgcct 720 

gggcgacgtg gaggtcaacg cgggccagaa cgcgtcgttc cagtgcatgg ccgcgggcag 780 

agcggccgag gccgaacgct tcctcttgca acggcagagc ggggcgctgg tgccggcggc 840 

gggcgtgcgg cacatcagcc accggcgctt cctggccact ttcccgctgg ctgccgtgag 900 

ccgcgccgag caggacctgt accgctgtgt gtcccaggcc ccgcgcggac gcgggacgtc 960 

tctcaacttc gcggagttta tggtcaagag cccccaactc ccatcgcgcc cccacagctg 102 0 

ctgcgtgctg gccccaccta cctcatcatc cagctcaaca ccaactccat cattggcgac 108 0 

gggccgatcg tgcgcaagga gattgagtac cgcatggcgc gcgggccctg ggctgaggtg 1140 

cacgccgtca gcctgcagac ctacaagctg tggcacctcg accccgacac agagtatgag 12 00 

atcagcgtgc tgctcacgcg tcccggagac ggcggcactg gccgccctgg gccacccctc 1260 

atcagccgca ccaaatgcgc agagcccatg agggccccca aaggcctggc ttttgctgag 1320 

atccaggccc gtcagctgac cctgcagtgg gaaccactgg gctacaacgt gacgcgttgc 1380 

cacacctata ctgtgtcgct gtgctatcac tacaccctgg gcagcagcca caaccagacc 1440 

ataccgagag tgtgtgaaga cagagcaagg tgtcagccgc tacaccatga agaacctgct 1500 

gccctatcgg aacgttcacg tgaggcttgt cctcactaac cctgaggggc gcaaagaggg 1560 

caaggaggtc actttccaga cggatgagga tgtgcccagt gggattgcag ccgagtccct 1620 

gaccttcact ccactggagg acatgatctt cctcaagtgg gaggagcccc aggagcccaa 1680 

tggtctcatc acccagtatg agatcagcta ccagagcatc gagtcatcag acccggcagt 1740 

gaacgtgcca ggcccacgac g'taccatctc caagctccgc aatgagacct accatgtctt 1800 

ctccaacctg cacccaggca ccacctacct gttctccgtg cgggcccgca caggcaaagg 1860 

cttcggccag gcggcactca ctgagataac cactaacatc tctgctccca gctttgatta 1920 

tgccgacatg ccgtcacccc tgggcgagtc tgagaacacc atcaccgtgc tgctgaggcc 1980 

ggcacagggc cgcggtgcgc ccatcagtgt gtaccaggtg attgtggagg aggagcaggg 2040 

cagcaggagg ctgcggcggg agccaggtgg acaggactgc ttcccagtgc cattgacctt 2100 

cgaggcggcg ctggcccgag ggctggtgga ctacttcggg gccgaactgg cggccagcag 2160 

tctacctgag gccatgccct ttaccgtggg tgacaacaag acctaccgag gcttctggaa 2220 

cccaccactt gagcctagga aggcctatct catctacttc caggcagcaa gccacctgaa 2280 

gggggagacc cggctgaatt gcatccgcat tgccaggaaa gctgcctgca aggaaagcaa 2340 

gcggcccctg gaggtgtccc agagatcgga ggagatgggg cttatcctgg gcatctgtgc 2400 

aggggggctt gctgtcctca tccttctcct gggtgccatc attgtcatca tccgcaaagg 2460 

gagagaccac tatgcctact cctactaccc gaagccggtg aacatgacca aggccaccgt 2520 

caactaccgc caggagaaga cacacatgat gagcgccgtg gaccgcagct tcacagacca 2580 

gagcaccctg caggaggacg agcggctggg cctgtccttc atggacaccc atggctacag 2640 

cacccgggga gaccagcgca gcggtggggt cactgaggcc agcagcctcc tggggggctc 2700 

cccgaggcgt ccctgtggcc ggaagggctc cccataccac acggggcagc tgcaccctgc 2760 

ggtgcgtgtc gcagaccttc tgcagcacat caaccagatg aagacggccg agggttacgg 2820 

cttcaagcag gagtatgaga gcttctttga aggctgggac gccacaaaga agaaagacaa 2880 

ggtcaagggc agccggcagg agccaatgcc tgcctatgat cggcaccgag tgaaactgca 2940 



296 



WO 01/53455 



PCT/USOO/35017 



cccgatgctg ggagacccca atgccgacta cattaatgcc aactacatag atattcggat 3000 

aaaccgagaa ggttaccaca ggtcaaacca cttcatagcc actcaagggc cgaagcctga 3060 

gatggtctat gacttctggc gtatggtgtg gcaggagcac tgttccagca tcgtcatgat 3120 

caccaagctg gtcgaggtgg gcagggtgaa atgctcacgg tactggccgg aggactcaga 3180 

cacctacggg gacatcaaga ttatgctggt gaagacagag accctggctg agtatgtcgt 3240 

gcgcactttt gccctggagc ggagaggcta ctctgcccgg cacgaggtcc gccagttcca 3300 

cttcacagcg tggccagagc atggcgtccc ctaccatgcc acggggctgc tggctttcat 3360 

ccggcgcgtg aaggcttcca ccccacctga tgccgggccc attgtcatcc actgcagcgc 3420 

gggcaccggc cgcacaggtt gctatatcgt cctggatgtg atgctggaca tggcagagtg 3480 

tgagggcgtc gtggacattt acaactgtgt gaagactctc tgctcccggc gtgtcaacat 3540 

gatccagact gaggagcagt acatcttcat tcatgatgca atcctggagg cctgcctgtg 3600 

tggggagacc accatccctg tcagtgagtt caaggccacc tacaaggaga tgatccgcat 3660 

tgatcctcag agtaattcct cccagctgcg ggaagagttc cagacgctga actcggtcac 3720 

cccgccgctg gacgtggagg agtgcagcat cgccctgttg ccccggaacc gcgacaagaa 3780 

ccgcagcatg gacgtcctgc cgcccgaccg ctgcctgccc ttcctcatct ccactgatgg 3840 

ggactccaac aactacatta atgcagccct gactgacagc tacacacgga gtgcggcctt 3900 

catcgtgacc ctgcacccgc tgcagagcac cacgcccgac ttctgggggc tggtctacga 396 0 

ttacgggtgc acctccatcg tcatgctcaa ccagctgaac cagtccaact ccgcctggcc 4020 

ctgcctgcag tactggccag agccaggccg gcagcaatat ggcctcatgg aggtggagtt 4 080 

tatgtcgggc acagctgatg aagacttagt ggctcgagtc ttccgggtgc agaacatctc 4140 

tcggttgcag gaggggcacc tgctggtgcg gcacttccag ttcctgcgct ggtctgcata 4200 

ccgggacaca cctgactcca agaaggcctt cttgcacctg ctggctgagg gggacaagtg 4260 

gcaggccgag agtggggatg ggcgcaccat cgtgcactgc ctaaacgggg gaggacgcag 4320 

cggcaccttc tgcgccctgc gccacggtcc tggagatgat ccgctgccac aacttggtgg 4380 

acgttttctt tgctgccaaa accctccgga actacaaacc caacatggtg gagaccatgg 4440 

atcagtacca cttttgctac gatgtggccc tggagtactt ggaggggctg gagtcaagat 4500 

agcggggccc tggcctgggg cacccactgc acactcaggg ccagacccac catcctggac 4560 

tggcgaggaa gatcagtgcc tcctgctctg cccaaacaca ctcccatggg gcaagcactg 4620 

gagtggatgc tgggctatct tgctccccct tccactgtgg gcagggcctt tcgcttgtcc 4680 

catgggcggg tggtgggcca aggaggagct tagcaagtct gcagcccagc cccacctcca 4740 

tagggtcctg caggcctgtg ctgagaggcc tggtgctgcc tggcagagtg acaaaggctc 4800 

aggacggctg gctctggggg actcaggcca agccccttgg caccatcctg gcttttggca 4860 

gggatgagtg aggccctgca gagagcatcc caggccaagg ttcccactca gcctgccccc 4 920 

tctgcatgtg ggtagaggat gtactgggac ttggcattta ggattccatc tggcccagcc 4980 

cctgaaggtc ctggggaagc aggtctcaat tctgaatagc cagtggggca cactgactgt 5040 

ccctccccag gggaactgca gcgcccctcc tccccactgc cccctgcaac cccctgagat 5100 

attttgctca ctatcccctc ccccacttgc ttccctgata tgtgctctga gcttccctga 5160 

accaggatct gcctattact gctgtgcccc atggggggct ccttccctgc ctgacccact 5220 

gttgcagaat gaagtcacct cgcccccctc ttcctttaat cttcaggcct cactggcctg 5280 

tcctgctcag cttgggccag tgacaatctg caaggctgaa caacagcccc tggggttgag 534 0 

gcccctgtgg ctcctggtca ggctgcccgt tgtggggagg ggcagtgtta gagcagggct 5400 

ggtcataccc tctggagttc agaggaagag gtaggaccag tgcttttttg tttcttttgt 5460 

tatttttggt tgggtgggtg ggaaggtctc tttaaaatgg ggcaggccac acccccattc • 5520 

cgtgcctcaa tttccccatc tgtaaactgt agatatgact actgacctac ctcgcagggg 5580 

gctgtgggga ggcataagct gatgtttgta aagcgctttg taaataaacg tgctctctga 5640 

atgcctaaaa aaaaaa 5656 



<210> 545 

<211> 2735 

<212> DNA 

<213> Homo sapiens 



<400> 545 

tttttttgtt ttttattttt tctttttaag tttgattttt tttatttcaa aatgctttgc 60 

aattaaatga attactgttc agaagtctcc cacttttcat acaaaaatac tgtgctactg 120 

atacagttga aaaaattcaa tgatgtctct cctgcaggag aaattcacag catccccagg 180 



297 



WO 01/53455 



PCT/USOO/35017 



gtcaacatga aatctggccc tgtccccgcc actgggggct ccccaggcct gcgttcctga 24 0 

taaactggga caggttttcc aggcactgac caactatcca ccaagggtcc tctgcctcca 300 

agacagaccc tgaatcaata gcagcaactt tcccatattt catgtaggga tatgtggagg 360 

gggacaggaa ctctcccatt tccccagctg ggcctactac ctgcctgccc tgttcactct 420 

ggtgccatga ggcaggttca gtgattgatt ggtcttgcct gctgcagagg acctggccag 480 

ctccagaagg gtcactcatc aggtcctgca aaggtctgta tcattaatca gtgtcatcag 540 

tgtcctcaga agacactagc agagtccagg gtgatgcgtt cagccacaag cacaaagact 600 

gctttttcta aagagcagga tgaggtgaat gtgggaacgg aaagcagttg tcacgaaggc 660 

tgtgtggctc tgctggggga gaggcatcca cagtctgtgc caaggaggta cctcaccctg 720 

tgcagcagga gcgttaaggc caaaaaacaa aaggggccaa cagaaaacag ctcaggtgat 780 

ggggggagga gcagcaagaa aaaacgacaa ccgagaccaa ctgaaggttc ggtcaggaat 840 

gcaggctctt ccgtctatac agtgtttaaa aagatccaaa tgtgactgag atcattccag 900 

c'ctgcacttt ttatttgtag gcagaaggaa cgggataggt tgaggggcat gacgggggct 960 

ctcgccacct cttgtctgca cctctggaac aggtgggagc cgaatcattc aagtcctacc 1020 

tggtcagact cccaaccacg ctgaggcagg cccttacctt ggattgcctc atgggcctcc 1080 

ctcttgaaaa agaccctcac tctgtttgga aaagatccct tagcagccat aatcaggaaa 1140 

gagactctag agcgagccca gggcttcccc aaagcggatt ttctgtcctg ttttcagctg 1200 

gaaattgaag tccttggggg cctcgaagat gagcacgatg gtggagccca ggttgaaact 1260 

cgccccaggt gctcgcccct taacgccatg gggacgccct ctctattggt gtgcgtcacg 1320 

aagctgaagt cattgtagga gcccttgctg tgccttgggc tgtttgtgtg caggtcccgg 1380 

tcaaagtaga tgcgaatgga gccccagttg ggtggccccc acagctgtca gtgagaagaa 1440 

gccatgtttc cagtcccccg tcaggaccac ccgctcgtta tggcagaaga gctctttgat 1500 

ccagcgagcc atgccagggt tcactgacat cagggagcct gggaagtggc gccggtggga 1560 

cacagtccag tcggtggggg agtggaagca gtggtagtcc ccaggggcca ggtagatgac 162 0 

acagtgatag agctcattcc cttcccgggt gaccagctgg ttcttgaagg agtcacacga 1680 

cgcggctggt gggaagggca ggtcctctgt gcacatacgc gggcccagga acgactccag 1740 

ggagtaggtg acccccttta cctgctccac ctcacagttc ttcacctgcc caaagttgag 1800 

gatccttcca tccgatgggc taatcacgct gtgcaggcca cagacaggcc gggcctgcgg 1860 

cttcagcttg cgccggaaga actcgctgag gttgcggtag tgatgcaggt cctccacagc 1920 

ggcctctttc atgttcaccc caaacgtcca gatgtacagg ctgtagacgg gcctgcgcag 1980 

ccagtgtggc agctccacct gattgaggcg accccaggcc cgtgacagca agcgcgttgg 2040 

cactgacttg tacaaagcca ccctgcttac gggcctccat cccacccggc tgagcggtct 2100 

gagggcgccg aagggcagga ggtagtagag gacggtcaag ggccaggagc gcagtttcag 2160 

agcgggtctg gacatgcagc tcagctgccc cagcctccgc ctcagggcca gctgggggaa 2220 

gtgcaaccat ttcgccgcgc ggagctctgg tccttgccgc gcctctgact gacacatcat 22 80 

gggccggcgc agggagggcg gggcgaggct cactcgatca ctccctttgt tttcctcttt 2340 

cctccccttc ccccgagcca gcagatctcc tgtgctgtca ctgctccagg gcctctgcct 2400 

ctgcgaggct ggttggtggc gccgcttcct gggtttggtt cagtctcggt ggctcacagg 2460 

gtgcagaata gagggtcagg gccgcgcccg gcaggagata agatgtggag gaagtgagct 2520 

cacgcagccc gggccgtgcc cacgtgggga cggaaaaaaa gcccacgact cgctcaacct 2580 

tgtccgcggg gctcctcagg ccggggccgc gtcgtcacag ctgggagagc ccacctgcga 2640 

ccgaaggccc tagaagggca cccccacccg gcactggccc tctgagcggg cagggtgggg 2700 

cgcctccctg agaagtcacc tggggctcca cgaaa 2735 



<210> 546 

<211> 4146 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (4146) 
<223> n = a,t,c or g 



<400> 546 

gagacatggc ccgggcagtg gctcctggaa gaggaacaag tgtgggaaaa gggagaggaa 60 
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gccggagcta aatgacagga tgcaggcgac ttgagacaca aaaagagaag cgttcctctc 120 

ggatccaggc attgcctcgc tgctttcttt tctccaagac gggctgagga ttgtacagct 180 

ctaggcggag ttggggctct tcggatcgct tagattctcc tctttgctgc atttcccccc 240 

acgtcctcgt tctcccgcgt ctgcctgcgg acccggagaa gggagaatgg agagggggct 300 

gccgctcctc tgcgccgtgc tcgccctcgt cctcgccccg gccggtgctt ttcgcaacga 360 

taaatgtggc gatactataa aaattgaaag ccccgggtac cttacatctc ctggttatcc 420 

tcattcttat cacccaagtg aaaaatgcga atggctgatt caggctccgg acccatacca 480 

gagaattatg atcaacttca accctcactt cgatttggag gacagagact gcaagtatga 540 

ctacgtggaa gtcttcgatg gagaaaatga aaatggacat tttaggggaa agttctgtgg 600 

aaagatagcc cctcctcctg ttgtgtcttc agggccattt ctttttatca aatttgtctc 660 

tgactacgaa acacatggtg caggattttc catacgttat gaaattttca agagaggtcc 720 

tgaatgttcc cagaactaca caacacctag tggagtgata aagtcccccg gattccctga 780 

aaaatatccc aacagccttg aatgcactta tatttgtctt tgcgccaaag atgtcagaga 840 

ttatcctggg attttgaaag ctttgacctg gagcctgact caaatcctcc aggggggatg 900 

ttctgtcgct acgaccggct agaaatctgg gatggattcc ctgatgttgg ccctcacatt 960 

gggcgttact gtggacagaa aacaccaggt cgaatccgat cctcatcggg cattctctcc 1020 

atggtttttt acaccgacag cgcgatagca aaagaaggtt tctcagcaaa ctacagtgtc 1080 

ttgcagagca gtgtctcaga agatttcaaa tgtatggaag ctctgggcat ggaatcagga 1140 

gaaattcatt ctgaccagat cacagcttct tcccagtata gcaccaactg gtctgcagag 1200 

cgctcccgcc tgaactaccc tgagaatggg tggactcccg gagaggattc ctaccgagag 1260 

tggatacagg tagacttggg ccttctgcgc tttgtcacgg ctgtcgggac acagggcgcc 1320 

atttcaaaag aaaccaagaa gaaatattat gtcaagactt acaagatcga cgttagctcc 1380 

aacggggaag actggatcac cataaaagaa ggaaacaaac ctgttctctt tcagggaaac 1440 

accaacccca cagatgttgt ggttgcagta ttccccaaac cactgataac tcgatttgtc 1500 

cgaatcaagc ctgcaacttg ggaaactggc atatctatga gatttgaagt atacggttgc 1560 

aagataacag attatccttg ctctggaatg ttgggtatgg tgtctggact tatttctgac 1620 

tcccagatca catcatccaa ccaaggggac agaaactgga tgcctgaaaa catccgcctg 1680 

gtaaccagtc gctctggctg ggcacttcca cccgcacctc attcctacat caatgagtgg 1740 

ctccaaatag acctggggga ggagaagatc gtgaggggca tcatcattca gggtgggaag 1800 

caccgagaga acaaggtgtt catgaggaag ttcaagatcg ggtacagcaa caacggctcg 1860 

gactggaaga tgatcatgga tgacagcaaa cgcaaggcga agtcttttga gggcaacaac 1920 

aactatgata cacctgagct gcggactttt ccagctctct ccacgcgatt catcaggatc 1980 

taccccgaga gagccactca tggcggactg gggctcagaa tggagctgct gggctgtgaa 2040 

gtggaagccc ctacagctgg accgaccact cccaacggga acttggtgga tgaatgtgat 2100 

gacgaccagg ccaactgcca cagtggaaca ggtgatgact tccagctcac aggtggcacc 2160 

actgtgctgg ccacagaaaa gcccacggtc atagacagca ccatacaatc agagtttcca 2220 

acatatggtt ttaactgtga atttggctgg ggctctcaca agaccttctg ccactgggaa 2280 

catgacaatc acgtgcagct caagtggagt gtgttgacca gcaagacggg acccattcag 2340 

gatcacacag gagatggcaa cttcatctat tcccaagctg acgaaaatca gaagggcaaa 2400 

gtggctcgcc tggtgagccc tgtggtttat tcccagaact ctgcccactg catgaccttc 2460 

tggtatcaca tgtctgggtc ccacgtcggc acactcaggg tcaaactgcg ctaccagaag 2520 

ccagaggagt acgatcagct ggtctggatg gccattggac accaaggtga ccactggaag 2580 

gaagggcgtg tcttgctcca caagtctctg aaactttatc aggtgatttt cgagggcgaa 2640 

atcggaaaag gaaaccttgg tgggattgct gtggatgaca ttagtattaa taaccacatt 2700 

tcacaagaag attgtgcaaa accagcagac ctggataaaa agaacccaga aattaaaatt 2760 

gatgaaacag ggagcacgcc aggatacgaa ggtgaaggag aaggtgacaa gaacatctcc 2820 

aggaagccag gcaatgtgtt gaagacctta gaacccatcc tcatcaccat catagccatg 2880 

agcgccctgg gggtcctcct gggggctgtc tgtggggtcg tgctgtactg tgcctgttgg 2940 

cataatggga tgtcagaaag aaacttgtct gccctggaga actataactt tgaacttgtg 3000 

gatggtgtga agttgaaaaa agacaaactg aatacacaga gtacttattc ggaggcatga 3060 

aggcagacag agatgaaaag acagtcaaag gacggaagtg gaaggacggg agtgagctgg 3120 

ggagctgttg atctttcact atacaggctg ggaagtgtgt tgatgaccac tgagccaggc 3180 

ttttctcagg agcttcaatg agtatggccg acagacatgg acaaggagct gtgttcacca 3240 

tcggactcat gtgcagtcag cttttttcct gttggtttca tttgaataat cagatgctgg 3300 

tgttgagacc aagtatgatt gacataatca ttcatttcga cccctcctgc ccctctctct 3360 

ctctctcctc tcccctttgt ggattctttt tggaaactga gcgaaatcca agatgctggc 3420 

accaagcgta ttccgtgtgg ccctttggat ggacatgcta cctgaaaccc agtgcccaga 3480 

atatactaga atcaccgcat ttcagtggac tcctgaagtt gtacttgtgt ataattgccc 3540 

gcgtcgtgca taggcaaaga aggattaggc tgttttcttt ttaaagtact gtagcctcag 3600 

tactggtgta gtgtgtcagc tctgtttacg aagcaatact gtccagtttt cttgctgttt 3660 

ttccggtgtt gtactaaacc tcgtgcttgt gaactccata cagaaaacgg tgccatccct 3720 

gaacacggct ggccactggg tatactgctg acaaccgcaa caacaaaaac acaaatcctt 3780 

ggcactggct agtctatgtc ctctcaagtg cctttttgtt tgtactggtt cattgtgtta 3840 

cattaacgac ccactctgct tcttgctggt gaaagccctg ctctttaatc aaactctggt 3900 
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ggcccactga ctaagaagaa agtttatttt cgtgtgagat gccagcccct ccgggcaggc 3 960 

aagggctctg aagatttggg caacgtgggc ttaaattgtt ctgctttttc tgtagttcaa 4020 

tttcatgttt cttgnaccct ttttgtataa agctgcaata ttctctctta ttgttcnttt 4080 

catatggaat gtaatttctc gtgccgaatt cctgcaggcn aatcaattaa aatccccccg 4140 



<210> S47 

<211> 1348 

<212> DNA 

<213> Homo sapiens 



<400> 547 

ggcacgaggg cagtgccctc acctgggcca gccactacca ggagagactg aactccgaac 60 

agagctgcct caatgagtgg acggctatgg ccgacctgga gtctctgcgg cctcccagcg 120 

ccgagcctgg cgggtcagtg tgtggagggg agggactggg tggaggggaa ggcaggataa 180 

tgcagtgggg ggcatggtgg agaggggaaa gggccccttg actgaggggc tctgctccca 240 

ggtcctcaga acaggagcag atggagcagg cgatccgtgc tgagctgtgg aaagtgttgg 300 

atgtcagtga cctggagagt gtcacttcca aagagatccg ccaggctctg gagctgcgcc 360 

tggggctccc cctccagcag taccgtgact tcatcgacaa ccagatgctg ctgctggtgg 420 

cacagcggga ccgagcctcc cgcatcttcc cccacctcta cctgggctca gagtggaacg 480 

cagcaaacct ggaggagctg cagaggaaca ggtagggcta tgagcccctc gggccaccca 540 

ccccatcttc ccttctcctg gcctccccgc attgggtggt agccagcttc aaaaacccct 600 

ggaccaccct cagcagctgc tagctctgct tctaactctg tcctggggct gttgccctgg 660 

tgtgggctcc caggtgggga caggagacct gctggccagc ccccgcccac tctcctcccc 720 

catccacact gtgaaacaag gacagaaaca aagggcctca gccacgccaa gacgagaagc 780 

agcagcgcat actgctgtaa ctgccttgga caagcagaaa aaggctcctc ttgaatgcgc 840 

ctgtgggccc agctacttgg gaggctgagg caggaggatc gcttgagccc tggagattga 300 

ggccgcagtg agccgtgatc acgccactgc actccagcct gggcaacaga gagagaccct 960 

gtctctaaaa aataagaaaa aagaaagaga gaaaaagcct tttctccacc ttgccctgtc 1020 

tcagggaaga aggaactgcc cttctccccg tggggacctg gctgcctgct ctgacaggta 1080 

cctgtcatct gcccaccatg ggcttctggg acctgctgta gcccctgcca cccactgctg 1140 

cagacccacc cactctcagc ttagctcaaa agctgttctc taactcattt ctgagaataa 1200 

ctgaagggct ggagttgcag ttggcccagc tgtctggacc agatggggaa acaagcccag 1260 

cagggcaaga tgattggtct aaggtcgcag ccaggtgaca gctgggtcac ttctcctccc 1320 

actgtcactg ctgcctccat ctgacttg 1348 



<210> 548 

<211> 1864 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (1864) 
<223> n = a,t,c or g 



gcgccc 



4146 



<400> 
tttttttttt 



548 

tttaaaacaa tgtggtactg gtgtattgac agtaatgtcc acgaaacaga 



60 
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atgaaaaccc ccaaattaca ttaggtttac actgggagtt agcaaaacaa aagggcagca 120 

ttaaccgaca tacagcacgt gggaggatgg tggaaaagct ggacatgact cactggacat 180 

ttcaactgaa accacagagg ttcttgaaaa tgctggagaa ttccctgatt gccttatcag 240 

ttacaaaccc aaattcagaa tcatgtgaca gctggataca ttcaactgta cgtacaaata 300 

atgatcaaaa aacacaaaag ttgggtagtg gttaccatag cttttactgt agttattcat 360 

taagctattc aactgttctg tgcagtttga tgttttattt tacaataaaa agtcaaaaaa 420 

aataagcaaa aagataaact ggaaaataag acttacatct catatatatg gacaaaggac 480 

caattacctc caaacataaa cagctcctag aaattactgc aaagatcaac aacccagtag 540 

aaaaatgaat gaagttccca gaacagaaaa cacaagtggc ccttcaaaaa aatgaagaga 600 

ggctcagcct cttatggtaa gacaaagaga caggatttta aaaacctagg cctcttccta 660 

gagttccctt aaatatctag gccagatcat ttttacttcc tggcttagac cctgccaagg 720 

gctgcccagc tactcaggtg tttgtgtcct tgtggactca agtcatattg tcctgatctt 780 

ttggctgagt acggttttct cctccagcaa agacaatttg gaggatgtac taagcatgaa 840 

gcgctacttc ctggccccca tctctcttcg cacagtgttc catcatccag ccatgaaagc 900 

acagctgagt gatccaagag gcagttccaa ttgttgacta acgtgtacct gcctatgtga 960 

gtgtgtccta tgggaactca ggccttagaa tggtttcaaa gtagtggctt tcaaaattac 1020 

tgtttgcctc ttcaaacttc acacctaagg aaaatggaaa catgcagagc agggacacag 1080 

aaggggcatt agctggcgtg gggtaggggc aagagctaat tgtgaaggaa gaaggcctga 1140 

gatcacgtag ccatgtcgga gaacagctgt gctcgctgcc ctgcctcttt gcgcgcatgt 1200 

caggcagccc caggctccag ctgcttgagt ttctcttgga gtccccggag ctggcttcga 1260 

ccccagtcaa tgcggttctg gaggctggct atgtctgcgg ccagctgcag gccatcccgg 1320 

aagcttgctt gagcctgacg tagactgtga ggaactagga ttccaaacca gttcaggggg 1380 

tcctgagggg cctcagagga ctccggttct ggggtcttag tggggccctt gcgcctccgc 1440 

agacctgctt cgcgaggccc cacctcctct ggggcgtgga caccagctct caccaccttg 1500 

aacttctgga gtccctcctg ggcctcgctg gcgtggaggc agacctgggg ctccatgtgg 1560 

gaagcatact gcaggggccc taccgacttg gcgcccatcg cgtagcgagc cttggcgagc 1620 

gagagccagc cctcctccac ccgggcgttc aacaccgttc gtttcccctc cagctcctcc 1680 

aggtccccaa gcagctgcag gaccagcgaa tccagctccg ctcgcaggtc aagcgccgcc 1740 

atggacacac ctccagatct ggagccacct tcttccttgt caccctccgc agtttggcag 1800 

gacanccaat aggcacacga gatcctccat caaggggcgt tcccagtctg gggatcccca 1860 

nggc 1864 



<210> 549 

<211> 649 

<212> DNA 

<213> Homo sapiens 



<400> 549 

cattctgatg ttggagcggc cacagctgtc ttgcccctcc tcacggccgt gttgggtgtt 60 

accgtggtca cccgcaggga cacggagggg ccaggcagag cagccctagt tcacctcacc 120 

gggagccccc gccagaaggt gggcacctct gggagggagg gactgccagg ccttggggct 180 

tcctgtgctg agtcagagct ggaacgggag acgcaggagc cccgcagccg cgggaggtgc 240 

atatttgggg ctgccaggtg gcgccaggtc cccttggcca gcccccagcg cccctttctt 300 

ctgtccccag ggcctcggct tcacaggatg gggctgccag tgtcctgggc ccctcctgcc 360 

ctctgggttc tagggtgctg cgccctgctc ctctcgctgt gggcgctgtg cacagcctgc 420 

cgcaggcccg aggacgctgt agcccccagg aagagggcgc ggaggcagcg ggcgaggctg 480 

cagggcagtg cgacggcggc ggaagcggtg agtgccaagc tgtcccgggg accagggtgg 540 

ggtccgcagg ggaccgacca gccttcctcg cccccagtcc ctactgaagc ggacccacct 600 

ctgctccctc agcaagtcgg acaccagact gcacgagctg caccagggc 649 



<210> 550 
<211> 696 
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<212> DNA 

<213> Homo sapiens 



<400> 550 

tttttttttt ttaaaggttt gcatgtttat ttataattac aatttacatt actccaacag 60 

aggagccccc ttgctatgtt ctaattctta gccattaagt cctacaaaaa taaacccaag 120 

cttttacagt aacttaatca atacagaact aaagccttta tagctattag aggggtttag 180 

ttaccaaggt gcfctattttc gacaaaatgc cctgtcactc agaggacgca tgcgtatact 240 

aaagttctga cccatcgact catgcaacaa atgtagaccc caccctccct ccacccactg 300 

ttacaacaca aacacaaaac aacgatgtac aacagagggg aaatatgctc ttggtcaact 360 

gaccttgcag aaaagactgg cttgtttcca agtggatgag aacgccagtg tgtggccaga 420 

gtccagcaat gactgaccgg cccaggtcag aggctggcag ggaccacaga agggccaagg 480 

cgctgccggg gctcatccca ggctccaacc ccaacctgga agcttgtgga caccaggctc 540 

tgtgcagcag ctccgtggct agcgtccagg gcccctggcc actactccca aatgcttcta 600 

gtccacccac ccctggccag ccccaacctt gacatcactg tggatgccat cagggtggtc 660 

tggttcactt atacaacatg atccatgggc tcgtgc 696 



<210> 551 
<211> 1037 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (1037) 
<223> n = a,t,c or g 



<400> 551 

taaaaagtga ggatcttttc ctfctcttgta agttagaaga aataacctct tcagttaaac 60 

cttcagtgaa ggttctttta gttttctgtt ctgctttcta aaaacataga ctctgttctt 120 

tagagcaact tatgactctc atctctgctg cacgagaata tgagatagag ttcatctatg 180 

cgatctcacc tggattggat atcacttttt ctaaccccaa ggaagtatcc acattgaaac 240 

gtaaattgga ccaggtttct cagtttgggt gcagatcatt tgctttgctt tttgatgata 300 

tagaccataa tatgtgtgca gcagacaaag aggtattcag ttcttttgct catgcccaag 360 

tctccatcac aaatgaaatc tatcagtacc taggagagcc agaaactttc ctcttctgtc 420 

ccacaggtat tgtatataat ggctttacat ttaactagtc ttcttggaat atataactta 480 

taaaggacca tgggccccat tctctctcca cttccctcct cctttggtgt gtaaaagtag 540 

gaatcttttt ttagaagaca tttttcaaga tcctaaattg gagaaatttt aggaactaat 600 

aaatgacaac tgactaggca aaagattttt atgtattttt aagtactgga agtatatgaa 660 

cattacattg tcaatattaa aagagggata gtattgaaat gaaaactgga gaaaaaccaa 720 

attacattgc ttttacctta gtcacttctc atttcctcct acttgtcccc tttttctgcc 780 

catgcatatc tgtccctttt tgcactcctc ccactcccat ctgggctctt atttcaagta . 84 0 

gtcagcatag aaagcttaac agtttttccc gttttccttt ctttntgccc ctctggtttc 900 

tttcattgaa aatattttag tctcttagtt gcttctcaaa attcaactta caggaagttt 960 

tccccacact tcctttgtca ggaagaattt tagattaaat tatttaactt tctttgtgtg 102 0 

tatgtgagcc gagaacc 1037 



<:210> 552 
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<211> 813 
<212> DNA 

<213> Homo sapiens 



<400> 552 



gccagtgggg 
gcccgggggc 
aggggggagg 
aacccagaga 
tctcacgact 
cccagaccag 
cctggagaat 
tttccggctg 
acacacactg 
aggtcgggag 
ggtcctgggc 

agggccttct 

gagctgtgtt 
taaacatgag 



cagcaaaggc 
gagagtgggg 
gggccgggaa 
cttgggtttg 
tgcatcttta 
ctcggctacc 
gatgagcagg 
caccgcggca 
ctggtgacgg 
cccattgatg 
ctctgtgatg 
gctcgcccac 
aaggagaaca 
tctgatgttc 



cccttggggt 
gcagatggag 
gggacctggc 
caggtgaagg 
cccactagac 
tggtactgag 
cagccagtgc 
tgaatgtgcc 
tgtcaggaca 
tctgagcctg 
aggcaggcac 
ctcccacccc 
agggcaagga 
tccaaaaaaa 



aacaaaggtg 
gctcgggaag 
tggggaatga 
gtatcgggcc 
ttctgcactg 
tgaaggtgca 
catctctgag 
cttcaagcgc 
gagggtgttt 
ccggagggcg 
acctgtcggt 
tacctggacg 
gacctccctt 
aaa 



ggatgtggaa 
atcagtattg 
gaaaacctgg 
gtccatccct 
acccaggggc 
gtgctggcgt 
ctggtcagca 
ctgtctgtgg 
gtggtgaaga 
agggtcggag 
cttggcttgc 
ggcccaggct 
tgtgctccct 



ggccagggga 
aggaccatgt 
ggccatcgtc 
ctagcatgct 
tggagcgaat 
catctgggga 
cagcctgcgg 
tctttggaga 
ggcagaaccg 
aagcggattg 
tgctagaact 
tggggactct 
cactccctaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
. 813 



<210> 553 

<211> 1451 

<212> DNA 

<213> Homo sapiens 



<400> 553 

tttttttttt ttgaagttca aatgtatcaa attattaaaa atgcagcatt tttcacatga 60 

gctttaaaga tgtggaagat ggggtacaat taaaaccatg agagttgtgc agggaacagc 120 

cgtagggcct gtttgcacct tcagatattg cctgctccca aaaattcaga cccccagatg 18 0 

cagggcaaga caataagaaa gggtgagtgc aagcaaggag agcctcctgc taagaggctg 24 0 

aggtcccctc tggttccaag gatgggatgt cagccttgac cttccggggt ctgcagtggc 3 00 

cagaggctgc ctgtcgcccc ttcctcctcc ccttcttggg cactgtggga gcttctgggt 360 

cctgctggag gctggtcccc tcaggccgct gggttgcagt cctcttagga aggtctctct 420 

ttgcccttcg tgtcctggaa ggggccttgc ttggaggcaa agcgtcctcc actctgtcct 48 0 

caggactcag ctgtgtggcc ttggatttct ttttgcggga cttgcgccct gcaggacact 54 0 

ggtgttggag ttggagggtc ctatcctgcc caggggtgac tcccagggtt gcagggggat 600 

agggtggaga agggtgctgt agcccttgca ggcgtgaagt cctttctgct ctcttagcct 660 

attacattag gagtagctta cctttgggtg ccaacggtcc aggatccccc taaaatggga 720 

tggggataat tcaggaatca gcctgggttg gcacaggggc ggtattcctt ggagaggcag 780 

gactcacaca cacccatcca gatcagtgta gcttctccct taggaagcct ctaggacatc 840 

ccccatgtta gagtccacat cagcaaagct gctctgccct tggctacttt cacttgggct 900 

acctgccttg ggctacttcc actagctgca actctgggac gcatgggtgg ggagggatgt 960 

gaccctcagg aacagtgtgg tccttggagg gtctagacag accctgagca tcaccacccc 1020 

agttattgtg accccacgtt tccacccatc agcctcctgg ggtctctgcc tgtgtgaaca 1080 

gtagggccca acctggaacc agatggtacg gccatgccgg tcctgcaggg agctcatgcc 1140 

tggcatgcca tagcagcgca gccaggctcg aaaggcagca aagtcctcct ccccgctctc 1200 

tgacccgtag cctttgcccc ctgtgggaca gaggaacagg cagagatcag agggcaggct 1260 

caggttggga ggagtgggga gcctggttag acctggccca gacctcagct acacaagctg 1320 

atggactgag tcaggggcca cactctccct cctctggtga tgtgacctca gctggtttct 1380 

tcccactcgg ccatgggttt cccatcctgg agtgggatta agaatccttg tcctggccct 1440 

gtgcagtggc c 1451 
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<210> 554 

<211> 1663 

<212> DNA 

<213> Homo sapiens 



<400> 554 

ctctggccac tgaaaaactt ctcactataa agcatgtatt caaggattac caatgcaaat 6 0 

gggcagcaat taacctggag accccatgcc tatggcagtc tcaagaacgg aactagagat 120 

gctatgtttg aaaatcgacg catgattaaa gcgatacttc tggaagcatg cagggcaggc 180 

ggcccggcca tgacgcacag actctgtaca gccctgcaga cctcagccac catgctaaca 240 

ggcggacact tttaccatgc aatcaagggc acgggatcag ctgctttggg aagacttatt 300 

tccaccccct ccagtctctc aggctggagc gcagtggcgt gatctcaact cactgcaacc 360 

tctgcctcct aggttcaagc gattcttctg cctcagcctc ctgagtatgt gagactacag 420 

gcacgcacca ccacgcccag ctaatgtttg tatttttagc agagatggag tttcaccata 480 

ttggccaggc tggtctcgaa ctcccgatct cgtgatctgc ctgcctgggc ctcccaaaga 540 

gctgggatta caggcgtgag ccactgcgcc cagccaggaa gactttcttc atggcaaaca 600 

gtgggttctt tcaggggaca tttctgtaat gtacaaaaga acctgcaaaa acaaaagcac 660 

ctagggagac agaagactgg gaaaggccca tgaagggcag agctctctca gtaatggagg 720 

aaactaatag gactgctgct aatggagccc caggtgagcc ctgggattgc aaggccaccg 780 

ctggcacagg caaccatgct tgtgtggagg tgcaggcgtg agcccttctg caagggggct 840 

ctctgccagc acccatgcag ggctcagaag ggggcctggc tgtggatctt gctgggttcc 900 

agcagcacag aggcccactg gcctctgacg caacatacgc ctggggaagt gtgcaggccc 960 

agcggagaca gaactgccaa gagtctggac tcacggtagt cttcagactc gtccaggatc 1020 

tcggacctga tgatctcctc gatcacgtcc tccagggtga ccaggcccag gacctcgtag 1080 

aaggggtcgc cttcaccctc gttgttcacc ttctgcacga tggccaggtg ggacttccct 1140 

9tggggggag gacactcatg gaacagcttg ctgggccccc cccagtttga ttcatctccc 1200 

ctggtatagg cccaccaaaa ggacacggct aacgttcatg ctcctacaac gtgccaggca 1260 

cagagccaca ctcttttcta ggtttttact taagactccc agcgtgatta tgagaactgg 1320 

ccttattttc acacaggttg aaaatgaagc agtgggctca tgcccatctg cacaaggccc 1380 

cccaggcaga gctggcagag ctgggatcca gctccaggtc cgtgcacctc catgacatgg 1440 

atgcagttta gacaaggatg cctccctcca gtggagaaca caaatgcctc acacatcagc 1500 

cagcctgcac atgcaggcta acaagggcac tgactctgga aacacaggct ctcctgcgac 1560 

agtccacacg gggcagctga gtggggccac ccagcctgac tgtccttggg aggatttcct 1620 

aagtcttttt cttcttaaag taaatatata tgctgtccat cct 1663 



<210> 555 

<211> 1040 

<212> DNA 

<213> Homo sapiens 



<400> 555 



gcatggaatt cggcacgagg agctgtgtca ccactgtggg tccctggttg tttcctcacc 
ctgtccgtga cgtggattgg tgctgcaccc ctcatcctgt ctcggattgt gggaggctgg 
gagtgcgaga agcattccca accctggcag gtgcttgtgg cctctcgtgg cagggcagtc 
tgcggcggtg ttctggtgca cccccagtgg gtcctcacag ctgcccactg catcaggaag 
tgagtagggg cctggggtct ggggagcagg tgtctgtgtc ccagaggaat aacagctggg 
cattttcccc aggataacct ctaaggccag ccttgggact gggggagaga gggaaagttc 
tggttcaggt cacatgggga ggcagggttg gggctggacc accctcccca tggctgcctg 



60 
120 
180 
240 
300 
360 
420 
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ggtctccatc tgtgtccctc tatgtctctt tgtgtcgctt tcattatgtc tcttggtaac 480 

tggcttcggt tgtgtctctc cgtgtgacta ttttgttctc tctctccctc tcttctctgt 540 

cttcagtctc catatctccc cctctctctg tccttctctg gtccctctct agccagtgtg 600 

tctcaccctg tatctctctg ccaggctctg tctctcggtc tctgtctcac ctgtgccttc 660 

tccctactga acacacgcac gggatgggcc tggggggacc ctgagaaaag gaagggcttt 720 

ggctgggcgc ggtggctcac acctgtaatc ccagcacttt gggaggccaa ggcaggtaga 78 0 

tcacctgagg tcaggagttc gagaccagcc tggctaacat ggtgaaaccc cgtctctact 840 

aaaaatacaa aaaaaaagta gccaggcatg gtggcgcatg cctgtagtcc cagttactca 900 

ggagactagg gcaggagaat tgcttgaacc tgggaggcaa aggttgcagt gagccgagat 960 

ccgtgccact gcactccagc ctgggtgaca gagtgagact ccgcctcaaa aaagaaaaaa 1020 

aaaaaagtct cgacggtcga 1040 



<210> 556 

<211> 1331 

<212> DNA 

<213> Homo sapiens 



<400> 556 

tttttttttt ttcatacaca agccggtgat actttattat ataagagagt tgtcaaaagg 60 

acagtttcat ttctgtttca gaatccccac attccagtga tccatctgtt gacacaatta 120 

acataaacta tttgctgata tttactgagt gcttgcaatg tatcagagtc attaaataag 180 

atgcaacttc tactgtgaaa actggaatct tcattaggac acagacttag aaaaggccca 240 

gtttcaagga ttctgacttg cacagactga gcactcccat ttccagaagt tcgaatacct 300 

cctttcttat ctcgggaatg tccatcattc tcctcaactt ctgatctctc cagttccagt 360 

caaaaaccag aaattttaag gggctcaaat taaggccacc ttgtttaaca agttctttaa 420 

ttctccccgg agttcctaca cccaggtgca ccacacgctt ctccagcaac tttacctgcg 480 

cctggacctt tatgtgcttt gcaaataatt ttataacttt gccgtctcct ctgaatgctg 540 

tcatcgacct aatgagctcc agggctcgga cggccgagct gcagatgatc agcatcagga 600 

ccgatttctt ctcactgtgg ttcttcctaa gttttaccca cttaggacaa atttctttta 660 

ggtatgagga aagactgtga gtcaaatcat tggccttgag gaaacaggag tctggcaggt 720 

tcagttcttc taattcaatc accaagcgtc tgctgctata atagtccttc atcagcttct 780 

gtaggtcttc aggtaaccct ggttttggtt ctgattttgc aagaacatca gtaattttct 84 0 

tctttcttct tttcctggtc ttggtggtat tctcttttct ttcctttggt tgtatcaaaa 900 

aacattcttt aggctgtttg gttttctctg aaggtacagg aactggaact gtctcctgct 960 

gcatcacttc tgtgtctcct tctccttcac catctgatgc ttctgggctg ctgcctgctc 1020 

cagtcggctg gttctcccac cactcgtctc cgagatcgtc tgccatttca gctcaggtct 1080 

cgacgtgggc agaacatcac gggtaggcga ccagctgcgg agaatcacgt tgtctcaaag 1140 

ccaggcggcc ggcgtagcta cacgcggagc tcccgctaga cactgtcgcc tccgccccgc 12 00 

ggcgatgacg tcacacctct gccccgcctc tccggcagcc gctcccagac tcgtcgcagt 1260 

ttccacacag gcgccgacag gcagaagcag tttggaaacg caacataaat ccccccaaag 1320 

atttatactt g 1331 



<210> 557 
<211> 971 
<212> DNA 
<213> Homo sapiens 



<400> 557 
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tttttttttt ttgatctaag aaactttatt gctcagaacc ttccctccct gggcaatgga 60 

aagagctttg gagaccagcc catggggaca gagtcagagg cactgggtgt aaaaaagagc 120 

gagcgtgtgg cacatttggt ccattgtcat gtgcgggtat ggcaggagga gggggtaatc 180 

tagaagcccc acatctaggg ccttctaggg acccagatat gcccccttag gcaaggctca 240 

catgccaaag caaagcagat gaggtcagcc tggcttgggt tgagggctca gtgcctctta 3 00 

gccttgccct ggggttcttg gaccttccgg aaactgagcc acatcaggct cacgttgata 360 

gcataggtgg tgatacaaac aatgcagaaa tcatagagca cgaagaacag gatccaggcc 420 

aggtagacag aaccagcgag agacaccagg gagctcagca gcatcaggac agaggcccag 480 

cgtgtccgca ggcaacctaa caatagctgt agtgtgtaga agatgcaacc gaatatgctg 540 

ttggattgat tgaggatgct gtcctgtccc agcacatgct ccaccagccc gaaacccctg 600 

ccccacctgg aggagaagac gcgcgaacag ctgatggcgg tgcccacgtc gcagagcgcg 660 

cggtaatccc ggtcccgggc gcgcgccgcc ttcacgtgca gcgcgtagag cgagagcact 720 

aagcccgtca ggcaaagagc gagccgcacc cagccagggc tcccccaggt gctgcccatt 780 

atctccaggt tccgcccgag gcgcccgcgg agaaaaccag ccacggagca ggggccgggc 840 

ggcgaatggc cgcgcccctc ctggccctct gactcggcga ttggccggcc gtgctcgcac 900 

tccacgaccc aaatggctgt tccagggcgc tagtcaagcg ggcgagttag gaaaacagcg 960 

aagaatgccg g 971 



<210> 558 

<211> 1575 

<212> DNA 

<213> Homo sapiens 



<400> 558 

ggagtccccc gcgccccccg cgttccgccc ggccatggct gcggtggcgc tgatgccacc 60 

gccgctgctg ctgctgctgc tgttggcgtc gccgcccgcc gcctccgcgc cgtccgcccg 120 

cgatcccttc gccccccagc tcggggacac gcagaactgc cagctgcggt gccgcgaccg 180 

cgacctcggc ccgcagccct cgcaggcggg gctggagggc gcctccgagt ctccctatga 240 

cagagccgtt ctgatcagcg cttgcgagcg tggctgccgc ctcttctcca tctgccgatt 300 

tgtggccaga agctccaagc ccaatgccac ccaaactgag tgtgaagcag cctgcgtgga 360 

agcctatgtg aaggaggcag agcagcaggc ctgtagccac ggctgctgga gccagcccgc 420 

ggagcctgag ccggagcaga agagaaaggt cctggaggct ccaagtgggg ccctctccct 480 

cttggacttg ttttccaccc tctgcaatga ccttgtcaac tcagcccagg gatttgtctc 540 

ctccacctgg acatactact tgcagactga caatgggaaa gtggtggtgt ttcagactca 600 

gcccatagtg gagagcctcg gcttccaggg gggccgtctg cagcgcgtgg aggtgacctg 660 

gcgaggctcc caccctgaag ccctggaggt gcacgtggac cctgtaggcc ccctggacaa 720 

ggtgaggaag gccaagatcc gagtcaagac cagcagcaag gccaaggtgg agtctgaaga 780 

gccacaggac aatgacttcc tcagttgcat gtcccggcgc tcgggtctgc ctcgctggat 840 

cctggcctgc tgcctcttcc tctccgtgct ggtgatgctg tggctgagct gctccaccct 900 

ggtgaccgcg cctggccagc acctcaagtt ccagcctctg accctggagc agcacaaggg 960 

cttcatgatg gagcccgatt ggcccctgta cccgccgccg tcccacgcct gtgaggacag 1020 

cctaccaccc tacaagctga agctggacct gaccaagctg taggcctcca ctggccccat 1080 

cactgccaac tgcagggggc ccctcgggcc tcacttgccc tgagcccagg gagtccaagg 1140 

gcagggtggg tccagccttg agcccctcca cccccaaatc cttcctctcc tcccagaccc 1200 

accccttgcc ccacggagtc ctggggacgc agtgccccag ctgggaagag ggcgggatcg 1260 

ggcactggtt cctccttgtc cccgctttct tgggggcttg ctactttttg tcttctattg 1320 

tgtggctttc tgagtatttg aaccccagtc ctgtgtcacc ttcctttttc cttctctgtc 1380 

ccctctctgc gggggggcgc tgaggctgag ggggagctgc gtcttgctag ggcttccccc 1440 

ttctccccat cccggtctcc agagacccag cttctgagag acagggtgtg ggcatctcca 1500 

tgcccctata aagcgtgcct ggggcttgtc tggggc'tggg gaggaataaa ccatgtatat 1560 

aaaagaaaaa aaaaa 1575 
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<210> 559 
<211> 820 
<212> DNA 
<213> Homo sapiens 



<400> 559 

ctttcccgag cttggaactt cgttatccgc gatgcgtttc ctggcagcta cattcctgct 60 

cctggcgctc agcaccgctg cccaggccga accggtgcag ttcaaggact gcggttctgt 120 

ggatggagtt ataaaggaag tgaatgtgag cccatgcccc acccaaccct gccagctgag 180 

caaaggacag tcttacagcg tcaatgtcac cttcaccagc aatattcagt ctaaaagcag 240 

caaggccgtg gtgcatggca tcctgatggg cgtcccagtt ccctttccca ttcctgagcc 300 

tgatggttgt aagagtggaa ttaactgccc tatccaaaaa gacaagacct atagctacct 360 

gaataaacta ccagtgaaaa gcgaatatcc ctctataaaa ctggtggtgg agtggcaact 420 

tcaggatgac aaaaaccaaa gtctcttctg ctgggaaatc ccagtacaga tcgtttctca 480 

tctctaagtg cctcattgag ttcggtgcat ctggccaatg agtctgctga gactcttgac 540 

agcacctcca gctctgctgc ttcaacaaca gtgacttgct ctccaatggt atccagtgat 600 

tcgttgaaga ggaggtgctc tgtagcagaa actgagctcc gggtggctgg ttctcagtgg 660 

ttgtctcatg tctctttttc tgtcttaggt ggtttcatta aatgcagcac ttggttagca 72 0 

gatgtttaat ttttttttaa caacattaac ttgtggcctc tttctacacc tggaaattta 780 

ctcttgaata aataaaaact cgtttgtctt gtcttctgcc 820 



<210> 560 

<211> 1601 

<212> DNA 

<213> Homo sapiens 



<400> 560 

tttttttttt ttagggatgc attttgaata tttattgtcc ttgtttttaa cataatfctgc 60 

aaatttacat aattataatg gctgtgtttg acaactggct tgcaacaaaa ttcttgaaaa 120 

ttgaataatt ggcccacctg ggctgggatg agccagctgg atcacaccgt tgccccctca 180 

gcctctagga ggcctcagga ttatggcgtc catcttatga tattggccga aaggagacag 240 

tcttggaggt gctgcttact gttgaacttc cttttggaat gtatgggaga aggcagggaa 300 

aggaatcttt aggcagactg ccatccaggg actgctattc tgttcactga gattcagctg 360 

tgaacatctg ttctttcttc ctcttctgtc tactgcatgc aggcccggaa gctgagcgtt 420 

agtcaaaggt acaggaaggg aaaagagaag agggcaaggc ccatccccca agaaaggaag 480 

ggctctgatg cagagggagc aggagctgag gtggagacgg ccactgcctc tctcaccctc 540 

tgttccatcc ctctgctcaa gaaaaccagg cttagcagag tgggacagac gctttttatt 600 

ggtctggctg gcgtgcctag tggaaagctc aggcagagct tcctatcttg ccctggctcc 660 

catcttccct ctcctgggag ttcatcacac atcccgagag ggaagagtgt cctgggcaga 720 

ggtggcaggc aaagccgggt aaaaactcca gggctgggaa gcaaatgggg ctcagggtga 780 

tgcagaaaat gtgatgttgc caggccatcc aaataaagca tccatcgggg cagaggagaa 840 

gctgtttccc tgcagacact cctctgcccc caccaggaat gggaggggca ggaggaagag 900 

cttcccagag aggctcccta ctgggccctt cgtgccatca gcatctcccg gatgttgtcc 960 

tcagcttcct taacgcttcg ctccaggtag gactttttct gttctagttc tttaattttt 1020 

tcttctgcta ttttctgctt ctctaacagc tgactgtgaa ttgcttcctt ggactgaaga 1080 

ataaacattc ttcctacacc ttcatacatg ttagtctcat ctaccaaagt catgatctct 1140 

gtatctgtaa gatgtgcatg ctttttcgtt ctgtttagct gttcaatctg tatgtctgcg 12 00 

agcttcacct tctgttgagt gtcaataact ttggcttgaa gctctgtgaa ggctatgaaa 1260 

gtgagtccct gaagcctcca aacgcaacga aatgtctctg gagctcagaa agactggaca 1320 

agcccgagac aggcccgcag acttacccga cccagaccaa ccggctccta cccagcaaga 1380 

gccgctcgcc ccccaccccg tttatggaga cccagtgagg ccttaggact ctgggaaacc 1440 

attccctagt ccactggacc ctccttcctt ctgcaaggct cgtgcctcac ttgatattct 1500 
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tgtctatagt cccctcagcc tccaaaaaga agacctccgc ctgccaaaga ccctctttta 1560 
ccttcttcag ctctagatcc acgggggcgg ccactcgtgc c 1601 



<210> 561 
<211> 797 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (797) 
<223> n s a,t,c or g 



<400> 561 

ctcactcact cctgcttggc acgagggtcc gagatgcttc tagcaagatc cagggcgagt 60 

acacgctgac cctcaggaaa ggcgggaaca ataagctgag cagggtcttc caccgagatg 120 

ggcactatgg cttctcagag ccactcacct tctgctccgt tgtggacctc atcaatcact 180 

accgccacga gtctctggcc cagtacaatg ccaagctgga cacacggctc ctctaccctg 240 

tgtccaaata ccagcaggtc cgtgctggcc tgggagccag ggagggtagc acctggctgg 3 00 

ccccaggcct cagtttccta ggtagacccg accaggctat gcatctcccc tcattccgcc 360 

acgtatctcc aggaccagat tgtcaaggag gacagcgtgg aggcagtggg cgcccagctt 420 

aaggtctatc accagcagta ccaggacaag agccgcgagt atgaccagct ttatgaagag 480 

tacacacgga cctcccagga gctgcagatg aagcgtactg caattgaggc cttcaatgag 540 

actatcaaga tctttgaaga gcagggccag actcaagaga aatgcagcaa ggaatacctg 600 

gagcgcttcc ggcgtgaggg caaccgacga aagagatgca aaggatcctg ctgaactccg 660 

agcggctcaa gtcccgcatt gcccgagatc catgagagcc ngcaccgaag ctgggagcag 720 

cagctgctgg tgcccagggc ttcggacaac aagagagatt cgacaagccg cattgaacaa 7B0 

gcctcaagcc ggacctc 797 



<210> 562 

<211> 1772 

<212> DNA 

<213> Homo sapiens 



<400> 562 

tttttttttt ttacatctga atgtatttta atataaaaat aacagctttc ccccaattct 60 

cgctctagga aaatgtgcta tgctcacctt ccctctaccc ctgtcccatc aggcccagag 120 

ccaaggccat agggctgctg aatacacatg tgagggggcc gaggggaaga caacagtacc 180 

aggagggcag gcagggcacc cccaggctgg ccagtggagg ggtgggggta tcgatcccgc 240 

cgggggctgg cttggttgct ggtgccctga gcccttctct gcccgcctgg gtgttgcctt 300 

cactgatgga ggtaggcgtc cagccagatg tcaccagact tcttcaggga cctgacgatg 360 

tccaccagcg cggtgaggaa gggcttcact tcgtagctga ggccgtgctt ggcacacagc 420 

gacttgacca gcggggccac ccggctgtag ttgtgtctcg gcatcctggg gaagaggtgg 480 

tgctcgatct ggaagttgag gtgcccgctg aaccagttgg tgaaaagtga gggctccacg 540 

ttgcaggtgg ctgccagctg agagctgacc cagtcccggt gcttctcgtg gccgatctcc 600 

ttggggatgt ggttcatctg tgtgatccac acgaaccagt ggctttccag gaccctgaca 660 

gcaacaaaga agagcagcac cccagggacg ccgtagaagg ggaggtagga taagaagaag 720 

cgggcataga agctggcggc ccagagcaaa tccgcccact gcatgcacac cagcatgtac 780 
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gccagatttt ccacttcaaa gttcaccagg gtgagcagcg gcgggccgat caggaagaag 840 

tacaggtgct gctggttgta gggtaggtat ctgcgtttct tcttgccata ctcgacggat 900 

gactccccca ggaggaagac gggcgccacc gtcacgtctg ggtctttgtg gaagatgttg 960 

ggcttggcgt ggtgctggaa gtggcggaag ttccaccagt gggcggagaa gccctttagc 1020 

tgccccatca cgaacttctg ggccacgtgg ttccaccagg acttcfctgaa gatggaggca 1080 

tggcccaggt catgctgcag acaccaggac tgagcctgag agatggccag gatgaaggcg 1140 

gccagggcac tgggcaccca gccaggaccc aggaggtaga taaggagcca ggccagcacc 1200 

tccatggcca ggatgtggcc cagtaggaaa gcaaagaagg tgggactggc atcaaacagc 1260 

ttcatgtcct cggctgcctg gtgcagggct cggaagtcct cgaccagctg cgcattcagg 1320 

ggtccatcct ggctgggttc ttccggagcc agctctccaa tcaacagggg ctgtaggaac 1380 

ttgcgcacaa aattgagatc ttgatggaag gcacggaagg catccgtggc gtcctcagcg 144 0 

ccgtggtggc cgatgaggcg gctgccccct gggtgccgct gtgcccagcg gctgatgtcg 1500 

tagacgcggc gctcgatgac cagccacttg tcgccgggct ggtcgtgcgc gcggatctgc 1560 

tcccagcaga aggtgggcag cggtgccccc ggctgcgcgg gtccctcccg cggtcccggc 1620 

tccccgacgc cgcccatgct gcacgcacga gtcctgggga tcccaggcgg tggccgaggt 1680 

ccgagcaaga ccccgaggga agcgaagagc gctcccgggc gccgcctccg ccgccgcccg 1740 

ctgctccggc cccgccctgc cgccgcggcc gc 1772 



<210> 563 
<211> 521 
<212> DNA 

<213> Homo sapiens 



<400> 563 

tttttttttt ttggaattac aaagctactt ttaatacttt ggggtgagcc ccacaggaat 60 

aaaaaacact gggaaggggt aaccccctca cccccgggag tggcccaggg ggagagaggc 12 0 

tacctgaggg gaaggaagca caaaagggac ccgctgcaga ctcagggcaa agggaatgcc 180 

atcggtgctg ggacctgtga gcactacagg aggaaacgcg agcgtggtgg gactggctcc 240 

aggcacacag gcgaagggca agagggttgg acacgaagcc acaaagctac ttgggttcct 300 

ccttcttctc gtttgccttt ttctgcttct gctgcatgat ctccgagtcc ctctgcttgc 360 

gggcggcagc agaaagcccg tcatctcggc gctttccctt aaccgagtcg ctctgctttt 420 

tcatattctt ctggcgggcg agctcacgct ggttaccgcg ggtcatggcg acggcagcgg 480 

ctccaacctg cctccgttac gtcccctcgt tccctcgtgc c 521 



<210> 564 
<211> 840 
<212> DNA 

<213> Homo sapiens 



<400> 564 

atccaatacc ggagtgactt ggaactccat tctatcacta tgaagaaaag tggtgttctt 60 

ttcctcttgg gcatcatctt gctggttctg attggagtgc aaggaacccc agtagtgaga 120 

aagggtcgct gttcctgcat cagcaccaac caagggacta tccacctaca atccttgaaa 180 

gaccttaaac aatttgcccc aagcccttcc tgcgagaaaa ttgaaatcat tgctacactg 240 

aagaatggag ttcaaacatg tctaaaccca gattcagcag atgtgaagga actgattaaa 300 

aagtgggaga aacaggtcag ccaaaagaaa aagcaaaaga atgggaaaaa acatcaaaaa 360 

aagaaagttc tgaaagttcg aaaatctcaa cgttctcgtc aaaagaagac tacataagag 42 0 

accacttcac caataagtat tctgtgttaa aaatgttcta ttttaattat accgctatca 480 
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ttccaaagga ggatggcata taatacaaag gcttattaat ttgactagaa aatttaaaac 
attactctga aattgtaact aaagttagaa agttgatttt aagaatccaa acgttaagaa 
ttgttaaagg ctatgattgt ctttgttctt ctaccaccca ccagttgaat ttcatcatgc 
ttaaggccat gattttagca atacccatgt ctacacagat gttcacccaa ccacatccca 
ctcacaacag ctgcctggaa gagcagccct aggcttccac gtactgcagc ctccagagag 
tatctgaggc acatgtcagc aagtcctaag cctgttagca tgctggtgag ccaagcagtt 



54 0 
600 
660 
720 
780 
840 



<210> 565 

<211> 4345 

<212> DNA 

<213> Homo sapiens 



<400> 565 

tcttgaattc ccgggtcgac gatttcgtgc cgcggctgct gcgggaagtg gccagttcag 60 

gaggcggacc ccccgagggc agcgctgcgg ggccgttttc cggccctcct gacgcgacac 120 

tgcccctctc cgagagctga gaaggaaaag aggagcttgc ggaggtgcgg ctgcaggccg 180 

ttgttggtcg agctggcggg tcccgcgggc caggccgtgg aggtgttacc tcattttgaa 240 

agtcttggga aacaggaaaa aattcctaac aaaatgtcag cttttcgaaa tcattgtcca 300 

catttggatt cagttggtga aataacaaaa gaagatttga tacaaaaatc ccttggtact 360 

tgtcaggatt gtaaagtcca aggaccaaat ctttgggcat gtctggagaa tagatgttca 420 

tatgttggct gtggtgaatc acaagtagat cacagcacca tacattctca ggagacaaag 480 

cattatctaa ctgtgaacct taccactctt cgagtatggt gttatgcttg cagcaaagaa 540 

gtatttttgg ataggaaatt aggaactcag ccttcattgc ctcatgtaag acaacctcac 600 

caaatacaag aaaacagtgt ccaggatttt aaaataccca gtaatacaac attaaaaact 660 

cctctggttg ccgtatttga tgatctggat atagaagcgg atgaagaaga tgaacttagg 720 

gccagaggtc ttacaggttt gaaaaatatt ggaaatactt gttacatgaa tgcagctttg 780 

caggctcttt ctaattgccc acctttgaca cagttttttq ttgattgtgg aggactagct 840 

cgaacagata agaaacctgc catttgtaaa agttatctca aactaatgac agagctgtgg 900 

tataaaagca ggccaggatc tgttgtgcct actactctgt ttcaaggaat taaaactgta 960 

aatccaacat ttcgggggta ttctcagcag gatgctcaag aattccttcg atgtttaatg 1020 

gatttgcttc atgaagaatt gaaagagcaa gtcatggaag tagaagaaga tccgcaaacc 1080 

ataaccactg aggagacaat ggaagaagac aagagccagt cggatgtaga ttttcagtct 1140 

tgtgaatctt gtagcaacag tgatagagca gaaaatgaaa atggctctag atgcttttct 1200 

gaagataata atgaaacaac aatgttaatt caggatgatg aaaacaattc agaaatgtca 1260 

aaggattggc aaaaagagaa gatgtgcaat aagattaata aagtaaattc tgaaggcgaa 1320 

tttgataaag atagagactc tatatctgaa acagtcgact taaacaacca ggaaactgtc 1380 

aaagtgcaaa tacacagcag agcttcagaa tatatcactg atgtccattc gaatgacctg 1440 

tctacaccac agatccttcc atcaaatgaa ggtgttaatc cacgtttatc ggcaagccct 1500 

cctaaatcag gcaatttgtg gccaggattg gcaccaccac acaaaaaagc tcagtctgca 1560 

tctccaaaga gaaaaaaaca gcacaagaaa tacagaagtg ttatttcaga catatttgat 1620 

ggaacaatca ttagttcagt gcagtgtctg acttgtgaca gggtgtctgt aaccctcgag 1680 

acctttcaag atctgtcctt gccaattcct ggcaaggaag accttgctaa gctgcattca 1740 

tcaagtcatc caacttctat agtcaaagca ggatcatgtg gcgaagcata tgctccacaa 1800 

gggtggatag cttttttcat ggaatatgtg aagaggtttg ttgtctcatg tgtccctagc 1860 

tggttttggg gtccagtagt aaccttgcaa gattgtcttg ctgccttctt tgccagagat 192 0 

gaactaaaag gtgacaatat gtacagttgt gaaaaatgca aaaagctgag aaatggagtg 1980 

aagttttgta aagtacaaaa ctttcctgag attttgtgca tccaccttaa aagattcaga 2040 

catgaactaa tgttttccac caaaatcagt acccatgttt catttccgct agaaggcttg 2100 

gatcttcagc catttcttgc taaggatagt ccagctcaaa ttgtgacata tgatcttctg 2160 

tcagtcattt gccatcatgg aactgcaagt agtggacact atatagccta ctgccgaaac 2220 

aatctaaata atctctggta tgaatttgat gatcagagtg tcactgaagt ttcagaatct 2280 

actgtacaaa atgcagaagc ttacgttctt ttctatagga agagcagcga agaggcacaa 2340 

aaagagagga gaaggatatc aaatttattg aacataatgg aaccaagcct ccttcagttt 2400 

tatatttctc gacagtggct taataaattt aagacctttg ccgaacctgg ccctatttca 2460 

aataatgact ttctttgtat tcatggaggt gttcctccaa gaaaagctgg ttatattgaa 252 0 

gacctggttt tgatgctgcc tcagaacatt tgggataa cc tatatagcag gtatggtgga 2580 
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ggaccagctg tcaaccatct gtacatttgt catacttgcc aaattgaggc ggagaaaatt 2640 

gaaaaaagaa gaaaaactga attggaaatt tttattcggc ttaacagagc gttccaaaaa 2700 

gaggactctc cagctacttt ttattgcatc agtatgcagt ggtttagaga atgggaaagt 2760 

tttgtgaagg gtaaagatgg agatcctcca ggtcctattg acaatactaa gattgcagtc 2820 

actaaatgtg gtaatgtgat gcttaggcaa ggagcagatt ctggccagat ttctgaagaa 2880 

acatggaatt ttctgcagtc tatttatggt ggagggcctg aagttatcct gcgaccfcccg 2940 

gttgttcatg ttgatccaga tatacttcaa gcagaagaaa aaattgaagt agaaactcgg 3000 

tctttgtaat ttttaggatg tagagagttc taatgaggaa tcattttcat gtgccctgac 3060 

atgtacacat gcgaaaacat tcctaaaagc gtgtttattt gctttatttt ttttcatcat 3120 

ttatcccatt tatttcttct tagtgggcat tatggaagaa tatattaaaa tgtgtaatat 3180 

accacaggtt ggtatattta gttttaaata cttaccataa agtctttcag tgtaattttt 3240 

ttttgagaca gagtcttgct ttgtcaccca ggctggagtg ctgtggtgfct acctcagctc 3300 

actgcagcct ccacctcctg ggttcaagcg attctcctgc ctcagcctct cgagtagctg 3360 

ggattacagg cacctgccac catgcccggc taatttttgt attttagtag agatggggtt 3420 

tcaccatgtt ggccaggcta gtctcaaact cctgacctca ggtgatccac ccacctcggc 3480 

ctcccaaagt gctgggatta caggtgtgag ccacagcgcc tggcccagtg taatattttt 3540 

gaaagaggag ggacaattgt gaaatcagta ggttatcttt aatctttaca ctacatgcag 36 00 

atccatagta tcctttgtag tgttgtaaat acttttgctt tgaaaacttt ttcattgtcc 3660 

taaatcaccc tgactctgac cagtctttca gttctccaaa agcccaattt aattgtatag 3720 

ttttgtcatg gcttcatata ataaagagcc tattttaagt tgaaagtagt agtcagaaaa 378 0 

ttgttaattt cctaaagctc aggaaactag ggtgtcactt tttttgcact gcagcatata 3840 

cactaactag cttattaaaa tttacaaaat gtctttttga atgtatcaag gatatattta 3 900 

gtttgagtgg aatttgtcag cagatatcag taacttattg ccgcttatat tgtacaatgt 3960 

taaacttcaa ttcctgtaac ctggttagta ttaatgtcag tgactaaaaa acttagagtt 4020 

agttttaggg cactttttat tttgagagca tgaagtgtgg aatgtgtcac tacgattgtt 4080 

gataaagctg aggccacttg caacttgatt ttttaaatga aatagataaa gtctttttga 414 0 

ataatatagt atgcactgcfc atttgcttga ttatgtaatg tcaaaagttt aactatattc 42 00 

caagtacaaa aacatactgg attacattga ggatgttgaa tagcattcat gatggctttg 4260 

ttttggtttg gggcagctgt caccagctaa agcaatgttg ttaaaattag ctcaataaaa 4320 

atgtctttaa aatgcaaaaa aaaaa 4345 



<210> 566 
<211> 984 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (984) 
<223> n = a,t,c or g 



<400> 566 

gtcgtgaggc gggccttcgg gctgngctcg ccgtcggctg ccggggggtt ggcctgggtg 60 

tcattggctc tgggaagcgg cagcagaggc agggaccact cggggtctgg tgtcggcaca 120 

gccatggcgg gcgcgttggt gcggaaagcg gcggactatg tccgaagcaa ggatttccgg 180 

gactacctca tgagtacgca cttctggggc ccagtagcca actggggtct tcccattgct 240 

gccatcaatg atatgaaaaa gtctccagag attatcagtg ggcggatgac atttgccctc 300 

tgttgctatt ctttgacatt catgagattt gcctacaagg tacagcctcg gaactggctt 360 

ctgtttgcat gccacgcaac aaatgaagta gcccagctca tccagggagg gcggcttatc 420 

aaacacgaga tgactaaaac ggcatctgca taacaatgga aaaggaagaa caaggtcttg 480 
aagggacagc attgccagct gctgctgagt cacagatttc attataaata gcctccctaa ' 540 

ggaaaataca ctgaatgcta tttttactaa ccattctatt tttatagaaa tagctgagag 600 

tttctaaacc aactctctgc tgccttacaa gtattaaata ttttacttct ttccataaag 660 

agtagctcaa aatatgcaat taatttaata ctttctgatg atggttttat ctgcagtaat 720 

atgtatatca tctattagaa tttacttaat gaaaaactga agagaacaaa atttgtaacc 780 

actagcactt aagtactcct gattcttaac attgtcttta atgaccacaa gacaaccaac 840 
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900 



agctggccac gtacttaaaa ttttgtcccc actgtttaaa aatgttacct gtgtatttcc 
atgcagtgta tatattgaga tgctgtaact taatggcaat aaatgattta aatatttgtt 960 
aaatgagtat gattaaaaaa aaaa 984 



<210> 567 

<211> 1775 

<212> DNA 

<213> Homo sapiens 



<400> 567 

gtccgggtcc gctgcctggc gctgcgggcg gcgggccatg gtggtttgga ttgagccggg 60 

cccggccggg gcgccgagtc ggagggggtg gcagtgagcg gcggcagagg ctacggggct 120 

cggtttggct gactggggag tcggcaggcg gcaggaacca tgcgaggcca gcggagcctg 180 

ctgctgggcc cggcccgcct ctgcctccgc ctccttctgc tgctgggtta caggcgccgc 240 

.tgtccacctc tactccgggg- tctagtacag cgctggcgct acggcaaggt ctgcctgcgc 300 

tccctgctct acaactcctt tgggggcagt gacaccgctg ttgatgctgc ctttgagcct 360 

gtctactggc tggtagacaa cgtgatccgc tggtttggag tggtgttcgt ggtcctggtg 420 

atcgtgctga caggctccat tgtagctatc gcctacctgt gtgtcctgcc tctcatcctc 480 

cgaacctact cagtgccacg actctgctgg catttcttct atagccactg gaatctgatc 540 

ctgattgtct tccactacta ccaggccatc accactccgc ctgggtaccc accccagggc 600 

aggaatgata tcgccaccgt ctccatctgt aagaagtgca tttaccccaa gccagcccga 660 

acacaccact gcagcatctg caacaggtgt gtgctgaaga tggat caeca ctgcccctgg 720 

ctaaacaatt gtgtgggcca ctataaccat eggtacttet tctctttctg ctttttcatg 780 

actctgggct gtgtctactg cagctatgga agttgggacc ttttccggga ggcttatget 840 

gecattgaga aaatgaaaca gctcgacaag aacaaactac aggcggttgc caaccagact 900 

tatcaccaga ccccaccacc caccttctcc tttcgagaaa ggatgactca caagagtctt 960 

gtctacctct ggttcctgtg cagttctgtg gcacttgccc tgggtgccct aactgtatgg 1020 

catgctgttc tcatcagtcg aggtgagact agcatcgaaa ggcacatcaa caagaaggag 1080 

agaegtegge tacaggecaa gggcagagta tttaggaatc cttacaacta eggctgettg 1140 

gacaactgga aggtattcct gggtgtggat acaggaaggc actggcttac tegggtgetc 1200 

ttaccttcta gtcacttgcc ccatgggaat ggaatgagct gggagccccc tccctgggtg 1260 

actgctcact cagcctctgt gatggcagtg tgagctggac tgtgtcagcc acgactcgag 1320 

cactcattct gctccctatg ttatttcaag ggcctccaag ggcagctttt ctcagaatcc 1380 

ttgatcaaaa agagecagtg ggcctgcctt agggtaccat gcaggacaat tcaaggacca 1440 

gectttttae cactgeagaa gaaagacaca atgtggagaa atcttaggac tgacatccct 1500 

ttactcaggc aaacagaagt tccaacccca gactaggggt caggcagcta gctacctacc 1560 

ttgcccagtg ctgacccgga cctcctccag gatacagcac tggagttggc caccacctct 1620 

tetacttget gtctgaaaaa acacctgact agtacagctg agatcttggc ttctcaacag 1680 

ggcaaagata ccaggcctgc tgctgaggtc actgccactt ctcacatgct gcttaaggga 1740 

gcacaaataa aggtattcga tttttaaaaa aaaaa 1775 



<210> 568 

<211> 1569 

<212> DNA 

<213> Homo sapiens 



<400> 568 

atcacgtgga cgctactcgc tattcccggc ctgttggctt cttccgcgct ggagtatcca 60 
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gataggcgac acgccggcgg gcggctgagg cgggaatggc tgctgtactg cagcgcgtcg 120 

agcggctgtc caatcgagtc gtgcgtgtgt tgggctgtaa cccgggtccc atgaccctcc 180 

aaggcaccaa cacctaccta gtggggaccg gccccaggag aatcctcatt gacactggag 240 

aaccagcaat tccagaatac atcagctgtt taaagcaggc tctaactgaa tttaacacag 300 

caatccagga aattgtagtg actcactggc accgagatca ttctggaggc ataggagata 360 

tttgtaaaag catcaataat gacactacct attgcattaa aaaactccca cggaatcctc 420 

agagagaaga aattatagga aatggagagc aacaatatgt ttatctgaaa gatggagatg 480 

tgattaagac tgagggagcc actctaagag ttctatatac ccctggccac actgatgatc 540 

acatggctct actcttagaa gaggaaaatg ctatcttttc tggagattgc atcctagggg 600 

aaggaacaac ggtatttgaa gacctctatg attatatgaa ctctttaaaa gagttattga 660 

aaatcaaagc tgatattata tatccaggac atggcccagt aattcataat gctgaagcta 720 

aaattcaaca atacatttct cacagaaata ttcgagagca gcaaattctt acattatttc 78 0 

gtgagaactt tgagaaatca tttacagtaa tggagcttgt aaaaattatt tacaagaata 840 

ctcctgagaa tttacatgaa atggctaaac ataatctctt acttcatttg aaaaaactag 900 

aaaaagaagg aaaaatattt agcaacacag atcctgacaa gaaatggaaa gctcatcttt 960 

agtttcagat taaagaaagc tttgttttat tttgctttga gagaatggta tgttttctta 102 0 

actataggtt attttataga gaatataaaa gtataaaaca ttaaaaataa ccctagatat 1080 

actttaaaat aatgttatat ttatgctaaa atatgtaaat tacactatac aaccatatga 1140 

taggttattt ctctaacctt gtcttctaac gttttaccaa aaattcataa tctaatagtt 1200 

tatcagtttt caatagatta aataaaatga ttactttaaa aataataaaa tttatctaat 1260 

ttaaagttga tattattttt ggccgttagt tatctattac tagtgatcag ttatactgtt 1320 

ttctatagct actttattta acagcacaga tttctatgca cctttactct ttcctcaacc 1380 

cttgtctcta tctgtacata attgctttgt cttgatgttt ctatcaacta tatcatgact 1440 

atctattggt tccataactc tgtatcatgt gtattttctt attctggtat accacaaatg 1500 

attcatgcaa atgaattttt ggtgattgaa aaatattaaa ttcccaattt aaagtaaaaa 1560 

aaaaaaaaa 1569 



<210> 569 

<211> 1207 

<212> DNA 

<213> Homo sapiens 



<400> 569 

cccacgcgtc cgctcaaaca tggccgccac ggcgcctctg gaagggaacc gctctgggcc 60 

ccgcctttga tctcgttggt ggggctgggg gatgagagct gcaccgcgcg ggacaagtcg 120 

ccggcggcgc ccgacggagc agaagagaga gcatggagct ggagaggatc gtcagtgcag 180 

ccctccttgc ctttgtccag acacacctcc cggaggccga cctcagtggc ttggatgagg 24 0 

tcatcttctc ctatgtgctt ggggtcctgg aggacctggg cccctcgggc ccatcagagg 300 

agaacttcga tatggaggct ttcactgaga tgatggaggc ctatgtgcct ggcttcgccc 360 

acatccccag gggcacaata ggggacatga tgcagaagct ctcagggcag ctgagcgatg 420 

ccaggaacaa agagaacctg caaccgcaga gctctggtgt ccaaggtcag gtgcccatct 480 

ccccagagcc cctgcagcgg cccgaaatgc tcaaagaaga gactaggtct tcggctgctg 540 

ctgctgcaga cacccaagat gaggcaactg gcgctgagga ggagcttctg ccaggggtgg 600 

atgtactcct ggaggtgttc cctacctgtt cggtggagca ggcccagtgg gtgctggcca 660 

aagctcgggg ggacttggaa gaagctgtgc agatgctggt agagggaaag gaagaggggc 720 

ctgcagcctg ggagggcccc aaccaggacc tgcccagacg cctcagaggc ccccaaaagg 780 

atgagctgaa gtccttcatc ctgcagaagt acatgatggt ggatagcgca gaggatcaga 840 

agattcaccg gcccatggct cccaaggagg cccccaagaa gctgatccga tacatcgaca 900 

accaggtagt gagcaccaaa ggggagcgat tcaaagatgt gcggaaccct gaggccgagg 960 

agatgaaggc cacatacatc aacctcaagc cagccagaaa gtaccgcttc cattgaggca 1020 

ctcgccggac tctgcccgag ccttctaggc tcagatccca gagggatgca ggagccctat 1080 

acccctacac aggggccccc taactcctgt cccccttctc tactcctttg ctccatagtg 1140 

ttaacctact ctcggagctg cctccatggg cacagtaaag gtggcccaag gaaggtgaaa 1200 

aaaaaaa 1207 
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<210> 570 
<211> 524 
<212> DNA 

<213> Homo sapiens 



<400> 570 

atttcatcac aggtaaaggg attgtggcca tcttgaggtg tctccagttt aatgagacgc 60 

taactgagct tcggtttcac aatcagaggc acatgttggg tcaccatgct gaaatggaaa 120 

tagccaggct tttgaaggca aacaacactc tcctgaagat gggctaccat tttgagcttc 180 

cgggtcccag aatggtggtc actaatctgc tcaccaggaa tcaggataaa caaaggcaga 240 

aacgacagga agagcaaaaa cagcagcaac tcaaggaaca gaagaagctg atagccatgt 300 

tagagaatgg gttggggctg ccccctggga tgtgggagct gttgggagga cccaagccag 360 

attccagaat gcaggaattc ttccagccac cgccacctcg gcctcccaac ccccaaaatg 420 

tcccctttag tcaacgcagt gaaatgatga aaaagccatc gcaggccccg aagtacagga 480 

cagaccctga ctccttccgg gtggtgaagc tgaagagaat ccag 524 



<210> 571 

<211> 2219 

<212> DNA 

<213> Homo sapiens 



<400> 571 

cgggcggtcg ggcgggaacg cagtgttgtt ggagagcggg ggcccggctt cgcggcattt 60 

cgccctctcc ggcccttccg gaggctccgg gtttgtgccg tgtgcgtgcg gggctcggcg 120 

ctggggcgct cggtaggtct cccgcgggga ggaggcggcg ggggccccgt gtttcttcct 180 

ccccggcccc ccacccgcgc cgtgtcttat gtcgctgcct tctcttcctg tttttcagct 240 

gtcacgaccg gaggggggac tcgcagcctt accaggcact taagtattca tcgaagagtc 300 

accccagtag cggtgatcac agacatgaaa agatgcgaga cgccggagat ccttcaccac 360 

caaataaaat gttgcggaga tctgatagtc ctgaaaacaa atacagtgac agcacaggtc 420 

acagtaaggc caaaaatgtg catactcaca gagttagaga gagggatggt gggaccagtt 480 

actctccaca agaaaattca cacaaccaca gtgctcttca tagttcaaat ttcacattct 54 0 

ttctaattcc aagcaattaa ccccaaggca aaactttcag gattgcacct tatgattct'g 600 

gcagatgact gggtctggag cafcattagct cttctgggga aaagtactac tacaattgtc 660 

gaacagaagt ttcacaatgg ggaaaaaccc caaagagtgg cttggaaaga ggacagagac 720 

aaaaagaagc aaacaagatg gcagtcaaca gcttcccaaa agatagggat tacagaagag 780 

aggtgatgca agcaacagcc actagtgggt ttgccagtgg aaaatctaca tcaggagaca 840 

aacccgtatc acattcttgc acaactcctt ccacgtcttc tgcctctgga ctgaacccca 900 

catctgcacc tccaacatct gcttcagcgg gtccctgttt ctccgtgttc cacagctcgc 960 

caatacctcc cttacttcag gacccaaatc ttcttagaca attgctgtcc tgctttggaa 1020 

gccacgctgc agcttaataa ttctaatgtg gacataatct ataataaatg aagttcttac 1080 

aggagatgtg acacaagcct cactgcagac tataattcat aagtgtctta ctgctggacc 1140 

atctgttttc aaaataacgt ctctgatttc tcaagctgct cagctctcta cacaagccca 1200 

ggcatctaat cagtctccga tgtctttaac atctgatgcg tcatccccaa ggatcatatg 1260 

tttctccaag gaataaggca cacctcaaac ttaacacagt ccctattcaa acctttggat 1320 

tcagtactcc tcctgtttca tcacagccaa aggttagtac tccagtagtt aagcaaggac 1380 

cagtgtcaca gtcagccaca cagcagcctg taactgctga caagcagcaa ggtcatgaac 144 0 

ctgtctctcc tcgaagtctt cagcgctcaa gtagccagag aagtccatca cctggtccca 1500 

atcatacttc taatagtagt aatgcatcaa atgcaacagt tgtaccacag aattcttctg 1560 

cccgatccac gtgttcatta acgcctgcac tagcagcaca cttcagtgaa aatctcataa 1620 
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aacacgttca aggatggcct gcagatcatg cagagaagca ggcatcaaga ttacgcgaag 1680 

aagcgcataa catgggaact attcacatgt ccgaaatttg tactgaatta aaaaatttaa 1740 

gatctttagt ccgagtatgt gaaattcaag caactttgcg agagcaaagg atactatttt 1800 

tgagacaaca aattaaggaa cttgaaaagc taaaaaatca gaattccttc atggtgtgaa 1860 

gatgtgaata attgcacatg gttttgagaa caggaactgt aaatctgttg cccaatctta 1920 

acatttttga gctgcattta agtagacttt ggaccgttaa gctgggcaaa ggaaatgaca 1980 

aggggacggg gtctgtgaga gtcaattcag gggaaagata caagattgat ttgtaaaacc 204 0 

cttgaaatgt agatttcttg tagatgtatc cttcacgttg taaatatgtt ttgtagagtg 2100 

aagccatggg aagccatgtg taacagagct tagacatcca aaactaatca atgctgaggt 2160 

ggctaaatac ctagcctttt acatgtaaac ctgtctgcaa aattagcttt tttaaaaaa 2219 



<210> 572 

<211> 1671 

<212> DNA 

<213> Homo sapiens 



<400> 572 

cgtagcgccc gagtgtcggg gggcttaccc ttttcgggcc atgatgccgg gaaccgcgct 60 

gaaggcggtg ctgctggccg tgctgctggt ggggctgcag accgcgacgg gtcgtctgct 120 

gagtgggcag ccagtctgcc ggggagggac acagaggcct tgttataaag tcatttactt 180 

ccatgatact tctcgaagac tgaactttga ggaagccaaa gaagcctgca ggagggatgg 240 

aggccagcta gtcagcatcg agtctgaaga tgaacagaaa ctgatagaaa agttcattga 300 

aaacctcttg ccatctgatg gtgacttctg gattgggctc aggaggcgtg aggagaaaca 360 

aagcaatagc acagcctgcc aggaccttta tgcttggact gatggcagca tatcacaatt 420 

taggaactgg tatgtggatg agccgtccfcg cggcagcgag gtctgcgtgg tcatgtacca 480 

tcagccatcg gcacccgctg gcatcggagg cccctacatg ttccagtgga atgatgaccg 540 

gtgcaacatg aagaacaatt tcatttgcaa atattctgat gagaaaccag cagttccttc 600 

tagagaagct gaaggtgagg aaacagagct gacaacacct gtacttccag aagaaacaca 660 

ggaagaagat gccaaaaaaa catttaaaga aagtagagaa gctgccttga atctggccta 720 

catcctaatc cccagcattc cccttctcct cctccttgtg gtcaccacag ttgtatgttg 780 

ggtttggatc tgtagaaaaa gaaaacggga gcagccagac cctagcacaa agaagcaaca 840 

caccatctgg ccctctcctc accagggaaa cagcccggac ctagaggtct acaatgtcat 900 

aagaaaacaa agcgaagctg acttagctga gacccggcca gacctgaaga atatttcatt 960 

ccgagtgtgt tcgggagaag ccactcccga tgacatgtct tgtgactatg acaacatggc 1020 

tgtgaaccca tcagaaagtg ggtttgtgac tctggtgagc gtggagagtg gatttgtgac 1080 

caatgacatt tatgagttct ccccagacca aatggggagg agtaaggagt ctggatgggt 1140 

ggaaaatgaa atatatggtt attaggacat ataaaaaact gaaactgaca acaatggaaa 1200 

agaaatgata agcaaaatcc tcttattttc tataaggaaa atacacagaa ggtctatgaa 1260 

caagcttaga tcaggtcctg tggatgagca tgtggtcccc acgacctcct gttggacccc 1320 

cacgttttgg ctgtatcctt tatcccagcc agtcatccag ctcgacctta tgagaaggta 1380 

ccttgcccag gtctggcaca tagtagagtc tcaataaatg tcacttggtt ggttgtatct 1440 

aacttttaag ggacagagct ttacctggca gtgataaaga tgggctgtgg agcttggaaa 1500 

accacctctg ttttccttgc tctatacagc agcacatatt atcatacaga cagaaaatcc 1560 

agaatctttt caaagcccac atatggtagc acaggttggc ctgtgcatcg gcaattctca 162 0 

tatctgtttt tttcaaagaa taaaatcaaa taaagagcag gaaaaaaaaa a 1671 



<210> 573 

<211> 1612 

<212> DNA 

<213> Homo sapiens 
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<400> 573 

cgacagaatg gggcctctct ggaagttgtc ccgggtgttc gccgctggag cccgggtcga 60 

gaggacgagg tgccgctgcc tggagaatcc tccgctgccg tcggctcccg gagcccagcc 120 

ctttcctaac ccaacccaac ctagcccagt cccagccgcc agcgcctgtc cctgtcacgg 180 

accccagcgt taccatgcat cctgccgtct tcctatcctt acccgacctc agatgctccc 240 

ttctgctcct ggtaacttgg gtttttactc ctgtaacaac tgaaataaca agtcttgata 300 

cagagaatat agatgaaatt ttaaacaatg ctgatgttgc tttagtaaat ttttatgctg 360 

actggtgtcg tttcagtcag atgttgcatc caatttttga ggaagcttcc gatgtcatta 420 

aggaagaatt tccaaatgaa aatcaagtag tgtttgccag agttgattgt gatcagcact 480 

ctgacatagc ccagagatac aggataagca aatacccaac cctcaaattg tttcgtaatg 540 

ggatgatgat gaagagagaa tacaggggtc agcgatcagt gaaagcattg gcagattaca 600 

tcaggcaaca aaaaagtgac cccattcaag aaattcggga cttagcagaa atcaccactc 660 

ttgatcgcag caaaagaaat atcattggat attttgagca aaaggactcg gacaactata 720 

gagtttttga acgagtagcg aatattttgc atgatgactg tgcctttctt tctgcatttg 780 

gggatgtttc aaaaccggaa agatatagtg gcgacaacat aatctacaaa ccaccagggc 840 

attctgctcc ggatatggtg tacttgggag ctatgacaaa ttttgatgtg acttacaatt 500 

ggattcaaga taaatgtgtt cctcttgtcc gagaaataac atttgaaaat ggagaggaat 960 

tgacagaaga aggactgcct tttctcatac tctttcacat gaaagaagat acagaaagtt 1020 

tagaaatatt ccagaatgaa gtagctcggc aattaataag tgaaaaaggt acaataaact 1080 

ttttacatgc cgattgtgac aaatttagac atcctcttct gcacatacag aaaactccag 1140 

cagattgtcc tgtaatcgct attgacagct ttaggcatat gtatgtgttt ggagacttca 1200 

aagatgtatt aattcctgga aaactcaagc aattcgtatt tgacttacat tctggaaaac 1260 

tgcacagaga attccatcat ggacctgacc caactgatac agccccagga gagcaagccc 1320 

aagatgtagc aagcagtcca cctgagagct ccttccagaa actagcaccc agtgaatata 1380 

ggtatactct attgagggat cgagatgagc tttaaaaact tgaaaaacag tttgtaagcc 1440 

tttcaacagc agcatcaacc tacgtggtgg aaatagtaaa cctatatttt cataattcta 1500 

tgtgtatttt tattttgaat aaacagaaag aaat.tttggg tttttaattt tttttctccc 1560 

cgactcaaaa tgccattggt catttaatat tagtagcctc ttaaaaaaaa aa 1612 



<210> 574 
<211> 928 
<212> DNA 

<213> Homo sapiens 



<400> 574 
tttttttttt ttcctgtttt cattttattg 
ttggttccca agacaagccg tgacgtagac 
aaggggtgga cagtgagact cagcacagcc 
aatagagatt caagaagccc tggaaaatgc 
ggtcccactt catggctgat atccagagcc 
gtatcccata cacatccagc cgctcaaacc 
tacaggttcc accaaagaag gtggtgttct 
attcctgacg cagggctgcc ttcagattag 
ggcactcctt ggtcaaatgt gggaccttac 
ctcgttcata agggtcatat ggaaacagct 
cacaagcaat aacagattca tagatcagtt 
ggccaaaagg gtgctttgta tagtaccatt 
cttcatgtct gatgtctttg gccttgagga 
acctcatgct gtagatgcgg atcagcccct 
cagagcagcg atggaggggg acagggaaag 
ggaaaacggg tccaaccgag ggcgtcaa 



ggaacttcaa agaaaagaaa gagagacgga 60 

tcccaacaag ctggggaatt ctggacagcg 120 

caaagtcaaa ggcattaggg ttgttctgaa 180 

tcttatccat gagaagagca cagactgtgg 240 

gcagggctgg cgtgtggctc acacagtcca 300 

ag<J9"ccagag gaggtaatca atcatggata 360 

gatactcaag aatctcttcc aggttgctga 420 

tgcattctct cccacatctc aacgctacca 480 

aaaatagctc caataacatc ttttggcgag 540 

tccttcctgg ataagcatca tccaggtact 600 

gacattggct ggtctccagg acaggaatgt 660 

caggcttgtt tctcaggtta atgttgacca 720 

cgaggcgggt cctgtgagaa taggggcaga 780 

ccgggactgg ccctgggggc tggcttcctg 840 

gagaggctag cggacgcgtg ggtcggcccg 900 

928 
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<210> 575 

<211> 1116 

<212> DNA 

<213> Homo sapiens 



<400> 575 

ttttttggga ttttgcaaca tttaatcaaa aaagaatctg gcatcttaaa agttaggttt 60 

acaaacttga cacattctca atattagcaa tttatctatt taaacattgt ctaagaaaat 120 

atgatctatg aagacattaa tacattaata agatacttaa gagttcatta taagctacaa 180 

cactttgcaa ataagtatcc agtttaattg taacaaacca caatttgtga gcaaatttaa 240 

gaatataaaa aacattaatt agttaaatac aattctctgg gaatatacat tatacctaca 300 

gctgttttta cagtgagagt cttccttttt ttttcctttt aattatcaaa atggtaaatc 360 

actgtatggt cctggatctc catgctataa aactgaaata tgtatttcca gcgtagcaga 420 

tggtgaccag gaaggcaaag aacgatgagg ccgcccagct gttgaagttg tgactgtccc 4 80 

tctcagggga gacggaagat gcatctacaa cagcggcaga gaggtacaag acgaaggcac 540 

tgccgttaaa gcacaggccc actgttgtcc agggcacctg gggaatcctg gtgtaggtca 600 

ttgttatgta gataatgagg aagaagacgg tgaggaccca gtaaaataca gctacaaaca 660 

tgacccagcc aaatgcgggg acccggaagt actcagttcc agcaataagc gtccatacca 720 

gcagccccag aacgatctcg gccacgatga ggaagccggg cagggtgcgg aggaactccc 780 

ggtcgtaggc gaagctgctg ctgctggtat ggacgcttat tgctggaact gagtacttcc 840 

gggtccccgc atttggctgg gtcatgtttg tagctgtatt ttactgggtc ctcaccgtct 900 

tcttcctcat tatctacata acaatgacct acaccaggat tccccaggtg ccctggacaa 960 

cagtgggcct gtgctttaac ggcagtgcct tcgtcttgta cctctctggc gctgttgtag 1020 

atgcatcttc cgtctcccct gagagggaca gtcacaactt caacagctgg gcggcctcat 1080 

cgttctttgc cttcctggtc accatctgct acgctg 1116 



<210> 576 

<211> 3246 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (3246) 
<223> n = a,t,c or g 



<400> 576 

cccacgcgtc cgccggacgt aggaggtgga ggttgtggaa ttcgccgttc gaaagcaggg 60 

actaaaagcc ccacttcgtc ttacgttccg aaaggaaggc gtctgttgag cctttctctc 120 

agtcgtgagg gaggcgtcga cggcgtgcgg aagtcctgag ttgaggcttg cgggatcctt 180 

tccggagaaa gcgcaggcta aagccgcagg tgaagatgtc caactacgtg aacgacatgt 240 

ggccgggctc gccgcaggag aaggattcgc cctcgacctc gcggtcgggc gggtccagcc 300 
ggctgtcgtc gcggtctagg agccgctctt tttccagaag ctctcggtcc cattcccgcg t 360 

tctcgagccg gttttcgtcc aggagtcgga ggagcaagtc caggtcccgt tcccgaaggc 420 

gccaccagcg gaagtacagg cgctactcgc ggtcatactc gcggagccgg tcgcgatccc 480 

gcagccgccg ttaccgagag aggcgctacg ggttcaccag gagatactac cggtctcctt 540 

cgcggtaccg gtcccggtcc cgtagcaggt cgcgctctcg gggaaggtcg tactgcggaa 600 

gggcgtacgc gatcgcgcgg ggacagcgct actacggctt tggtcgcaca gtgtacccgg 660 

aggagcacag cagatggagg gacagatcca ggacgaggtc gcggagcaga accccctttc 720 
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gcttaagtga aaaagatcga atggagctgt tagaaatagc aaaaaccaat gcagcgaaag 780 

ctctaggaac aaccaacatt gacttgccag ctagtctcag aactgttcct tcagccaaag 840 

aaacaagccg tggaataggt gtatcaagta atggtgcaaa gcctgaagta agtattctag 900 

gtttgtcgga acaaaacttt cagaaagcca actgtcaaat ctgattagcc acttatatct 960 

tagactatac tttttgggaa gtctagagat gtatataatg tgctaaattc aaagtagcaa 1020 

atctgaagat aggcaatgtc aaacccatga aaatgggaga ttaatgagct ttatttggcc 1080 

gtgcatggtg cctcatgcct gtaatgaggc agatggcttg agtccaggag ttcaagacta 1140 

gcctgggcaa tgtggcaaaa ccgcgtgttt acaaaaaata caaaaattag ccaggcatgg 1200 

tggtgcatgc ctgtagtccc agctgtttgg gaggctgagg caggaggatc tttgagccta 1260 

ggatgctaag gttgcagtga gccaagatgg caccattgca ctctagcctg ggcagcagag 1320 

cgagaccctg tctcaaaaaa tacatttatt tttttcattt tcagttaaca gtgtactctt 138 0 

ataacaccgt tattagctgg tactttggtg atttctatta ctagtttttc taagctattt 1440 

acagagtgtt tgtagctttc atttgcagca ttatgttccc acaaattctg tactcagcat 1500 

atacagtata gtttatctgc tctatttctg tcttatagaa atcatgaatg tggtctgcag 1560 

acattgatga agaaaatctg ttggtaattg atacatgggc taaagcatca gaggtttaat 1620 

ttgaagttta tgttcacaca ctgaaaactt agtttttttg ttggtagatc catgtgcatg 1680 

ctagaatttg ggacaggcac tatttgcata aagtattaaa gtcaattttt aaactaagca 174 0 

aaggtacacg ttgtaacggt ggggcatctg tgaaaaagat gtccctttca taatatatgc 18 0 0 

aatatattcc agatgttttg agagattaca gaagaggagg cctgcttcac ttgcagctgt 1860 

cggaaaaggt aacagaagat ggaactcgaa atcccaatga aaaacctacc cagcaaagaa 192 0 

gcatagcttt tagctctaat aattctgtag caaagccaat acaaaaatca gctaaagctg 1980 

ccacagaaga ggcatcttca agatcaccaa aaatagatca gaaaaaaagt ccatatggac 2040 

tgtggataac ctttggtcca tctgtgctat ctctcatatc tgcaagagaa acctaaaatg 2100 

ttaatatttg agtgttaagt atttacatct ttttgtgttg gtttttaaat gcacaagtac 2160 

ccctgaatgg ctcaaaggga tgggataatg ctagaaacac taacttgcaa taaagtgcag 2220 

ttttcatgca aacttagcca tcagttttct tcttttagat aggtatccac agtccatatg 2280 

gacttttttt ctgatctatt tttggtgatc ttgaagatgc ctcttctgtg gcagctttag 2340 

ctgatttttg tattggcttt gctacagaat tattagagct aaaagctatg cttctttgct 2400 

gggtaggttt ttcattggga tttcgagttc catcttctgt taccttttcc gacagctaga 2460 

caggttaaga aaaagtgtaa ttttaaaaca catacccttg gtttctaaat cctatattaa 2520 

aaaatagcct aattgtaaac aaaatttagc tgtagacaca aaaatcaact tggatctaac 2580 

agcctaagta acagaactat tgagttttcc ccttaacaaa actgatttaa tattaggctt 2640 

aagacactct tcccataatt attttacttc cctgctggca aatttaaact aattttttaa 2700 

tcagttttct caggttgaat caagttcact tttgaaatgt aaagccacat cagaaaatac 2760 

gttttaagaa actaaggcat ttgccagtta ggcacctaat cgtctgaaca aagaccttgt 2820 

ctactaatac tgagcaaacc cacatctggg cccaattaca cagattcatt tagatacagc 2880 

attttttttt ttttaagccc ccgagacggg agtcttgctc tgtcacccag gctggagtga 2940 

aaagtacagt gcaatttgct aatgcacatc ctgcacattt ctggagaatt ataataaact 3000 

tatctgcaag tgaagcaggc ctcctcttct gtaatctctc aaaacatttc aggctttgca 3060 

ccattacttg atacacctat tccacggctt gtttctttgg ctgaaggaac agttctgaga 3120 

ctagctggca agtcaatgtt ggttgttcct agagtttcgc tgcattggtt tttgctattt 3180 

ctaacagctc cattcgatct ttttcactta agcgaaaggg ggtntctncc gcgacctcgt 3240 

cctgga 3246 



<210> 577 

<211> 2393 

<212> DNA 

<213> Homo sapiens 



<400> 577 

tttcgtgcta acctcgcagc agagaggagt tgagggcgat gagagcgggt actgcgaact 60 

gccgggcgat gctgtcgctg ccgccgtgat acggagagca acagttcccc agcaacaccc 120 

ctccccgaca caggcacaca ccccccgaca ggcacgcaca cccaccccac agtgcccggc 180 

tcggctgcgc ctcctctatt ggcccaggaa gcccacccag ccccgccacg cagagcccag 240 

aaggaaagaa agcctcatgc ctgagccgag gggagcacca tggatctgac aaaaatgggc 3 00 

atgatccagc tgcagaaccc taaccacccc acggggctac tgtgcaaggc caaccagatg 360 
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cggctggccg ggactttgtg cgatgtggtc atcatggtgg acagccagga gttccacgcc 420 

caccggacgg tgctggcctg caccagcaag atgtttgaga tcctcttcca ccgcaatagt 480 

caacactata ctttggactt cctctcgcca aagaccttcc agcagattct ggagtatgca 540 

tatacagcca cgctgcaagc caaggcggag gacctggatg acctgctgta tgcggccgag 600 

atcctggaga tcgagtacct ggaggaacag tgcctgaaga tgctggagac catccaggcc 660 

tcagacgaca atgacacgga ggccaccatg gccgatggcg gggccgagga aaaaaaggac 720 

cgcaaggctc ggtacctcaa gaacatcttc atctcgaagc attccagcga ggagagtggg 780 

tatgccagtg tggctggaca gagcctccct gggcccatgg tggaccagag cccttcagtc 840 

tccacttcat ttggtctttc agccatgagt cccaccaagg ctgcagtgga cagtttgatg 900 

accataggac agtctctcct gcagggaact cttcagccac ctgcagggcc cgaggagcca 960 

actctggctg ggggtgggcg gcaccctggg gtggctgagg tgaagacgga gatgatgcag 1020 

gtggatgagg tgcccagcca ggacagccct ggggcagccg agtccagcat ctcaggaggg 1080 

atgggggaca aggttgagga aagaggcaaa gaggggcctg ggaccccgac tcgaagcagc 1140 

gtcatcacca gtgctaggga gctacactat gggcgagagg agagtgccga gcaggtgcca 12 00 

cccccagctg aggctggcca ggcccccact ggccgacctg agcacccagc acccccgcct 1260 

gagaagcatc tgggcatcta ctccgtgttg cccaaccaca aggctgacgc tgtattgagc 1320 

atgccgtctt ccgtgacctc tggcctccac gtgcagcctg ccctggctgt ctccatggac 1380 

ttcagcacct atggggggct gctgccccag ggcttcatcc agagggagct gttcagcaag 1440 

ctgggggagc tggctgtggg catgaagtca gagagccgga ccatcggaga gcagtgcagc 1500 

gtgtgtgggg tcgagcttcc tgataacgag gctgtggagc agcacaggaa gctgcacagt 1560 

gggatgaaga cgtacgggtg cgagctctgc gggaagcggt tcctggatag tttgcggctg 1620 

agaatgcact tactggctca ttcagcgggt gccaaagcct ttgtctgtga tcagtgcggt 1680 

gcacagtttt cgaaggagga tgccctggag acacacaggc agacccatac tggcactgac 1740 

atggccgtct tctgtctgct gtgtgggaag cgcttccagg cgcagagcgc actgcagcag 1800 

cacatggagg tccacgcggg cgtgcgcagc tacatctgca gtgagtgcaa ccgcaccttc 1860 

cccagccaca cggctctcaa acgccacctg cgctcacata caggcgacca cccctacgag 1920 

tgtgagttct gtggcagctg cttccgggat gagagcacac tcaagagcca caaacgcatc 1980 

cacacgggtg agaaacccta cgagtgcaat ggctgtggca agaagttcag cctcaagcat 2 040 

cagctggaga cgcactatag ggtgcacaca ggtgagaagc cctttgagtg taagctctgc 2100 

caccagcgct cccgggacta ctcggccatg atcaagcacc tgagaacgca caacggcgcc 2160 

tcgccctacc agtgcaccat ctgcacagag tactgcccca gcctctcctc catgcagaag 2220 

cacatgaagg gccacaagcc cgaggagatc ccgcccgact ggaggataga gaagacgtac 2280 

ctctacctgt gctatgtgtg aagggaggcc cgcggcggtg gagccgagcg gggagccagg 234 0 

aaagaagagt tggagtgaga tgataggaag gactatgaca aataaaaaaa aaa 2393 



<210> 578 

<211> 1258 

<212> DNA 

<213> Homo sapiens 



<400> 578 

aagaaccgag ggagaagccg gatgtttgca aacaatcgag gagacgactt gcggaccaga 60 

cggcgcggac gtgttcgtac ccggagcctc tgcgtggaag agcgcgttcg tcgcgaccct 120 

gccgctgctg ttggtcctcg cggcgctggc gctgggcgtc ctccggaagc agcggagaag 180 

ccgagaaaag ctgaggaagc aggcggagaa gagacaaggt gagcggggac agggcgttct 240 

gcacgcacct gcccaagtgc caaaacccgc cgtcatctaa aggctgtggg tcccgttacg 300 

agggtttatt ccagcgcgag gtgtcagggc ggccaccggg gaacggggat cggtgacccc 360 

ggtggggaag ggggaagatc gttcatatgg acaaaagcgg aggtgcggaa cggctgcatt 420 

ttccacggag gctagtgcac agatgtcagg gttgaccggc tgctgtcgtt acgccctcgg 480 

agcttcacat cacactgtac agagggagcg gtgaccaggg tctctgctgc cagcgccacc 540 

tcgtccaggt tttcatagcg cacagggagt cgggcggatg cgcaacatct ccgcacaggg 600 

tcaggaagcg gcggtcaggc accgagaaaa cagcccagtt acgtgaggca gtgtccgggg 660 

cttaacgttt ccgccgagct aatagatttg ggaggctccg accctgattt tcacactagc 720 

aggagggagg gcgctgggtc accctcctat gcagaagggc agccaagggt gcgcacttcc 780 

ccatcccctg cctggagcct cacttccagc ccagcctggg cccgcagacc accgcgggtg 840 

ggagtgccgc atcggaggtg aggcctcagt gttcacccat ctgttctgtc tgcctcattc 900 
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cccaacctga gagtctttcc ccttttcttc atcttttttt tttttttgcc caaaaaaaac 960 

cccccggaaa aggggggaaa ttttgggggg ggggcccaaa gggttgcttg taagggaccc 1020 

ttggccttgg gaagggggag gggggccccc tttggaacgg gggggggaaa aaattaaatt 1080 

taaaccctcc ctgggggccc cccccctttc cctttgtaag ggggtaaaag ggagggttgc 1140 

ttccccccgg caatttccca aaaacctttg gaaaaaacct ggcaagctct cccctggaaa 1200 

ataaaacatt ccagtaaaaa ttcttaaaaa acggttaatg ggttccgggt tatttttt 1258 



<210> 579 
<211> 2003 
<212> DNA 

<213> Homo sapiens 



<400> 579 

cacgggccgc agcggcagtg acgtagggtt ggcgcacgga tccgttgcgg ctgcagctct 60 

gcagtcgggc cgttccttcg ccgccgccag gggtagcggt gtagctgcgc agcgtcgcgc 12 0 

gcgctaccgc acccaggttc ggcccgtagg cgtctggcag cccggcgcca tcttcatcga 180 

gcgccatggc cgcagcctgc gggccgggag cggccgggta ctgcttgctc ctcggcttgc 240 

atttgtttct gctgaccgcg ggccctgccc tgggctggaa cgaccctgac agaatgttgc 300 

tgcgggatgt aaaagctctt accctccact atgaccgcta taccacctcc cgcaggctgg 360 

atcccatccc acagttgaaa tgtgttggag gcacagctgg ttgtgattct tataccccaa 420 

aagtcataca gtgtcagaac aaaggctggg atgggtatga tgtacagtgg gaatgtaaga 48 0 

cggacttaga tattgcatac aaatttggaa aaactgtggt gagctgtgaa ggctatgagt 54 0 

cctctgaaga ccagtatgta ctaagaggtt cttgtggctt ggagtataat ttagattata 600 

cagaacttgg cctgcagaaa ctgaaggagt ctggaaagca gcacggcttt gcctctttct 660 

ctgattatta ttataagtgg tcctcggcgg attcctgtaa catgagtgga ttgattacca 720 

tcgtggtact ccttgggatc gcctttgtag tctataagct gttcctgagt gacgggcagt 78 0 

attctcctcc accgtactct gagtatcctc cattttccca ccgttaccag agattcacca 840 

actcagcagg acctcctccc ccaggcttta agtctgagtt cacaggacca cagaatactg 900 

gccatggtgc aacttctggt tttggcagtg cttttacagg acaacaagga tatgaaaatt 960 

caggaccagg gttctggaca ggcttgggaa ctggtggaat actaggatat ttgtttggca 1020 

gcaatagagc ggcaacaccc ttctcagact cgtggtacta cccgtcctat cctccctcct 1080 

accctggcac gtggaatagg gcttactcac cccttcatgg aggctcgggc agctattcgg 1140 

tatgttcaaa ctcagacacg aaaaccagaa ctgcatcagg atatggtggt accaggagac 1200 

gataaagtag aaagttggag tcaaacactg gatgcagaaa ttttggattt ttcatcactt 126 0 

tctctttaga aaaaaagtac tacctgttaa caattgggaa aaggggatat tcaaaagttc 1320 

tgtggtgtta tgtccagtgt agctttttgt attctattat ttgaggctaa aagttgatgt 1380 

gtgacaaaat acttatgtgt tgtatgtcag tgtaacatgc agatgtatat tgcagttttt 144 0 

gaaagtgatc attactgtgg aatgctaaaa atacattaat ttctaaaacc tgtgatgccc 1500 

taagaagcat taagaatgaa ggtgttgtac taatagaaac taagtacaga aaatttcagt 156 0 

tttaggtggt tgtagctgat gagttattac ctcatagaga ctataatatt ctatttggta 162 0 

ttatattatt tgatgtttgc tgttcttcaa acatttaaat caagctttgg actaattatg 1680 

ctaatttgtg agttctgatc acttttgagc tctgaagctt tgaatcattc agtggtggag 1740 

atggccttct ggtaactgaa tattaccttc tgtaggaaaa ggtggaaaat aagcatctag 1800 

aaggttgttg tgaatgactc tgtgctggca aaaatgcttg aaacctctat atttctttcg 1860 

ttcataagag gtaaaggtca aatttttcaa caaaagtctt ttaataacaa aagcatgcag 1920 

ttctctgtga aatctcaaat attgttgtaa tagtctgttt caatcttaaa aagaatcaat 1980 

aaaaacaaac aaggggaaaa aaa 2003 



<210> 580 

<211> 1206 

<212> DNA 

<213> Homo sapiens 
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<400> 580 

tttttttttt ttagtattta taatcattta cttgtagcga actgtttaaa gttaacactt 60 

gtttaaattt ttttacacta tagcatttat gcaatggttt acagaattca tggagttatt 12 0 

tttatcagta tgggaattaa ttaaaacctt gaatctttgt tttgtctgct tctctgagca 180 

caagcctggt cagctggtcc ctgcgggtcc taccagccag cttctctgta gggctctcgg 240 

ccgcgtccac ctctgctctc ccaccacaag gtcacaaact cccacgcagt cctgggtcac 300 

cccgcagctg ctctggagac ttggctctgg gcgtctcgtg gcccaagtgc tccaagttgg 360 

aagtttctgt gggcctcgtg taggggatgc cgtgctgggt gagcaaacct ttcagccttt 420 

tgatctcctt tgagagttct ttatgagcct tcctgcagtt ttccagggtc tcaaacccca 480 

agctgtcagg acctccctcc agctgggtgg gttcattttc ttctggggtc tttaagtagc 540 

cagcatcctc aaaaagtgtc ctcagcaact tctcatggcc ctggggggtg atcagctcat 600 

cggccaggtc ctgctctacc tggtcccact gccgctgcag ggcctctggc agggttgggt 660 

acactagcaa ggcgtggggg tggcagacga ggggggtctc gaacgtcagc gcgtagacgc 720 

aggtgctcgg ctcggacaca tgggccagcc ggttgctttt tccacacgcc agctccacct 780 

tgctctgccg gctccgggaa cggcaggcgt caccgtccct catccacatg cccgtgaagg 840 

tgttgttggc gatctcccac tcgtgccaga tgccgaggat cccactgtag gcgttccagc 900 

ggaaggtctg ctcgtgctgg gtcacgttgt ggaacgggca gaactcatac ttgtacgtgg 960 

actccaccag gctgaagcac ttgcccgaga gtcggaagag atgcacgggt ccagacacgg 1020 

gtgaaggatc cctcttggcc tggaggcgac tggcctgagg caagaacggg ttgttcaccc 1080 

caaacgcgtt gggctcctcc accaccttca tcttcgctgc acctgccggc gcgggcccgc 1140 

cggccgagag cccgaggagc aacaggagcc gcgccagccc cgccgccatc gcgccgcagc 1200 

ggccgc 12 06 



<210> 581 

<211> 1132 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__f eature 
<222> (1) . . . (1132) 
<223> n = a,t,c or g 



<400> 581 

tttttttttt ttaataccat tctgtgattt aaacttttct attggtgact tttagttgta 60 

taggcacgga aaggaaaatc aattgttttc tttaatgctg agaatttttg ttaatatttc 120 

tggacatttc ataaaacatc ttttgttgac attctacaaa tgatagcatc caataatgtc 180 

ccaatacttt cttcttgtga agagagttta tatatctttt tgacttctgt aatattcatt 240 

atttcaggaa gatttttcag agaaacctga tgaccttcta cttgagatat taggtattct 300 

tgatttattt gtttttctcc ctcttcaatg taaacaatta gaattgaagt gtcatttgct 360 

gagataccaa attttttcaa agcctctgaa atattgttat ttggggaaag gttgaaaata 420 

atttcagtag atagagttct tgtcttcatt tttcccagtt tgtagaggtg aactgctttg 480 

tttgctgcca caagtatctg aaatggatca acaatcactg taggatttat cagtgatcca 540 

tcgatggtgc cttccatggc ctttcttctc aagtctcccg cattttttac atctttaaat 600 

aacagaaggg ttaccctgca ttcgggaaat aggtccagct gatgtgttaa ctgcatttca 660 

cagataagca ggattctaca tccggccccc agtgcgtctc ggaagagctc ccgctccgaa 720 

acaaagccca caacttccgg aagcgatggc caatccccgt cttcttcgag ccagtttccg 780 

gataggccgg ctcggggtgg ccatctgttt ccgggtcctg gtaggagggt tgcttccgcc 840 

catggtcccg cccattcttc cgcctcccca acctgggtcc cgtcaacgga cgcgaaggag 900 

aacaggggct gtatatcact tccggcgaag gaaatggaag aatctatggg ctgggaccgg 960 

aagctggggt ctggttttga gtctcggctt tgtcttaacc tgtgttgggc gttgcaccgg 1020 
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gcgacctcag tttcttcctg tacaaggaaa agtactgacc aaaatgagtt ctacatacat 1080 
ttccgctgct ggagatttct ttnntccacc ggcnctcaat agtggtctca tg 1132 



<210> 582 

<211> 8029 

<212> DNA 

<213> Homo sapiens 



<400> 582 

tttttttttt ttacagggag aggaaattct gttaattcca cgtttattaa tcacacagct 60 

ctctgcagac tagacactaa aacacacaat tgtcaaaaac tagaaaaatg agttatgtcc 120 

acgttttaaa agcaaaactt tataaatttc ttaccacact cattcccaag ttttatccca 180 

caaagtatag catgaaacaa tgacaacata catattattc aagtaaaatg ctatttaaaa 240 

tagctgcaca caggtaatta aaacactagg atccagtttt tagaggaaaa agtcatgtgg 3 00 

cacaatttca agttcataat tgaagttaac agtaaaacag atttgctcac atttgcttct 360 

gatctttatt tctgctgtct ctctttagta gaataaagaa atggcacttc acataaaatc 420 

atatttaaaa gctactaaaa tggataaaca gatgcagatc agctctttaa tgagaatccc 4 80 

tgcatagctg gaggaagttc aaggataatt gttttttcaa ggcaaataga ctcttgttac 540 

gtggctaatt tcatgtacat tatcatcgct gggaagttcc tgctgagaac tcacggtagc 600 

tatgccagaa aagtactttc ttcacaggag gtgttgaaat aatgccggat aaatgcaagt 660 

aaggtcaata tctccctctt ggtctagatc aggagctggc aaactttttc tttaaggaga 72 0 

caagtagtaa atcttttagg ctttgcaggc tatactgtcc ctgtcccaac tattcaactc 780 

tgccaagaaa gcagtcccag acaataccat aaatgaatgg gtgtggctat gctctaataa 840 

cattttgttt atggacactg aaatctgaat ttcatagaat tttcaggtgt catgaaatat 900 

tgttcttctt ttgattttct gcccaatcat ttgaaaacat ataaaccatt cttagctcac 960 

aggttgtata aaaacaggtg gcaggccagg tttgattcgt gggccatagt ttgccaaccc 1020 

ctgatctaat ggtccttttc tagtccatgt tgtaaaatgt atatattttt aaaatcccgt 1080 

tacatatggc tactttattt aaaaaacaac aaaaacgttc agfctaaaaat aattctcttt 1140 

cttcccacaa ccaagggcca ttttactaaa caataagcta tttcctttaa ttagaaaatt 12 00 

gatcaaggat atacaatgag tctctggcct caatttatga acccatgagc caaatatgca 1260 

agaagactca aaatttgcca cccagccaaa gaatctactg gcttacaatg ttaaaaattt 1320 

atttggaagt attcctgcac acatctcagc atcggtaatc cagagttata aaaaataatg 138 0 

ttggagcatt tgtattcttt ttttgaggcg gagtctcgct ctgtcatcca ggctggagtg 1440 

cagtggcgtg atctctgctc actgcaagct ccgcctcctg ggttcacgcc attctcctgc 1500 

ctcagcctcc agagtagctg ggactacagg cacctgccac cacatccgac taattttttt 1560 

tgtattttta gtagagacgg ggtttcaccg tgttagccag gatggtctcg atctcctgat 1620 

gtcgtgatct gcctgccttg gcctcccaag gtgttgggat tacaggcgtg agccactgtg 168 0 

cccagcccag catttgtatt cttaatagaa aaaggatgga tacatctaaa tcacaagtaa 174 0 

ttaaaatgtt atataaaacc acctaaaaac tacacaaata aagagaagac attaactgtc 1800 

aaaatgctga gtatgtgatt cttgacaggg ccggggcact gtcactagga gafcgaatttc 1860 

agctcttcct tctccttggg accttgggaa tgtggctagt acactccagg ccagatgcta 1920 

ggcagctccc tgtgtgccca gggtcttgcc agacctttag ttactcaacc atagcttccc 1980 

agtggctcaa tgagggatgt taaatcctag gtggggttca ggagtaattg catccagcac 2040 

tactttcatt cacattttcc ttccacaacc cagaataacc acaagatgta agtggagtct 2100 

acacagacag agatggggaa aggaaggtgc ttcgtctcca cctacttggc cgcctaattg 2160 

gatttgcatc tgtttaagat tacggagtct ttctttcaaa gtgagaggca acgccggtca 2220 

tagcggcttt tgttttttgt gcgttatttg aatgatgagc tgtaaaaact ctcattagat 2280 

aaaaggtgcc tgaaattcaa gggctcatgc ctcttctaca aagtgggttg gcaattacag 2340 

aaattctttc ccttttgggt tgactgtggt gaaagtactt ttgctctttt ggaggtgagg 2400 

gagcagcacc acaccaggac agaaagaaca ggctcaggtg acagccactt actcaggctc 246 0 

aggtcggtgg gcaagtgggc actggcctcc tcccatcttg gcaaagccac tgacagtagg 2520 

caaggaaggg ctgggcggtg ctgctcgtaa caatggctct tgtatgtcct tagaattttc 2580 

atttttttgt gaagtgcttt tactttctct ctggctcaca gtatcgcaag gagctaagta 2640 

aggcctgtat ggaatctcca ctgtatccat gggatgggag gtgctgaaca cacgcccaag 2700 

gcaacaaggc cactcaggga aggagccagg ccatgccact gcgtgccttc catcctacca 2760 

agctgcttct gctattcttt gctttacact tcagctcatt tactcaagga aatgaaatga 2820 
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agtggcaaac aggacagaaa tgaaaataga attctttaag tggtaaattt gggacaataa 2880 

aggcatcaat taaaatatgg ttcaggaata gggagaggtg ctccttcgtg cctcacagaa 294 0 

gcacggacaa ttctgtgcta tttattgtct ttgaaagagg gttcactcaa acctctgccg 3000 

caacacctcc agatgcacat tcggtgtctt ctgtgcctga gctggcagat gcccggggag 3060 

£T9T9tgctgtg cccctcacct gccctgccag tcacagtcaa gggtctcctt caaggtgctc 3120 

tgggcccatg ttctgtagcg acatggggga tggttgtgcc actgcccagg cagtgatcaa 3180 

gcctttgtga cggcccatgg ggctgggcct gccttgtgct gtgcctgctc tgaggcagct 3240 

ggggctgtgg tggggatcca gggcctcatt ctgtaaaccc agtgctggtt ctctgggagt 3300 

ctgcagccac aggcacgtgg cacatattgg tccctagtta cattaagggc aggggtagga 3360 

tttgcatctg tttaagatta caaggactgg atgagttctg aaaaattcat aattctgaaa 3420 

acctattagt ttatttaaaa taatggatgg catgtaccta tatatgtaga taagtctcct 3480 

tttaaatttt tttaaagaac caaagaatcc tacaagcccc cgtaacacac atacttgagt 3540 

tccagatact catcaatgcc atacttggac ccctctcgcc caaggccgga ctgcttcact 3600 

ccaccaaaag ggcactccac agaggaaatt aatccttcgt tgacgccaac catgcccact 3660 

tccagctgct ctgccactct ccagatctgg gctgggtctt gagagtaaaa ataacctgct 3720 

aacccaacat cagctgcgtt agcgattgct atagcctcct cctctgtatc gaacttgata 3 780 

actggtgcca gaggcccgaa agtctcttca tgagtgcaca gcatgtcctg ggtgacattg 3840 

cacagcaggg taggctcaaa gaaatttttt ccaagttggt gtcgttttcc acctgtcaca 3900 

acggtggcac ctttagaaac ggcatcattc acctgtttct ccaccttttc taccgctttt 3960 

tcattaatta atgggccctg agtagttcct tcctcaaatc cattacctac gcgcaggttc 4020 

ttcttcatgg cctcggcgaa tgcttttaca aaggcatcat ggatgcccct ttgcaccaag 4080 

aattggtttg agcaaacaca agtctgtcca gtgttcctaa atttagatgc catggcccct 4140 

gctacagcct ggtccacgtt ggcactgtca aatactataa atggagcaag gccgcccagc 4200 

tccatagaga cccttttcac' agagtttgct gcgtggtgca acaggatctt tcctgtagtt 4260 

gttgaaccag taaaggaaat tttggacacc agaggatcag tacaaattgc ctcccctact 4320 

tccttggcat tctttcgaga acagggaata acattgtata cacctgaagg aatcccagcc 4380 

tggcttgcaa gcaacaatgg atccaaatca agaagaaatc cctgatttac ctcagccagg 4440 

gccagggcgg agaagggcgt gtcttcggca ggcttcacca cgacagtaca gccggctgcc 4500 

agggcggccc ccaccttccg ggtgatcatg gcactgggga aattccacgg ggtgatgact 4560 

gcagccacgc ctatgggctg cttgaggacc agggcccgcc tgtcctttgc cggggtgtag 4620 

ataatgtctc cgtaaacacg gcgggcttcc tcagagaacc actctaggaa aaaggcggaa 4680 

tagagaattt ctccatgtgc ctccttcagt ggctttccac tttcagctgt gattattctg 4740 

gcaaggtcat ccttattttg tatcattaaa ttgtaccact tccgaagtaa tgaactcctc 4800 

tccttggcgg agacctccct ccagcggcag aaagcctcgt aggcagcgcg cacggcggcg 4860 

cgggcctctc gcaccccgca gtcggctacc atgcccagag cggcgccgct ggcaggagtc 4920 

ttgcacgggg aaggtggcgg cggccgggag ccagcggccg cccacgaagc tgtcggtgcg 4 980 

cagcagcgcc gcagagaggc ccgccaggcg cccagcgtag cagcggagct gggccgggcc 5040 

gggcgcaggc ccggaggcag ggaccaggcc gccggcgcgg gggcggaggc ggcagcctgg 5100 

aaacgtcgac ccgaggcgcc gggccccaca gctccgcagc caaatgcagg tcgccatggc 5160 

ccgggcaacg acggcgacag gaaacaggtt gtggcctggc ctgctgatca tgttgggttc 5220 

tctctgccat agaggttcac cgtgtggcct ttcaacacac atagaaatag gacacagagc 5280 

tctggagttt cttcagcttc acaatgggcg tgttaactac agagagctgt tactagaaca 5340 

ccaggatgcg tatcaggctg gaatcgtgtt tcctgattgt ttttacccta gcatctgcaa 5400 

aggaggaaaa ttccatgatg tgtctgagag cactcactgg actccgtttc ttaatgcaag 5460 

cgttcattat atccgagaga actatcccct tccctgggag aaggacacag agaaactggt 5520 

agctttcttg tttggaatta cttctcacat ggcggcagat gtcagctggc atagtctggg 5580 

ccttgaacaa ggattcctta ggaccatggg agctattgat tttcacggct cctattcaga 5640 

ggctcattcg gctggtgatt ttggaggaga tgtgttgagc cagtttgaat ttaattttaa 5700 

ttaccttgca cgacgctggt atgtgccagt caaagatcta ctgggaattt atgagaaact 5760 

gtatggtcga aaagtcatca ccgaaaatgt aatcgttgat tgttcacata tccagttctt 5820 

agaaatgtat ggtgagatgc tagctgtttc caagttatat cccacttact ctacaaagtc 5880 

cccgtttttg gtggaacaat tccaagagta ttttcttgga ggactggatg atatggcatt 5940 

ttggtccact aatatttacc atctaacaat cttcatgttg gagaatggga ccagtgactg 6000 

caacctgcct gagaaccctc tgttcattgc atgtggcggc cagcaaaacc acacccaggg 6060 

ctcaaaaatg cagaaaaatg attttcacag aaatttgact acatccctaa ctgaaagtgt 6120 

tgacaggaat ataaactata ctgaaagagg agtgttcttt agtgtaaatt cctggacccc 6180 

ggattccatg tcctttatct acaaggcttt ggaaaggaac ataaggacaa tgttcatagg 6240 

tggctctcag ttgtcacaaa agcacgtctc cagcccctta gcatcttact tcttgtcatt 6300 

tccttatgcg aggcttggct gggcaatgac ctcagctgac ctcaaccagg atgggcacgg 6360 

tgacctcgtg gtgggcgcac caggctacag ccgccccggc cacatccaca tcgggcgcgt 642 0 

gtacctcatc tacggcaatg acctgggcct gccacctgtt gacctggacc tggacaagga 6480 

ggcccacagg atccttgaag gcttccagcc ctcaggtcgg tttggctcgg ccttggctgt 6540 

gttggacttt aacgtggacg gcgtgcctga cctggccgtg ggagctccct cggtgggctc 6600 

cgagcagctc acctacaaag gtgccgtgta tgtctacttt ggttccaaac aaggaggaat 6660 
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gtcttcttcc cctaacatca ccatttcttg ccaggacatc tactgtaact tgggctggac 6720 

tctcttggct gcagatgtga atggagacag tgaacccgat ctggtcatcg gctccccttt 6780 

tgcaccaggt ggagggaagc agaagggaat tgtggctgcg ttttattctg gccccagcct 6840 

gagcgacaaa gaaaaactga acgtggaggc agccaactgg acggtgagag gcgaggaaga 6900 

cttctcctgg tttggatatt cccttcacgg tgtcactgtg gacaacagaa ccttgctgtt 6960 

ggttgggagc ccgacctgga agaatgccag caggctgggc catttgttac acatccgaga 7020 

tgagaaaaag agccttggga gggtgtatgg ctacttccca ccaaacggcc aaagctggtt 7080 

taccatttct ggagacaagg caatggggaa actgggtact tccctttcca gtggccacgt 7140 

actgatgaat gggactctga aacaagtgct gctggttgga gcccctacgt acgatgacgt 7200 

gtctaaggtg gcattcctga ccgtgaccct acaccaaggc ggagccactc gcatgtacgc 7260 

actcacatct gacgcacagc ctctgctgct cagcaccttc agcggagacc gccgcttctc 7320 

ccgatttggt ggcgttctgc acttgagtga cctggatgat gatggcttag atgaaatcat 7380 

catggcagcc cccctgagga tagcagatgt aacctctgga ctgattgggg gagaagacgg 7440 

ccgagtatat gtatataatg gcaaagagac cacccttggt gacatgactg gcaaatgcaa 7500 

atcatggata actccatgtc cagaagaaaa ggcccaatat gtattgattt ctcctgaagc 7560 

cagctcaagg tttgggagct ccctcatcac cgtgaggtcc aaggcaaaga accaagtcgt 7620 

cattgctgct ggaaggagtt ctttgggagc ccgactctcc ggggcacttc acgtctatag 7680 

ccttggctca gattgaagat ttcactgcat ttccccactc tgcccacctc tctcatgctg 7740 

aatcacatcc atggtgagca ttttgatgga caaagtggca catccagtgg agcggtggta 7800 

gatcctgata gacatggggc tcctgggagt agagagacac actaacagcc acaccctctg 7860 

gaaatctgat acagtaaata tatgactgca ccagaaatat gtgaaatagc agacattctg 7920 

cttactcatg tctccttcca cagtttattt cctcgcttcc tttgcatcta aacctttctt 7980 

ctttccgaac tttttgccta tagtcagacc tgctgtacca cctatttcc 8029 



<210> 583 

<211> 405 

<212> DNA 

<213> Homo sapiens 



<400> 583 

tcgttgcgta attcggcacg aggtctgaag atggcggcct cagcagcgcg aggtgctgcg 60 

gcgctgcgta gaagtatcaa tcagccggtt gcttttgtga gaagaattcc ttggactgcg 120 

gcgtcgagtc agctgaaaga acactttgca cagttcggcc atgtcagaag gtgcatttta 180 

ccttttgaca aggagactgg ctttcacaga ggtttgggtt gggttcagtt ttcttcagaa 240 

gaaggacttc ggaatgcact acaacaggaa aatcatatta tagatggagt aaaggtccag 300 

gttcacacta gaaggccaaa acttccgcaa acatctgatg atgaaaagaa agatttttga 360 

gactgcagcc tattaataaa gttaacataa ctgagaaaaa aaaaa 405 



<210> 584 
<211> 1802 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (1802) 
<223> n =r a,t,c or g 
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<400> 
tttttttttt 
gtccccaaaa 
cacttcttct 
gggatggctt 
aggtcagact 
cacagtccag 
aggctgttcc 
caagccccga 
ctctgcacta 
tgaccacttg 
ttctgcagct 
tcctggattt 
gactctatca 
ggcataagca 
gagccccgga 
tgcttcagct 
tcagtgctga 
tcatgtaaat 
ggcgcctcca 
gtgctggggg 
gagcctcagg 
ggccatgttg 
actgcctgta 
accagtggtc 
aacaagggcc 
gcgccggggc 
acctcctgca 
atagggcctg 
acgcgcccgc 
cagtcggcta 
tc 



584 

ttgctacatt 
tgttagtgtt 
caaacataaa 
tcaacacaca 
gggagcacta 
gctcaacacc 
atatacatta 
ctcaaattct 
ctttgctgct 
gcaacgcacc 
ctcttggatg 
ctttatttct 
ctttcaaagc 
aagagcctga 
ggtgctgcag 
tctgctccaa 
catcaaagcc 
accgtatctg 
tttgcctccg 
aagagaacca 
ctaaatcatg 
ccggc ttaga 
agcatgccga 
ccaggggagc 
gctgcgcaag 
acgaggccct 
gctcccgttc 
ggcccgccac 
ccagcaagag 
ccctcgtgcc 



ttactttatt 
cactgatcaa 
ttgcaagtat 
gagagcctaa 
ccacaggaag 
tcttcctatt 
atacttgccc 
gtacaggaag 
gaagttatct 
actgccagtt 
acctaggggt 
tcccttcctt 
tgtgctgtga 
tacagagtgg 
cgagtgggca 
tgtgggtaaa 
ttcagccaac 
ctccatggct 
aattttctgg 
atggcagaag 
gagcgcccag 
gctgctccgt 
actctctaaa 
tgaacacctg 
cagcggcagg 
gcttcaagct 
ctccggctcc 
cccccgggtc 
actcagggta 
aagcttggcg 



ttgttgtaag 
gaaggaaatg 
cacagaaaat 
gcaagaagag 
tttgaatcta 
ccaaggtggc 
agctgtgttt 
ttcccgttgc 
ggctcctctg 
cctctggggc 
gcagcaacag 
ctccttggtg 
tttgggtctt 
cctgcaggga 
agcccagctt 
aacttgcttt 
ctgggaactg 
tcccacgtca 
aatcggattg 
ccatgcgtgg 
ccctcttctc 
acacccagaa 
ctgatgatga 
acgctgcgcc 
acacccggcg 
gagggcccgg 
cagtcggaat 
gcgaacccac 
accgccatgt 
tanaggtgtt 



gaaaaccaat 
aggtcagaag 
tgtaacaaca 
tgagtactga 
tccacgcagc 
ttatccatat 
cacgaggcat 
tgtcaaagaa 
ccttcaactc 
tctcagaatc 
gcacaaagct 
tatttgtcct 
tagatgaggc 
gcagctttga 
tcttaaggac 
ttaaaactct 
accaggactc 
gggtcctggg 
cttgtttctg 
aagcagaatg 
tttgatcgca 
agctaacacc 
aatacgtcac 
cctaacaacg 
ccaagggggc 
ggagaagccg 

cggggtccgg 

agcgagtgac 
cgacgcaaac 
caatacagtc 



tgactaagtt 
gcaaactttt 
catgcaacac 
aggtctacag 
tctttcctcc 
gcagaaatcc 
ctccataagc 
ctctcggccc 
ctccagcttc 
actggagtac 
ctcctccagg 
gtgagtgtct 
ttcatgccct 
ggtatttcca 
tttttgatcc 
tcggatcaca 
tggaaattcc 
cggggcacca 
tcgtttcagg 
gatgtttgaa 
agggcaaccg 
tagaacaata 
taatgaaggg 
ggtaagaaga 
gcggcctgga 
gtacctctcc 
ctcccggcca 
ggcggcgcaa 
cagccttcag 
tcatttgccg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1802 



<210> 585 

<211> 1106 

<212> DNA 

<213> Homo sapiens 



<400> 585 

acggaagtgc aggaacattt cacaaatcta caatctgtga gtatcacatc ctgtatagct 60 

gtaaacactg gaataaggaa gggctgatga ctttcagaag atgaaggtaa gtagaaaccg 120 

ttgatgggac tgagaaacca gagttaaaac ctctttggag cttctgagga ctcagctgga 180 

accaacgggc acagttggca acaccatcat gacatcacaa cctgttccca atgagaccat 240 

catagtgctc ccatcaaatg tcatcaactt ctcccaagca gagaaacccg aacccaccaa 300 

ccaggggcag gatagcctga agaaacatct acacgcagaa atcaaagtta ttgggactat 360 
ccagatcttg tgtggcatga tggtattgag cttggggatc attttggcat ctgcttcctt ^ 420 

ctctccaaat tttacccaag tgacttctac actgttgaac tctgcttacc cattcatagg 480 

accctttttt tttatcatct ctggctctct atcaatcgcc acagagaaaa ggttaaccaa 540 

gcttttggtg catagcagcc tggttggaag cattctgagt gctctgtctg ccctggtggg 600 

tttcattatc ctgtctgtca aacaggccac cttaaatcct gcctcactgc agtgtgagtt 660 

ggacaaaaat aatataccaa caagaagtta tgtttcttac ttttatcatg attcacttta 720 

taccacggac tgctatacag ccaaagccag tctggctgga actctctctc tgatgctgat 780 

ttgcactctg ctggaattct gcctagc'tgt gctcactgct gtgctgcggt ggaaacaggc 84 0 

ttactctgac ttccctggga gtgtactttt cctgcctcac agttacattg gtaattctgg 900 

catgtcctca aaaatgactc atgactgtgg atatgaagaa ctattgactt cttaagaaaa 960 

aagggagaaa tattaatcag aaagttgatt cttatgataa tatggaaaag ttaaccatta 102 0 
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tagaaaagca aagcttgagt ttcctaaatg taagctttta aagtaatgaa cattaaaaaa 1080 
aacccattat ttcactgtca tttaaa 1106 



<210> 586 

<211> 1963 

<212> DNA 

<213> Homo sapiens 



<400> 586 

gggctgcctc acttctgcct gatttgggaa gcgctgcaag gacaaccggc tggggtcctt 60 

gcgcgccgcg gctcagggag gagcaccgac tgcgccgcac cctgagagat ggttggtgcc 120 

atgtggaagg tgattgtttc gctggtcctg ttgatgcctg gcccctgtga tgggctgttt 180 

cgctccctat acagaagtgt ttccatgcca cctaagggag actcaggaca gccattattt 240 

ctcacccctt acattgaagc tgggaagatc caaaaaggaa gagaattgag tttggtcggc 300 

cctttcccag gactgaacat gaagagttat gccggcttcc tcaccgtgaa taagacttac 3 60 

aacagcaacc tcttcttctg gttcttccca gctcagatac agccagaaga tgccccagta 420 

gttctctggc tacagggtgg gccgggaggt tcatccatgt ttggactctt tgtggaacat 480 

gggccttatg ttgtcacaag taacatgacc ttgcgtgaca gagacttccc ctggaccaca 54 0 

acgctctcca tgctttacat tgacaatcca gtgggcacag gcttcagttt tactgatgat 600 

acccacggat atgcagtcaa tgaggacgat gtagcacggg atttatacag tgcactaatt 660 

cagtttttcc agatatttcc tgaatataaa aataatgact tttatgtcac tggggagtct 720 

tatgcaggga aatatgtgcc agccattgca cacctcatcc attccctcaa ccctgtgaga 780 

gaggtgaaga tcaacctgaa cggaattgct attggagatg gatattctga tcccgaatca 840 

attatagggg gctatgcaga attcctgtac caaattggct tgttggatga gaagcaaaaa 900 

aagtacttcc agaagcagtg ccatgaatgc atagaacaca tcaggaagca gaactggttt 960 

gaggcctttg aaatactgga taaactacta gatggcgact taacaagtga tccttcttac 1020 

ttccagaatg ttacaggatg tagtaattac tataactttt tgcggtgcac ggaacctgag 1080 

gatcagcttt actatgtgaa atttttgtca ctcccagagg tgagacaagc catccacgtg 1140 

gggaatcaga cttttaatga tggaactata gttgaaaagt acttgcgaga agatacagta 12 00 

cagtcagtta agccatggtt aactgaaatc atgaataatt ataaggttct gatctacaat 1260 

ggccaactgg acatcatcgt ggcagctgcc ctgacagagc gctccttgat gggcatggac 1320 

tggaaaggat cccaggaata caagaaggca gaaaaaaaag tttggaagat ctttaaatct 1380 

gacagtgaag tggctggtta catccggcaa gcgggtgact tccatcaggt aattattcga 1440 

ggtggaggac atattttacc ctatgaccag cctctgagag cttttgacat gattaatcga 1500 

ttcatttatg gaaaaggatg ggatccttat gttggataaa ctaccttccc aaaagagaac 1560 

atcagaggtt ttcattgctg aaaagaaaat cgtaaaaaca gaaaatgtca taggaataaa 1620 

aaaattatct tttcatatct gcaagatttt tttcatcaat aaaaattatc cttgaaacaa 1680 

gtgagctttt gtttttgggg ggagatgttt actacaaaat taacatgagt acatgagtaa 1740 

gaattacatt atttaactta aaggatgaaa ggtatggatg atgtgacact gagacaaga't 1800 

gtataaatga aattttaggg tcttgaatag gaagttttaa tttcttctaa gagtaagtga 1860 

aaagtgcagt tgtaacaaac aaagctgtaa catctttttc tgccaataac agaagtttgg 1920 

catgccgcga aggtgtttgg aaatattatt ggataagaat agt 1963 



<210> 587 

<211> 1612 

<212> DNA 

<213> Homo sapiens 
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<400> 587 

cccacgcgtc cgcccacgcg tccgggccac acgcctcagc cagccccggc aagggcctat 60 

caggggtggg tcggggcatc cgagcgggtt tgacggaagg agcggcggcg acggaggagg 120 

aggatggagg cggtggtgtt cgtcttctct ctcctcgatt gttgcgcgct catcttcctc 180 

tcggtctact tcataattac attgtctgat ttagaatgtg attacattaa tgctagatca 240 

tgttgctcaa aattaaacaa gtgggtaatt ccagaattga ttggccatac cattgtcact 300 

gtattactgc tcatgtcatt gcactggttc atcttccttc tcaacttacc tgttgccact 360 

tggaatatat atcgatacat tatggtgccg agtggtaaca tgggagtgtt tgatccaaca 420 

gaaatacaca atcgagggca gctgaagtca cacatgaaag aagccatgat caagcttggt 480 

ttccacttgc tctgcttctt catgtatctt tatagtatga tcttagcttt gataaatgac 540 

tgaagctgga gaagccgtgg ttgaagtcag cctacactac agtgcacagt tgaggagcca 600 

gagacttctt aaatcatcct tagaaccgtg accatagcag tatatatttt cctcttggaa 660 

caaaaaacta tttttgctgt atttttacca tataaagtat ttaaaaaaca tgaattgagt 720 

ttctgtagat ttctagttct caactttagc ctgaacgcca acacttgaag gtgtttttca 780 

tcctctgtat gttgaaggtg gttatttgta tgtaggaaca ggactgccat cccagctttg 840 

catgccaaag aaataaagaa cacactttaa agggcaaact gaagagatga gcgagcaaag 900 

gtgcccttca ggtctactga aaagttagag tacaaaacaa cactgttgat ctggacaaaa 960 

gaagaaaaat tacccttttt gcttgtgttg tgacaacttc atttaatatg gtttaaagat 1020 

ttatgagact gtcagctaaa agtcttttca caagaatgtc aacagagaat ggcatctcaa 1080 

aatatatata tttctttgca caatttgtga aaccttataa gccattttcc ccaggtacaa 1140 

tgtagttcct gctgatagaa aggaaatatt ttgtcaagag ctttcattta aaagctacta 1200 

cctccacaat cacccccaaa cccagaaaat ccccactggc tcttgccagt ctggttttcg 1260 

tattgcagtt attccaattg tatttgatct ccctgataac gtattttcat gggtttgggt 1320 

agaagatgct aatcagatta gaagcaggaa tagttatttg ctgtctgtga aattgagcct 13 80 

tttggtgcgc cacgtggtgc cagatcaaca cttctatccc tctgcactga ccacgttgtg 144 0 

aactgggaga cccaaatgca agccatttca tggacatagc aatatacaac caaactctgt 15 00 

tccttggagt tatattgtaa actcttgcag gtgggagagc agttcacctc cttagctctg 1560 

tttgccagct cttacagggt aaaataaacc tgggcaattt atcctcaaaa aa 1612 



<210> 588 

<211> 1124 

<212> DNA 

<213> Homo sapiens 



<400> 588 

tttttatatt tttaaatatt ttattttcct gttctttgtg aaaacatcaa taaatatcga 60 

aacctctctg ctctaacaca gagggaaaca ctgcataatt aacattaaac aaggcagtat 12 0 

gccttacaag aaagacataa aatgtccaag ggatatttag aacattttag ttcttaaagc 180 

ttcaacatga gaaatgttga ccacacactg tgaaatcatt tcaataaata acaactgaca 240 

ttcatcttta cagttacaaa atagacacac atacatttcc ctgccgtcac attgatctta 300 

ctggccattt tcttggattc ctcagcctct atcacagtgg ctgacatgtg atatgtcatc 360 

acgaagaaat attaacaaat gactagagaa tatctgcaaa ccttctatct tcaaattaaa 420 

tatgaatcag gattgaacta acttgggttt gacctaaaat aaacaataaa tataatggga 480 

gagtgtgcaa gtagattcaa tcataacctt attttacaca taaaatatta acatagaatc 540 

ttctaaaaca aacaaataaa taaataaata aataaataaa tagaagactt ctcctaagtg 600 

atgctcaaac acattaggcg caatccaggt ggcctctgca gctgtgtctc tctttcctct 660 

tctgttcctg taagggcagg gcctccttca ggaacagcca ccaataagct tcctccttcc 720 

ttctggtcag ttggatttgc catttttcag catcttttcg atgattttct taaccatggg 780 

cgatgcgggg ttgagacaag ctttctgccc attcttgagt gtggctatga cttcggtttg 840 

ggcgcagtgg ggtccggggg acttcacctt cacactttgg atgttcttga ggtgaattcc 900 

ctgcagggtc tgcaagcact ggcagcgcag ttcagtggcc aggggcgctc ctgctgcgcg 960 

ccggctggcg gccaccagga gcaggagcag cagcgccact cgcaggagcc ggggattgct 1020 

gggggcggcg gagagcgtgg cgcgggccat ggggctcagc aggcggttcg agcggctgtg 1080 

cgaggaggag agctggcaag gagctccgtg gcccgggctc tgtc 1124 
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<210> 589 
<2X1> 479 
<212> DNA 

<213> Homo sapiens 



<400> 589 

ccggaattcc cgggcggacg cgtgggggct gacatgagag aatcgcttga gcccaggagt 60 

tcgtggctgc agtgagctat gattgtgcca ctgcactcca gtctggggga cagaatgaaa 120 

ctgtctcaaa aagagtaaat gagaccccga gagttggagc agtgccccct agtacacaga 180 

aaagacaggg ctttgacacc ccctatctct ggtgttcttg gccctcaaca caggaaaaga 240 

aaaaagccat ccaggaggag gaggagagag accaggcctt gcaggccaag gcgagcctga 300 

ccatcccgct ggtgcccgag acggaagatg accgcaagct ggcggctctg ctgaagttcc 360 

acaccctgga ctcctacgag gacaagcaga aacttaagcg gaccgagatc atcagcccgt 42 0 

tctgggttcc cttttgcccc ggaatccgcc tccaacagca aggtcagcgg cggcctgag 479 



<210> 590 

<211> 3015 

<212> DNA 

<213> Homo sapiens 



<400> 590 

tgcacgccgg tcgcgcgcag catggccacc accgccacct gcacccgttt caccgacgac 60 

taccagctct tcgaggagct tggcaagggt gctttctctg tggtccgcag gtgtgtgaag 120 

aaaacctcca cgcaggagta cgcagcaaaa atcatcaata ccaagaagtt gtctgcccgg 180 

gatcaccaga aactagaacg tgaggctcgg atatgtcgac ttctgaaaca tccaaacatc 240 

gtgcgcctcc atgacagtat ttctgaagaa gggtttcact acctcgtgtt tgaccttgtt 300 

accggcgggg agctgtttga agacattgtg gccagagagt actacagtga ' agcagatgcc 360 

agccactgta tacatcagat tctggagagt gttaaccaca tccaccagca tgacatcgtc 420 

cacagggacc tgaagcctga gaacctgctg ctggcgagta aatgcaaggg tgccgccgtc 480 

aagctggctg attttggcct agccatcgaa gtacagggag agcagcaggc ttggtttggt 540 

tttgctggca ccccaggtta cttgtcccct gaggtcttga ggaaagatcc ctatggaaaa 600 

cctgtggata tctgggcctg cggggtcatc ctgtatatcc tcctggtggg ctatcctccc 660 

ttctgggatg aggatcagca caagctgtat cagcagatca aggctggagc ctatgatttc 720 

ccatcaccag aatgggacac ggtaactcct gaagccaaga acttgatcaa ccagatgctg 780 

accataaacc cagcaaagcg catcacggct gaccaggctc tcaagcaccc gtgggtctgt 840 

caacgatcca cggtggcatc catgatgcat cgtcaggaga ctgtggagtg tttgcgcaag 900 

ttcaatgccc ggagaaaact gaagggtgcc atcctcacga ccatgcttgt ctccaggaac 960 

ttctcagctg ccaaaagcct attgaacaag aagtcggatg gcggtgtcaa gccacagagc 1020 

aacaacaaaa acagtctcgt aagcccagcc caagagcccg cgcccttgca gacggccatg 1080 

gagccacaaa ccactgtggt acacaacgct acagatggga tcaagggctc cacagagagc 1140 

tgcaacacca ccacagaaga tgaggacctc aaagtgcgaa aacaggagat cattaagatt 1200 

acagaacagc tgattgaagc catcaacaat ggggactttg aggcctacac gaagatttgt 1260 

gatccaggcc tcacttcctt tgagcctgag gcccttggta acctcgtgga ggggatggat 1320 

ttccataagt tttactttga gaatctcctg tccaagaaca gcaagcctat ccataccacc 1380 

atcctaaacc cacacgtcca cgtgattggg gaggacgcag cgtgcatcgc ctacatccgc 1440 

ctcacccagt acatcgacgg gcagggtcgg cctcgcacca gccagtcaga agagacccgg 1500 

gtctggcacc gtcgggatgg caagtggctc aatgtccact atcactgctc aggggcccct 1560 

gccgcaccgc tgcagtgagc tcagccacag gggctttagg agattccagc cggaggtcca 1620 

accttcgcag ccagtggctc tggagggcct gagtgacagc ggcagtcctg tttgtttgag 1680 
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gtttaaaaca attcaattac aaaagcggca gcagccaatg cacgcccctg catgcagccc 174 0 

tcccgcccgc ccttcgtgtc tgtctctgct gtaccgaggt gttttttaca tttaagaaaa 1800 

aaaaaaaaga aaaaaagatt gtttaaaaaa aaaaggaatc cataccatga tgcgttttaa 1860 

aaccaccgac agcccttggg ttggcaagaa ggcaggagta tgtatgaggt ccatcctggc 1920 

atgagcagtg gctcacccac cggccttgaa gaggtgagct tggcctctct ggtccccatg 1980 

gacttagggg gaccaggcaa gaactctgac agagctttgg gggccgtgat gtgattgcag 204 0 

ctcctgaggt ggcctgctta ccccaggtct aggaatgaac ttctttggaa cttgcatagg 2100 

cgcctagaat ggggctgatg agaacatcgt gaccatcaga cctacttggg agagaacgca 2160 

gagctcccag cctgctgtgg aggcagctga gaagtggtgg cctcaggact gagagcccgg 2220 

acgttgctgt actgtcttgt ttagtgtaga agggaagaga attggtgctg cagaagtgta 2280 

cccgccatga agccgatgag aaacctcgtg ttagtctgac atgcactcac tcatccattt 2340 

ctataggatg cacaatgcat gtgggcccta atattgaggc cttatccctg cagctaggag 2400 

ggggaggggt tgttgctgct ttgcttcgtg ttttcttcta acctggcaag gagagagcca 2460 

ggccctggtc agggctcccg tgccgccttt ggcggttctg tttctgtgct gatctggacc 2520 

atctttgtct tgccttttca cggtagtggt ccccatgctg accctcatct gggcctgggc 2580 

cctctgccaa gtgcccctgt gggatgggag gagtgaggca gtgggagaag aggtggtggt 2640 

cgtttctatg cattcaggct gcctttgggg ctgcctccct tcttattctt ccttgctgca 2700 

cgtccatctc ttttcctgtc tttgagattg acctgactgc tctggcaaga agaagaggtg 2 760 

tccttacaga ggcctcttta ctgaccaact gaagtataga cttactgctg gacaatctgc 2820 

atgggcatca cccctccccg catgtaaccc aaaagaggtg tccagagcca aggcttctac 2880 

cttcattgtc cctctctgtg ctcaaggagt tccattccag gaggaagaga tctataccct 2940 

aaggcagata ggcaaagaag ataatggagg agcaattggt catggccttg gtttccctca 3 000 

aaacaacgct gcaga 3015 



<210> 591 

<211> 1414 

<212> DNA 

<213> Homo sapiens 



<400> 591 

cggcgctgcc gggtgaaatc gtaggacagt gaagatgctg ctggaattgt ccgaggagca 60 

taaggaacac ctggccttcc tgcctcaagt ggacagcgcg gtggtcgccg agtttgggcg 120 

gattgctgtg gaattcctga gacgcggcgc aaacccaaaa atctacgaag gcgccgccag 180 

aaaactcaat gtgagtagtg acactgtcca gcatggtgtg gaaggattaa cgtatctcct 24 0 

cactgagagc tcaaagctca tgatttctga actggatttc caagactctg tttttgttct 300 

gggattctct gaagaattaa acaaattgtt gcttcagctt tatctggaca acagaaaaga 360 

gatcagaacg attctgagtg aattgggcac caagccttcc cagttatcat aaccttgaat 420 

ggcgactaga tgtacagctt gcaagtagaa gtctcaggca acagattaaa ccagcagtga 480 

ctataaagct acaccttaat caaaatggag atcacaacac caaagttctg cagacagacc 540 

cagccaccct gctccatttg gttcaacaac tggaacaagc attggaagag atgaagacaa 600 

atcactgtag gagagttgtt cgcaacatca agtagtacca gttttaaggt tttaattcat 660 

ttgaatcact tatgaattga tgatatacag caattacttt tcaaaattaa ttttttatta 720 

attcatgatg ataaatacat agtattcctc agtatctatt ccaagatact gaggtcataa 780 

tcagaagcta agctgggtgc agtggctcat gccagttatc ccagcacttt gggaggccga 840 

ggtgggcaaa tcatgaggtc aggagattga gaccttcctg gctaacatgg tgaaacccca 900 

tctctactaa aaatataaaa aattagccag gtgtggtggc acgcatctat cagagtccca 960 

gctactcagg aggctgaggc aggagaatcg cttgaacctg ggaggtggag gttgcagtga 1020 

gctgagattg tgccactgca ctccagcctg ggtgacagag tgagactcca tctcaaaaat 1080 

aataataata ataataaagt aaaaataaaa ataaaaaagt aatcagaagc taaagtaaag 1140 

ttcctttcct ggtgctaact gtggtcttct tgacacatta agatgtattt tgtattttaa 1200 

gagtctcatg ctctaccgtt gggaactagc cagatggcca ttattttgta ttttaaatac 1260 

ataaatagga ttgaatcaac tagaaatgaa tctatatgtt ctgtatatat gaatgactat 1320 

cttgtttttg ctacttcttt tgactgctta attttattat tttcatcttt attgatcaaa 1380 

tttcccaata aaattcacaa tgtaatacta aaaa 1414 
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<210> 592 
<211> 314 
<212> DNA 

<213> Homo sapiens 



<400> 592 

ggcacgagca tctacctagc acatcgtgtg gccgcgggct tgggaattgg cccagttcat 60 

ccaccacaca tccaagaagg cagacgtggt tctggcgtgt ggcgactcta tcgtgcatcc 120 

cgaggacctg atctgctgtc cgctgacggg gaggagttgc ctatgtgatg ttcatctact 180 

ctcgtctctc ctagctcgtc tcggtagagg ttatgctgtc tctctgacta atctctagga 240 

gttctgctgc cacgctcgtc tctgctgttg ctgctcttct gttggctctt gcgtactctt 300 

cgacggcatc tctg 314 



<210> 593 
<211> 2530 
<212> DNA 

<213> Homo sapiens 



<400> 593 

tttttttttt ttaacaataa taaatcttta ttgagatttt ttaacaaaat aatttttgaa 60 

aacaaaagct cccacatgta aacaagaacg taaataagtt agatggcatt attatgtaca 120 

tteaagaatc aaaacatgtt ctggtaaaca ttccataatc cggtaaaatg ttttcaccca 180 

tcactgttaa gagaaactgt gtattttata ctatcaataa caaaacctaa tctttgaaca 240 

ttataaaatg gtttacggaa tataaactat acagtttacg tttttcattc ctcctagcag 3 00 

atccgtggtc acatgtatac tgagtcctaa gatgtatttt gtcagtatta gcccaaaatg 360 

tccaccatcc caaattaacc aggttacaca tatctcctcc agtttttatg gtaggatgtg 420 

ttagaaccca tatattacaa catcattttt caaaactaac ctaatcctaa attctattct 480 

aactagtctg gcaatccttc attttatctc cctgtctaca cattcattag ataccaaggc 540 

aatttcacct taaaaaatac tgctaataca catttagata gtaatttctg gtaaaactgt 600 

agtttattta tcaaaaaatg tgaattttta ttttagaaat gtaggtcaag cattgtcata 660 

gttgtagtac ttaattgaga ataatggctt caatttggaa gattcaatat acacattaaa 720 

caaaattaaa cagtttaaat tataattcat ataattataa ttctcatttt tagatggcca 780 

aaatatattg ttttcttact ataaagtgtt atttattcat cgtctatttt tactaattat 840 

attcaattca cagtagtgac atcaaaggga caagtcatca taggtctgag accaggaaaa 900 

cctggtctgt tttaacagag gcgtgtctaa aataagagta catatttcaa ttaggcccac 960 

agagatagaa aagagccagg ataatctttg tattgaggcc ttgatttcag ttttaaatgt 1020 

aattcttttc tgccagctga aataatttaa agatgtgcac aataggtctg tgctatttaa 1080 

ggcaggtgtc aagcacattt tgaaatttac caactagaat gttctcctaa tggaaaaaga 1140 

aaaaagaaaa gttatgacag tttttgttta agacagatgt ttaaatagca ctcttctttt 1200 

tgaccattta aaaataattt ggcagctgta^accacctatg gtcataacac ataatcactt 1260 

acaaaagaca agcaacagat acagaattaa cgatatactt ttaatatttt tacaaccctc 1320 

tttaagttgg tgcctaatgg catttaacaa gatttttata ttcagtgaaa aagatttaga 1380 

acataaactg acatgaagta aggaatataa tttctctgtg ccatgcaaaa gagaagtcaa 1440 

ctttttacac atcatcactc ctaaacagtt ctaattaaaa tccaaactgt tcccattttt 1500 

gcatcattgt cattctttgg caaaagattc taaaaaccca ggggttagga aacaactgtt 1560 

cactcatggt tttccttttt tttttttttg caaaatacat gtgttttgta aaagaaatct 1620 

gcactgtgct tggtttatac tacataatta taagtaagca aaatagtatg acttcttttg 1680 

actaatctac tcctaaagcc ttgagttgcc gttcaatctc ttcatctgag attgtagcct 1740 

ttgaagtaga ggcagatggt aagcttcgag cagctgatgg agctttggcc atctttccag 1800 
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aaatttcaat tccaatttca tcaagaactt gattcacaat atcctggctt tcttcttcgt 1860 

catcagaacc gtcaaagatg tcatcaagtg tatcattgat catttcttca gtcatttcca 1920 

ttttcatgtt ttccttctgg aaattctgca tggtttgtaa tgtcttttgt ggatccatct 1980 

tcttgttaac tgcctgcatt gtttttgctg tggtagacat tgctccagcc atcttcattt 2040 

gggaattcat cacttttgtt tgtgtagaca tagaagtaac ttttgaactt acagcaaaag 2100 

ttctcgtctt ctgtttccgt agatgcacaa gttgtttggc taaaactttg caagcttcct 2160 

tattaccaat cttggccatt ttcttaattt ctaattccag ctgtttttct tgtttctcta 2220 

aagctgctcg atctctgatt atagccctct gtgtacctcg taactctcga ttctgttcct 2280 

ttattacatc atccacggtt ttcttcttga agagggacgc catggttaaa gactgcgccc 2340 

gggcggcccg gctcggcccg gtccggccca acgctggcaa aggacaggag gaaaaggaca 2400 

ggaccttggc gggttcgggg tggcggagcg gagagacagc aggaggaggt cggggtcgcc 2460 

aggcaggacc cgcggaaggc ttgtatccgc agctaccgca gccgcgtcac ccggagctca 2520 

ggtgaccggg 2530 



<210> 594 

<211> 903 

<212> DNA - 

<213> Homo sapiens 



<400> 594 

ttggtaatcc aatttggaga gtggccactg aaatcaatta aaaatgttta ttctgaaaga 60 

tgctactata aagtttatag actcaaatgc ttataatgct taatcaaaac taaatttaca 120 

aaaaaaccta gaaacaggtt gaattgaaac ctgtagatca ttttataata ttcatgagca 180 

acaacttttt taaagacaaa ggctactgtt ttaatataaa ttaagagctt taacatgatc 240 

tccctttagt gcttttaatt gtcacatggc tgtaaaccaa agacccctcc aaattttaaa 300 

tgatcactga tactacttga gcagaaattc tcaggtgtca gtacttttaa tgttgtgtac 360 

atcaaattac agtacaaaga tgactataaa caagatgcag ccctcggttt ccatgaacag 420 

cacactatta cagtaaacca agtttatatt ccaccatcaa gtgtggctct cccatgactt 480 

cgctttgtga tggatcatta agaatatcct caaatccaat agtctcatca ttacccctca 540 

aaacatccag tgaaagattt gagcttgaaa gaaatggaag acgctgaacc tgctgcactg 600 

ccttgaattc catctgtaat tttagcggag caaatagacc ctgaatgttt ctcagtgtgg 660 

aaaaattcat tttatcttgg ttgagctgga aatttttttc tgataattca aggggatgac 720 

taggcaaaag ttcatttttc acacaagaaa aacctttccg aagaagatca tgactttcaa 780 

aaggtccact tgctgaaagt tcagtaactg gaatactgtc ctttagctca gatccaagtc 840 

ctctggcatt catcttccgc agctctgcga acagcctctc tgccccgtta ccgtcagtcg 900 

acc 903 



<210> 595 
<211> 879 
<212> DNA 
<213> Homo sapiens 



<400> 595 



ggcacgagcg gcacgagccg ggctcggccg acccggcggg gatctagggg tgggcgactt 
cgcgggaccg tggcgcatgt ttcctgggag ttactgatca tcttctttga agaaacatga 
agttacacta tgttgctgtg cttactctag ccatcctgat gttcctgaca tggcttccag 
aatcactgag ctgtaacaaa gcactctgtg ctagtgatgt gagcaaatgc ctcattcagg 
agctctgcca gtgccggccg ggagaaggca attgctcctg ctgtaaggag tgcatgctgt 



60 
120 
180 
240 
300 
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gtcttggggc cctttgggac gagtgctgtg actgtgttgg tatgtgtaat cctcgaaatt 360 

atagtgacac acctccaact tcaaagagca cagtggagga gctgcatgaa ccgatccctt 420 

ctctcttccg ggcactcaca gaaggagata ctcagttgaa ttggaacatc gtttctttcc 48 0 

ctgttgcaga agaactttca catcatgaga atctggtttc atttttagaa actgtgaacc 54 0 

agccacacca ccagaatgtg tctgtcccca gcaataatgt tcacgcgcct tattccagtg 600 

acaaaggtaa ctgccaacag ttgacttttt ccattccgcc ccctcatgtg gtctgtccat 660 

gtaatctata aaacctatat aagaccatct tttggagcag ccttttggtt ttgaatttgt 720 

atcatctttg ctttcaatat ttaatttttt cctttttact tatttatatt tgctaaaaga 780 

ttacctactt tattattact ctacaaataa ccagcttttg cttttattgc ttggcttagt 840 

tggctttttt aatttgcttt ttaaaattac tgtttttat 879 



<210> 596 
<211> 816 
<212> DNA 
<213> Homo sapiens 



<400> 596 

tttttttttt ttgagagtga caaaaaggtt tattcctgtg cttctcgcag cattaggcag 60 

gggataaaac ttggagagaa gggccttggt gtggaggtgg agggactcct gtgggcttca 120 

ctctggtagg aggagagcat cagggcaggc ctttaggctg ttgctctggg cagggggtgg 180 

99S^S C S99S gcttacagtg ggggccctta gttggcacag gttcggaagg gccccaggca 240 

gacatgaatt ctcctgagac ttgaggtagg ttgcttcagc cagcccgggc ggagaagaag 300 

9£F c agagagc gaacatagga gtccagtcgg gagcgaaaga gctcactttg cacagtttgg 360 

cccagcgggc acaggggatt cttcaccacc agctccacat acagcgcact gtagatgtgg 42 0 

tgcagcacat ctcggatggg tcccacgccc aagtcagtat tcatgacaac tttgatccca 480 

gtgggcgtct cgtagtaatg gagtttgtaa cggctagttt ggaaggccag gaagccatcc 540 

ttcatgtcta gcggggacat cttgctgaca aacgagcgga tagagaagag catcccgtac 600 

atcagcttat- actcctcctc cttgggaatc cctgcttgct tcttgcggtg ccattcgctg 660 

tagtgcagac acactccatt ccggtcaaac aggtacaggt tgtggacagt catctgcagg 720 

gcagggagtg tgagcctcgc tccggggccg cccccactcc ttgggctcgg gttcccggac 780 

ccacagcctt ccaaccaggt ggggacccca cccacg 816 



<210> 597 

<211> 1575 

<212> DNA 

<213> Homo sapiens 



<400> 597 

tttcgtcccg cgcccggact ttgccatcgg cggggcagtc gcgggatgcg cccgggagcc 60 

acagcctgag gccctcaggt ctctgcaggt gtcgtggagg aacctagcac ctgccatcct 120 

cttccccaat ttgccacttc cagcagcttt agcccatgag gaggatgtga ccgggactga .180 

gtcaggagcc ctctggaagc atggagactg tggtgattgt tgccataggt gtgctggcca 240 

ccatctttct ggcttcgttt gcagccttgg tgctggtttg caggcagcgc tactgccggc 300 

cgcgagacct gctgcagcgc tatgattcta agcccattgt ggacctcatt ggtgccatgg 360 

agacccagtc tgagccctct gagttagaac tggacgatgt cgttatcacc aacccccaca 420 

ttgaggccat tctggagaat gaagactgga tcgaagatgc ctcgggtctc atgtcccact 48 0 

gcattgccat cttgaagatt tgtcacactc tgacagagaa gcttgttgcc atgacaatgg 540 

gctctggggc caagatgaag acttcagcca gtgtcagcga catcattgtg gtggccaagc 600 
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ggatcagccc cagggtggat gatgttgtga agtcgatgta ccctccgttg gaccccaaac 660 

tcctggacgc acggacgact gccctgctcc tgtctgtcag tcacctggtg ctggtgacaa 720 

ggaatgcctg ccatctgacg ggaggcctgg actggattga ccagtctctg tcggctgctg 780 

aggagcattt ggaagtcctt cgagaagcag ccctagcttc tgagccagat aaaggcctcc 840 

caggccctga aggcttcctg caggagcagt ctgcaattta gtgcctacag gccagcagct 900 

agccatgaag gcccctgccg ccatccctgg atggctcagc ttagccttct actttttcct 960 

atagagttag ttgttctcca cggctggaga gttcagctgt gtgtgcatag taaagcagga 1020 

gatccccgtc agtttatgcc tcttttgcag ttgcaaactg tggctggtga gtggcagtct 1080 

aatactacag ttaggggaga tgccattcac tctctgcaag aggagtattg aaaactggtg 1140 

gactgtcagc tttatttagc tcacctagtg ttttcaagaa aattgagcca ccgtctaaga 1200 

aatcaagagg tttcacatta aaattagaat ttctggcctc tctcgatcgg tcagaatgtg 1260 

tggcaattct gatctgcatt ttcagaagag gacaatcaat tgaaactaag taggggtttc 1320 

ttcttttggc aagacttgta ctctctcacc tggcctgttt catttatttg tattatctgc 138 0 

ctggtccctg aggcgtctgg gtctctcctc tcccttgcag gtttgggttt gaagctgagg 1440 

aactacaaag ttgatgattt cttttttatc tttatgcctg caattttacc tagctaccac 1500 

taggtggata gtaaatttat acttatgttt caaaaaaaaa tcatcaactt tgtagttcct 1560 

cagcttcagt cgacg 1575 



<210> 598 

<211> 1166 

<212> DNA 

<213> Homo sapiens 



<400> 598 

tttttttttt ttacagaatt ccccaaactt taatgctgtg ctctgaaaag ggaggctgga 60 

ggttgtggtg ggtcacagtg ttgctgacac ctctggcctc cagccctgca tccctaggca 120 

ccatgtgacc aggcagtgag aaggacgggg cctcactccc atgccagact gctcctcggg 180 

ctgagcagga cc tgaagctc tcagggcttc caccaaagcc cagcaaactt gggggaggcc 240 

tgagggggca tcagcagtcc ttaaaggcct gagcttgcaa cactcaggca ggactcggct 300 

gagggcctct gtggtgccac catggggtag gaggtaaaga gagaccctgg ttccagcctg 360 

ggaaccagtg ggtgccctga agggagggga ggcctcaggg agttcgggac aggagtgtgc 420 

atggtactgg gcggcccatg ggggctcctg gcctcttggt tcaggcaatc cctgagctgg 480 

ggacacattc catcttaggt ccaagagacg gaggtcagga gcatccctag aacgacctcc 540 

caggcacgag gaaggcccgg ggcagggccg ggcgcagcgt ggctggcttc agtaccctcg 600 

ggcatcttga ctcctgccct ctgggactgc aaagggatct gcgggcgcct ctgctgagtc 660 

aatcgtctgg taggcactac ggtcctgaga agacccaagg aaaccagtgt ggaccaggag 720 

ctcacccccg cgctcccggt acatgtggta gacgaagcag caggagagcg gcttgagcag 780 

caagctgagg atggccatgc ccacgccaaa gcggcccgtg tccgtgaggc tgacccgcgg 840 

gtagaagatg ctgatgtgca cgatgtccag gaagatggtg gccagcaagc cacccagaaa 900 

catgcttatg gcgtcgatgg agtcccgctg agccacagcc cacacgccca aggccaggat 960 

ggtgaagttg gcccaggcat aggagcctga gaatacaatg cagccccagg ttgtcagcag 1020 

ccagtgacct aggagaatca ccttcaggtt cacagcaggc agctccatcc cgactcaggc 1080 

cgagggcacc tgcgccgcag ccgcgggggg ctcctaggct ccgaactcgg ggaacaaact 1140 

tgcccggccc cgccccgccc gttgcg 1166 



<210> 599 
<211> 716 
<212> DNA 
<213> Homo sapiens 
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<400> 599 

tttttttttt ttgaaggaaa taagaggagg ttcccctcgt acgttcattc tgtttattta 60 

tttgtgtgcg cacccggctc cccgcagcct ccacccctcc cgcgtcccgc tttcagaaag 120 

gaacgcggcc ctcagctccc tccggaagag gccccggggt caggggctgc agccgggtcc 180 

ccgtgcgtcg gcccagctcg tccagcaccg ccttctcctt ctggaacatc tgctgccact 240 

ctgcctccgt gccgtgtgtg aatcccagca agtgacagag tccgtgggtg gccgtcacag 300 

tcaggacgtc attgtaatct tcattttctt tacactgatg gaagatatac tccactccta 360 

ggaaaatgtc tcccaaattg tagtcatctg gaaaatcagg ctggggaaat tcacctgctt 420 

tcagatgctc atgaaatgga aaagaaagca catcggttgg gacatttcta tctctgtaga 480 

ttctattaat gtgctgaata ttcttgttgt caacacagat gatccccagg tcaaatttct 540 

gcactcctaa aatcctcctt acaatctcga tcttactgcg aagtggcgct ctcctgatgg 600 

ggatgactcg ctgcagattt ctaatcacca aactcatttc aggaagaata accagccctt 660 

taaaaatgtt tgcaacggaa ccggtgtctg gacccagcaa aggacgcgaa gctggc 716 



<210> 600 
<211> 802 
<212> DNA 
<213> Homo sapiens 



<400> 600 

ctccgcaatg ccttggacgt cctgcataga gaggtgccca gagtcctggt caacctcgtg 60 

gacttcctga accccactat catgcggcag gtgttcctgg gaaacccaga caagtgccca 120 

gtgcagcagg ccagcttgaa ccacttggaa gcaaaacaga gaccctggac ctgagagcag 180 

agatgcccat cacctgtccc actcagaatg agcccttcct gagaacccct cggaatagta 240 

actacacgta ccccatcaag ccagccattg agaactgggg cagtgacttc ctgtgtacag 300 

agtggaaggc ttccaatagt gttccaacct ctgtccacca gctccgacca gcagacatca 360 

aagtggtggc cgccctgggt gactctctga ctacagcagt gggagctcga ccaaacaact 420 

ccagtgacct acccacatct tggaggggac tctcttggag cattggaggg gatgggaact 480 

tggagactca caccacactg cccaacattc tgaagaagtt caacccttac ctccttggct 540 

tctctaccag cacctgggag gggacagcag gactaaatgt ggcagcggaa ggggccagag 600 

ctagggacat- gccagcccag gcctgggacc tggtagagcg aatgaaaaac agccccgaca 660 

tcaacctgga gaaagactgg aagctggtca cactcttcat tgggggcaac gacttgtgtc 720 

attactgtga gaatccggag gcccacttgg ccacggaata tgttcagcac atccaacagg 780 

ccctggacat cctctctgag ga 802 



<210> 601 

<211> 859 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1) . . . (859) 

<223> n = a,t,c or g 



<400> 601 
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gtggtggaat tcctctggag caggaggccc 'agtggctctt ctgacccaag gccccgccgt 60 
ccagcttcta agtgccagat gatggaggag cgtgccaacc tgatgcacat gatgaaactc ■ 120 

agcatcaagg tgttgctcca gtcggctctg agcctgggcc gcagcctgga tgcggaccat 180 

gcccccttgc agcagttctt tgtagtgatg gagcactgcc tcaaacatgg gctgaaagtt 240 

aagaagagtt ttattggcca aaataaatca ttctttggtc ctttggagct ggtggagaaa 3 00 

ctttgtccag aagcatcaga tatagcgact agtgtcagaa atcttccaga attaaagaca 360 

gctgtgggaa gaggccgagc gtggctttat cttgcactca tgcaaaagaa actggcagat 420 

tatctgaaag tgcttataga caataaacat ctcttaagcg agttctatga gcctgaggct 480 

ttaatgatgg aggaagaagg gatggtgatt gttggtctgc tggtgggact caatgttctc 540 

gatgccaatc tctggcttga aaggagaaga cttggattct caggttggag taatagattt 600 

ttccctctac cttaaggatg tgcaggatct tgatggtggc aaggagcatg aaagaattac 660 

tgatgtcctt gatcaaaaaa attatgtgga agaacttaac cggcacttga gctgcacagt 720 

tggggatctt caaaccaaga tagatggctt ggaaaagact aactcaaagc ttcaagaang 780 

agtttcagct gcaacagacc gaatttgctc acttcaagaa gaacagcagc agttaagaga 840 

acaaaatgaa ttaattcga 859 



<210> 602 

<211> 2047 

<212> DNA 

<213> Homo sapiens 



<400> 602 

tcaataccgc gtccgcgccc aggcggctgc ccgtgacctg cctgggcgcg gggaactgaa 60 

agccggaagg ggcaagacgg gttcagttcg tcatggggct gtttggaaag acccaggaga 120 

agccgcccaa agaactggtc aatgagtggt cattgaagat aagaaaggaa atgagagttg 180 

ttgacaggca aataagggat atccaaagag aagaagaaaa agtgaaacga tctgtgaaag 240 

atgctgccaa gaagggccag aaggatgtct gcatagttct ggccaaggag atgatcaggt 300 

caaggaaggc tgtgagcaag ctgtatgcat ccaaagcaca catgaactca gtgctcatgg 360 

ggatgaagaa ccagctcgcg gtcttgcgag tggctggttc cctgcagaag agcacagaag 420 

tgatgaaggc catgcaaagt cttgtgaaga ttccagagat tcaggccacc atgagggagt 480 

tgtccaaaga aatgatgaag gctgggatca tagaggagat gttagaggac acttttgaaa 540 

gcatggacga tcaggaagaa atggaggaag aagcagaaat ggaaattgac agaattctct 600 

ttgaaattac agcaggggcc ttgggcaaag cacccagtaa agtgactgat gcccttccag 660 

agccagaacc tccaggagcg atggctgcct cagaggatga ggaggaggag gaagaggctc 720 

tggaggccat gcagtcccgg ctggccacac tccgcagcta ggggctgcct accccgctgg 780 

gtgtgcacac actcctctca agagctgcca ttttatgtgt ctcttgcact acacctctgt 840 

tgtgaggact accattttgg agaagggtct gtttgtctct tttcattctc tgcccaggtt 900 

ttgggatcgc aaagggattg ttcttataaa agtggcataa ataaatgcat catttttagg 960 

agtatagaca gatatatctt attgtgggga ggggaaagaa atccatctgc tcatgaagca 1020 

cttctgaaaa tataggtgat tgcctgaatg tcgaagactc tacttttgtc tataaaacac 1080 

tatataaatg aattttaata aatttttgct ttagcacttg gccccattgt agattgccct 1140 

gtgcagtaaa ctttcaaggt gtcggctgcc ccagattgct tcatttgctg ggtgtggaaa 1200 

gagttgctat ggccaggcat atgggatttg gaagctcagc agaagtgact tctgctctgt 1260 

ggttgctgct ccccggcttt cacagacatg gtatggcagc cattctttta tctatttaac 1320 

caagaggatg ctggggaatt gtgctgcttg tcctgttggc tggtggctgc attatgtcct 1380 

ggggtgtgca tgtgggtcta tttagagctt ctgtcccttc cttcccattg caagttgcac 1440 

ccagatgaga cagctgtagt actaggtctc tttcacctct cattgcctgt ccctgcttcg 1500 

agctggttgt cttgtgcgtg ggacatgggc cttcctatct gtgttttctc aaagtcagga 1560 

gctgaccagg agcacactaa ggtgtggtca tgcatcataa ccaacattca ctcatctggg 1620 

acattcttaa gatacattta taaatcattt cagcagtagt actttgtatg tgttgagagt 1680 

ttacagagct ctttgacata cgcgatctta gtctttacaa ataaggaaaa cagctcagtt 1740 

tgggaagtat cagagatggg attcaaaccc agatcctctg gtccaagttg tatgtgcact 1800 

gaactaatca ggcaggaaaa aagcccagcc actgtctcac agattgtttt ttgtatattg 1860 

tagcaaaatc ctgaaacaat ggggtccttc cagtctcatc atacaaaatg gcaatcttgg 1920 

ctgggtgcgg tggttcatgc ctataatccc agtgctttac aaggctgagg caggaggctc 1980 

tcttgagaat aggagttcaa gaccagcctg ggcaacatag caagatcctg tctctccaaa 2040 
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aaaaaaa 2047 



<210> 603 
<211> 1927 
<212> DNA 

<213> Homo sapiens 



<400> 603 

agcggtggaa ttcgatcatg gaacttgcac tgctgtgtgg gctggtggtg atggctggtg 60 

tgattccaat ccagggcggg atcctgaacc tgaacaagat ggtcaagcaa gtgactggga 120 

aaatgcccat cctctcctac tggccctacg gctgtcactg cggactaggt ggcagaggcc 180 

aacccaaaga tgccacggac tggtgctgcc agacccatga ctgctgctat gaccacctga 24 0 

agacccaggg gtgcggcatc tacaaggact attacagata caacttttcc caggggaaca 300 

tccactgctc tgacaaggga agctggtgtg agcagcagct gtgtgcctgt gacaaggagg 360 

tggccttctg cctgaagcgc aacctggaca cctaccagaa gcgactgcgt ttctactggc 42 0 

ggccccactg ccgggggcag acccctgggt gctagaagcc cacaccctct accctgttcc 480 

tcagcatgga gctctggcat ccccacctca gtatctaacc tgaaccagcc tggcttttca 54 0 

aacactccgg ggggaggtag tcccagcctc ccccggaacc ctctaccaat gccttctgac 600 

cttctgaagc tttccgaatc ctcccagttg aggcagtagc tgtgtcctct gagggtggat 66 0 

gggaatcttg ggagaagccc aagcaaggga gccctcagag gtggtgtttg gaccaaagca 720 

tcggggtggg ggaggggtct gccgctgtcc cccacctgct ggcccccttg tccttcctca 780 

ccccctccaa tatagtctcg gagctacaac cgcagcagcc actataaagg gcaatattga 84 0 

tctttctgtc catgtggctc tatcttttaa aacctcaagg ccctccactg tcctaagata 900 

aagcctctca taggcactgg ggaccctgca cagtctggcc atgtgaccct ctccccaggc 960 

aagctctgaa gtccctgcag gtggaggcca tgcctgtctt aaactcagtt gcatccctgg 1020 

tgcccaaagc aacaccagaa ccaagaagga gctccataaa tccttcttgg gtgaagccta 1080 

gacaaagccg ccaggtcttg tggctccagg caccagagcc ttgagtactt tctcctgcct 1140 

ccaggcattg gctcagggtg aattacaagg ggctactgaa tggctattac tttcatcacg 1200 

actgatcccc acctcctcag ggtcaaaggg ctactttctg gaagtctccc caggctgact 1260 

ccttctccct gactgcaagg gctcactccc tcctccaagc tcccacaatg cttcatggct 1320 

ctgccgctta cctagcttgg cctagagtgg caaatggaac ttctctgatc tcccccaact 1380 

agactggagc ccccgaagga tggagaccat gtctgtgcca tctctgtttc ccctgttttc 1440 

ccacatacta ggtgctcaat tcatgcctgt gaatggcgtg agcccataat ggatacacag 1500 

aggttgcagc agatggtgtg ggtacctcac ccagatatct tccaggccca aggcccctct 1560 

ccctgagtga ggccaggtgt tggcagccaa ctgctccaat ctgcctcctt cccctaaata 1620 

ctgccctggt ctagtgggag ctgccttccc cctgccccac ctctcccacc aagaggccac 1680 

ctgtcactca tggccaggag agtgacacca tggagggtac aattgccagc tcccccgtgt 174 0 

ctgtgcagca ttgtctgggt tgaatgacac tctcaaattg ttcctgggat cgggctgagg 1800 

ccaggcctct cctggaacca cctctctgct tggtctgacc ccttggccta tccagttttc 1860 

ctggttccct cacaggtttc tccagaaagt actccctcag taaagcattt gcacaagaaa 1920 

aaaaaaa 1927 



<210> 604 
<211> 630 
<212> DNA 

<213> Homo sapiens 



<400> 604 
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caaccccgcc gccggggaca tgtccaaccc ctgaagccgg aggaacgggc cagtcagact 60 

gcgcccgaca ggtatattga aaagtctgat tcagttacaa tcagtgtatg gaatcacaag 120 

aagatccata agaaacaagg tgctggattt ctccgttgtg ttcgtctttt tccagtgcca 180 

tcaaccacct caaagacact ggttatcaga ggttggattt atgcaaactt gggccaaagg 240 

acagttagaa gacagtagct gaagaagcat ctgtagggaa tccagaagga gcattcatga 300 

agatgttaca agcccggaag cagcacatga gcactgagct gactattgag tcggaggcgc 360 

cctcagacag cagtggcatc aacttgtcag gctttgggag tgagcagcta gacaccaatg 420 

acgagagtga tgttagcagc gcactaagtt acatcttgcc ttatctctca ctgagaaatc 480 

taggtgcaga atcaatattg ttaccgttca ctgaacagct attttcaaat gtacaagatg 540 

gagataggct cctgagtatt ttgaaaaaca atagaaagag cccctcacag tccagccttc 600 

taggtaacaa atttaaaaac aaaatatttg 630 



<210> 605 
<211> 783 
<212> DNA 
<213> Homo sapiens 



<400> 605 

tctgcctctg accctccttc tcgctgctcc ctttgcccat ctgctcctcc cacctggcca 6 0 

tgaccaaagc ccgtgctggc accctggccc agctctgagt cctgggaccc tcggtccfcct 120 

ctcctgggcc atggccaact caggcctcca gctcctgggc tacttcttgg ccctgggtgg 180 

ctgggtgggc atcattgcta gcacagccct gccacagtgg aagcagtctt cctacgcagg 240 

cgacgccagc atccagctga ggtccaaggt ctttgtccta gaatcagagt ggggagggga 300 

cagcctgggg ctgcccagag actgtgggtg gagctgcctg ctgcactcag cagtgcggtc 360 

agagaagggc ttttggtctt gaagtccagg taccatcccc ccttagcata cagggggaag 420 

ggcctgagag gaatgtaagg aaaccagccc agatcagtcc caaggccaga gtcctttgtc 480 

ctacatctcc ctgaaccaga gtgtgccctg cccctcatgc tcagacctct cccaccccaa 540 

accctctccc gggactcagt ctccctggcc actgcgtatc aggcttctgg ggaaagcatc 600 

catcacagaa cctccccttc cctgccacgc accttccttg gccagctcca ttctggcctc 660 

ctccaccacc tgccttgtga ccacatctcc caccacgtcc ccagatctca agaacgcagc 720 

tcagcttctc cttcgagctt gactcttaag agggaaaagt gacggaaacc aattcagatg 780 

aag 783 



<210> 606 

<211> 2513 

<212> DNA 

<213> Homo sapiens 



. <400> 606 

cgacccacgc gtccggccgc cgctgctaca gccgccgccg ccgctgttgc cgcggcttgt 60 

tattcttaaa atggcgccgc tagacctgga caagtatgtg gaaatagcgc ggctgtgcaa 120 

gtacctgcca gagaacgacc tgaagcggct atgtgactac gtttgtgacc tcctcttaga 180 

agagtcaaat gttcagccag tatcaacacc agtaacagtg tgtggagata tccatggaca 240 

gttttatgac ctttgtgaac tgttcagaac tggaggtcag gttcctgaca caaactacat 300 

atttatgggt gattttgtag acagaggtta ctatagtttg gagaccttca cttaccttct 360 

tgcattaaag gctaaatggc ctgatcgtat tacacttttg cgaggaaatc atgagagtag 420 

acagataaca caggtctatg gattttatga tgagtgccaa accaaatatg gaaatgctaa 480 

tgcctggaga tactgtacca aagtttttga catgctcaca gtagcagctt taatagatga 540 
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gcagattttg tgtgtccatg gtggtttatc tcctgatatc aaaacactgg atcaaattcg 600 

aaccatcgaa cggaatcagg aaattcctca taaaggagca ttttgtgatc tggtttggtc 660 

agatcctgaa gatgtggata cctgggctat cagtccccga ggagcaggtt ggctttttgg 720 

agcaaaggtc acaaatgagt ttgttcatat caacaactta aaactcatct gcagagcaca 780 

tcaactagtg cacgaaggct ataaatttat gtttgatgag aagctggtga cagtatggtc 84 0 

tgctcctaat tactgctatc gttgtggaaa tattgcttcg atcatggtct tcaaagatgt 900 

aaatacaaga gaaccaaagt tattccgggc agttccagat tcagaacgtg ttattcctcc 960 

cagaacgaca acgccatatt tcctttgagg ccttcgccca tcctgctgac ccatttttct 102 0 

gccctcttct taccccaatt ttcttgtatt accctctaca atatactttt tattgagcac 1080 

tttgctgctg aaatgctgcc tcttgccttt ttttttttta aattttaaat tatctaaatt 114 0 

tattgttggt ggggggtgtc tatagcaaag tttttctatc aattttcccc catcccatcc 1200 

ccaccctgga ctcatttgag aagacttgag aaatgtctta atactcacac tgctgcatgt 1260 

agctcttgct tatttactgg tctgggaaac aggatgtgtt tccttttttt aaaagccaat 1320 

tgacagatta cacctaaata ctcctccttt tgtatcattc agccttttgt tttagtttgg 1380 

taagttttaa gaaatttcag cagcaaagtt gttattcagt gggcacgatg gactccaaat 1440 

gcctcaagtt atgtatacct gtcccagatg taaacttcat tgtcctttgt tggatgatat 1500 

tttaaatgga. tataaaataa attggtctaa agggctgccc tccttgttgt gtttttaaat 1560 

tttagttaaa aactgctaca gcttatgact ttgtacttta agataattgt attgatcttt 1620 

tttcagattc cttgtatttt ttaataaagt aatcttaaat aaaactcaga taggttaagt 1680 

gttagaaatt ttaaacagct tacattgtta gcgtaaagtt atcttttctt ttttcctaat 174 0 

cagagttctt gaccctttgg ttattgagtt taaaacttca attgaaattc aatagtattt 1800 

atttttgaaa aaaatcacta aactgtgcct aaagaacata actgccatat taatgttttg 186 0 

gtttatatcc tctatagtaa tagaaaaaca tttaatactt gtaatgctga tgtgttaatt 1920 

tgataccagt tgagtagaat gtgatcaatc cagtttacaa tctatcatga gtattattaa 1980 

ctaaaatcta tgtgcttttc aataggaatc attcttctct tgctgtaaca cttgacctta 2040 

acttttagaa agtgttcatt tttaaactgc aactggaaag gttgaaaagt taggactctt 2100 

gtatttgtga actgtaatct gaagcagatt atttaaagtg tagaaaaaga aacaagttct 2160 

tttttgcaaa ggtctgtgat accatatttc agctttgtgt aagtaatttg aatatccaaa 2220 

gggttgggat gatcagttct gaatatgcaa ctgtccactt aataaggaca agtattccag 2280 

tatctcttat gactgtagtc ataaatgatg ttggaatgta cattttgtga aatagttggt 2340 

atccctttac tatgattaat ttttgttatt ccaggaaata cttgtgaagc cagccaatta 2400 

ataaagcact ttagcatctg ttcaggtagt tttgaaaacc aacttttccc cttcaggata 2460 

agaacttcca ggttacctaa aaatgcaata aaaatcttta tagtctaagc ttt 2513 



<210> 607 

<211> 768 

<212> DNA 

<213> Homo sapiens 



<400> 607 

gattattaaa gcttcgccgg agccgcggct cgtccttcca ctccgccagc ctccgggaga 60 

ggagccgcac ccggccggcc cggccccagc cccatggacc tccgagcagg ggactcgtgg 120 

gggatgttag cgtgcctgtg cacggtgctc tggcacctcc ctgcagtgcc agctctcaat 180 

cgcacagggg acccagggcc tggcccctcc atccagaaaa cctatgacct cacccgctac 24 0 

ctggagcacc aactccgcag cttggctggg acctatctga actacctggg cccccctttc 300 

aacgagccag acttcaaccc tccccgcctg ggggcagaga ctctgcccag ggccactgtt 360 

gacttggagg tgtggcgaag cctcaatgac aaactgcggc tgacccagaa ctacgaggcc 420 

tacagccacc ttctgtgtta cttgcgtggc ctcaaccgtc aggctgccac tgctgagctg 480 

cgccgcagcc tggcccactt ctgcaccagc ctccagggcc tgctgggcag cattgcgggc 540 

gtcatggcag ctctgggcta cccactgccc cagccgctgc ctgggactga acccacttgg 600 

actcctggcc ctgcccacag tgacttcctc cagaagatgg acgacttctg gctgctgaag 660 

gagctgcaga cctggctgtg gcgctcggcc aaggacttca accggctcaa gaagaagatg 720 

cagcctccag cagctgcagt caccctgcac ctgggggctc atggcttc 768 
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<210> 608 
<211> 698 
<212> DNA 
<213> Homo sapiens 



<400> 608 

cacagataaa gataagtttt actgtcatgc tgcttttaac ataacagagc aacatcacct 60 

aggaaaaaag tttgtaggag gatttttaat ccatatattt gtcttatggc tagataaaga 120 

tttctctgaa aaaaagaagc atgtcaggaa tctctgggtg cccctttttc ctctggggac 18 0 

ttctagcatt gttgggcttg gctttggtta tatcactgat cttcaatatt tcccactatg 240 

tggaaaagca acgacaagat aaaatgtaca gctactccag tgaccacacc agggttgatg 300 

agtattatat tgaagacaca ccaatttatg gtaacttaga tgatatgatt tcagaaccaa 360 

tggatgaaaa ttgctatgaa caaatgaaag cccgaccaga gaaatctgta aataagatgc 420 

aggaagccac cccatctgca caggcaacca atgaaacaca gatgtgctac gcctcacttg 480 

atcacagcgt taaggggaag cgtagaaagc ccaggaaaca gaatactcat ttctcagaca 540 

aggatggaga tgagcaacta catgcaatag atgccagcgt ttctaagacc accttagtag 600 

acagtttctc cccagaaagc caggcagtag aggaaaacat tcatgatgat cccatcagac 660 

tgtttggatt gatccgtgct aagagagaac ctataaac 698 



<210> 609 

<211> 1256 

<212> DNA 

<213> Homo sapiens 



<400> 609 

ggtggaattc cacccccagc gggcgcgggc cggagcacgg gcacccagca tgggggtact 60 

gctcacacag aggacgctgc tcagtctggt ccttgcactc ctgtttccaa gcatggcgag 120 

catggcggct ataggcagct gctcgaaaga gtaccgcgtg ctccttggcc agctccagaa 180 

gcagacagat ctcatgcagg acaccagcag actcctggac ccctatatac gtatccaagg 240 

cctggatgtt cctaaactga gagagcactg cagggagcgc cccggggcct tccccagtga 300 

ggagaccctg agggggctgg gcaggcggtg cttcctgcag accctcaatg ccacactggg 360 

ctgcgtcctg cacagactgg ccgacttaga gcagcgcctc cccaaggccc aggatttgga 420 

gaggtctggg ctgaacatcg aggacttgga gaagctgcag atggcgaggc cgaacatcct 480 

cgggctcagg aacaacatct actgcatggc ccagctgctg gacaactcag acacggctga 540 

gcccacgaag gctggccggg gggcctctca gccgcccacc cccacccctg cctcggatgc 600 

ttttcagcgc aagctggagg gctgcaggtt cctgcatggc taccatcgct tcatgcactc 660 

agtggggcgg gtcttcagca agtgggggga gagcccgaac cggagccgga gacacagccc 720 

ccaccaggcc ctgaggaagg gggtgcgcag gaccagaccc tccaggaaag gcaagagact 780 

catgaccagg ggacagctgc cccggtagcc tcgagagcac cccttgccgg tgaaggatgc 840 

ggcaggtgct ctgtggatga gaggaaccat cgcaggatga cagctcccgg gtccccaaac 900 

ctgttcccct ctgctactag ccactgagaa gtgcacttta agaggtggga gctgggcaga 960 

cccctctacc tcctccaggc tgggagacag agtcaggctg ttgcgctccc acctcagccc 1020 

caagttcccc aggcccagtg gggtggccgg gcgggccacg cgggaccgac tttccattga 1080 

ttcaggggtc tgatgacaca ggctgactca tggccgggct gactgccccc ctgccttgct 1140 

ccccgaggcc tgccggtcct tccctctcat gacttgcagg gccgttgccc ccagacttcc 1200 

tcctttccgt gtttctgaag gggaggtcac agcctgagcfc ggcctcctat gcctca 1256 
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<210> 610 
<211> 417 
<212> DNA 

<213> Homo sapiens 



<400> 
ggacttcccg 
ggtgccgggc 
ggacgacgaa 
ggattgtcgt 
acgaggatgg 
agatttaatc 
gacggatttt 



6.10 

ggtcgacgat 
cagctggacc 
tgcagcatgt 
tttgtgaatt 
cctgaagttt 
caggtagttc 
gtttgttttg 



ttcgtctcgt 
ccaccactgg 
taatgtaccg 
ttaaaaaagg 
gggctggaag 
atgaatatac 
atggaggaag 



ctggctgctc 
ccggcggttc 
cggggaggct 
ggatcctgta 
tgttggacgc 
caaagaagag 
agatgatttt 



gtgctccggc 
tcggagcaca 
cttgaagatt 
tatgtttact 
acttttggat 
ctacaagttc 
cataattata 



tgccctggcg 
aactctgcgc 
tcacaggccc 
ataaactggc 
attttccaaa 
caacaaatga 
atgtaga 



60 
120 
180 
240 
300 
360 
417 



<210> 611 

<211> 886 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<222> (1) . . . (886) 

<223> n = a,t,c or g 



<400> 611 

tttttatttt tttgcttttt aaaagttttt atttcaaaaa ataaagctgc agttcatttc 60 

acataaatat ctggggaggg aaggggagtg ggatggggtg ggggcttggc ccctacctcc 120 

tcttctcttt cacactgtat tgtaaaagca aaggggatgg cttgccgaac cagcgggaga 180 

gccatatctg cttcattgtc atgtgatcag ggagaacttc attgtcaaaa aggagctgca 240 

catgctgagg gtttagcatc aagcggtgac acaggaccct ccggagatgg cgtacctcag 300 

ctctaacaga acatcggaca tacttgttct gcaggacgct tttattcttg tctttgccag 360 

aactcagccg ctccaggcac aggttcaact gctcatcata gcgatagtag tgggctttag 420 

agtggtcaaa gctgctgaag gggaggccga ggttgctcag tgctggctct tccccagtgg 480 

gctgggtgac ccggtccaaa cctcgggact ggtagaattc ccgaatccgt ttctcttcac 540 

tgtcttgcaa gccaggcacc agcttataca cgatgtcctg catgacccgg tccagtttga 600 

ggttgagcag tggctgtgtc tcgtggatct taatgttgca catggggcag tacttgctag 660 

tttggaggta cttcacaata caactcttgc agaaagtatg aagacactct gtgatggtgg 720 

tggcatccac gaagtagccg gcgcataggc agcaaacaat gtgttcattc aagtctttga 780 

tcttcactcg aacctcctcc tgaccctcct ttcccagggg agactacaca acgtcggcga 840 

cacaacgcgc aggcggaatt ccaccgcntg gactaatgtc tacaat 886 



<210> 612 
<211> 597 
<212> DNA 
<213> Homo sapiens 
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<400> 612 

cgtagtaact gtggtggtat tccgcccatg cggctgtaga cgccatgatg gatgtttttg 60 

gtgtgggttt cccaagcaag gttccttgga agaagatgtc tgcagaggag ctggagaatc 120 

agtactgtcc cagccgatgg gttgtccgac tgggagcaga ggaagccttg aggacctact 180 

cacagatagg aattgaagcc accacaaggg cccgggccac caggaagagc ctgctgcatg 240 

tcccctatgg agacggcgaa ggggagaaag tggacattta cttccccgac gagtcgtctg 300 

aagccaccac aagggcccgg gccaccagga agagcctgct gcatgtcccc tatggagacg 360 

gcgaagggga gaaagtggac atttacttcc ccgacgagtc gtctgaagcc ttgcctttct 420 

tcctgttctt tcacggagga tactggcaga gcggaaggca ccctggacca ca tggtagac 480 

caggtgaccc gcagcgttgc gtttgtccag aagcggtatc caagcaacaa gctttttcct 540 

ggtgagtggg gtctttgacc tggagcccat cgtgtatact tcacagaacg ttgctcc 597 



<210> 613 
<2ll> 1163 
<212> DNA 

<213> Homo sapiens 



<400> 613 

ccgagtcgac gatttcgtgg caggcgccag tcgcaggtgt gctgctgagg cgtgagaatg 60 

gcgtcccgcg gccggcgtcc ggagcatggc ggacccccag agctgtttta tgacgagaca 12 0 

gaagcccgga aatacgttcg caactcacgg atgattgata tccagaccag gatggctggg 180 

cgagcattgg agcttcttta tctgccagag aataagccct gttacctgct ggatattggc 240 

tgtggcactg ggctgagtgg aagttatctg tcagatgaag ggcactattg ggtgggcctg 3 00 

gatatcagcc ctgccatgct ggatgaggct gtggaccgag agatagaggg agacctgctg 360 

ctgggggata tgggccaggg catcccattc aagccaggca catttgatgg ttgcatcagc 420 

atttctgctg tgcagtggct ctgtaatgct aacaagaagt ctgaaaaccc tgccaagcgc 4 80 

ctgtactgct tttttgcttc tcttttttct gttctcgtcc ggggatcccg agctgtcctg 540 

cagctgtacc ctgagaactc agagcagttg gagctgatca caacccaggc cacaaaggca 600 

ggcttctccg gtggcatggt ggtagactac cctaacagtg ccaaagcaaa gaaattctac 660 

ctctgcttgt tttctgggcc ttcgaccttt ataccagagg ggctgagtga aaatcaggat 720 

gaagttgaac ccagggagtc tgtgttcacc aatgagaggt tcccattaag gatgtcgagg 780 

cggggaatgg tgaggaagag tcgggcatgg gtgctggaga agaaggagcg gcacaggcgc 840 

cagggcaggg aagtcagacc tgacacccag tacaccggcc gcaagcgcaa gccccgcttc 900 

taagtcacca cgcggttctg gaaaggcact tgcctctgca cttttctata ttgttcagct 960 

gacaaagtag tattttagaa aagttctaaa gttataaaaa tgttttctgc agtaaaaaaa 1020 

aagttctctg ggccgggcgt ggtggctcac acctgtaatc ccagcacctt gggaggctga 1080 

99tgggagga tcatttgagg ccaggagttt gagacctgcc tgggcaacat aatgaaactt 1140 

cctttccagg gagaaaaaaa aaa 1163 



<210> 614 

<211> 2428 

<212> DNA 

<213> Homo sapiens 



<400> 614 
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tttatttcca tacatgttta ttatatacac actgcctata gattctgttt aaataatctc 60 

taagaaaaaa atcaaacttt tctgagcagg tgattaagct gaaaacaacc aattaaaacc 120 

accacttttt aagtgacctt tggtcacaaa tgtcaaaatg tttccacacc ctttccaccc 180 

tcaaacaaga gacaaactgt ttttgataaa ctctagtatt tattaaatta taaattttgt 240 

aatcaaaaag aaaaatgcag accaaaaaaa cctcaaacta taagactaga cagcaaagcc 300 

tatgggaaca ccatgaagtg tgttacaaac attctgaaac ataagttact ggctgttttc 360 

atttccattt caataacttt actataaaat agttgttatt catctatttt gaaatcccaa 420 

attcacatct attcatacat taaattatgt ttcctgttca taatatcaaa catctcacag 480 

gtgccaaatt ttagtaatgg tcttatgcca atccatgcag aaaaataaga cacaatgcag 540 

gagtcagatg aggaccatta atgcacagat aatacaaaca cactggccaa aagaactaca 600 

gaagttttta aaaagtataa agtaaacaga cctcaagaaa actgggttat tactaaacag 660 

ctctcaacta ttaacaccca agttccttac attaaataaa tttctcaaca gagacatgtt 720 

agacatttta attatgagtc tatccttccc ataccccttc ccaccccaac tcccaaaatg 78 0 

cactactagg gatgagtata atgttatgtg ggcagaaatt tacaggtaac cctttcaacc 84 0 

ttgagcatgg agctgaagac atttttattt aaacttcagt tactgtgcac tgtccatcag 900 

gccttctaga tctgacactg acactcactg ttccaccccc tgctactgat cgatcagttc 960 

ccgatcgatc tgatcgatcg ggtactgtct ggtttgcatt agaaaccaaa agtctctgtt 102 0 

gggtcaagga gtgctgtgca acaactgcag atacatcctc actatcacta ctggcatctg 1080 

attcagtttc ttcaatggag gtgtctggtg ctggtaccct gcctgaagat ggtgattcat 1140 

gatcttcttc tccttctccc ctatgactcc tttcagctgt gttgtctcca ctgagttgta 1200 

aatgagcaaa agagtcttcc agagaagtgc ttgcatcagg ggatggtgtt gcagggcttg 1260 

ttaactgacc atctactgat gttaggggcc ttacagaaga cactaggggc tgaacagaag 1320 

ctccactctg tgctgataca ctgtccgctc cgtcagcaga gctctctctt gctaggttta 1380 

cggtattagc atcacagtct agcctaagtc cagctactcc cttctttggt atatctatta 1440 

tatctcgctt aatcttcctg cgacgtccat gttcatttct cctatattga accatgtttt 1500 

caagatcagc gacatacaga aagccagcaa ttaacatttc agtgttcttt ttacctttgg 1560 

aaaaagcatc ttccagctct ctactagtgc gctcatcgta ctgccaccac ccatttcttc 1620 

cttcataata ccatgcatat tcaccatttc ctctacttgc tgccttgagt tcttctggtg 1680 

acaacaaggt tggcttgtca aggaaatcct cgggaatttc ttgtcgacaa agagcacacc 1740 

gctttccaag ccatgaagct ccttttacac atagatagca gaaaacgtgc ttacagggca 1800 

gactgactgg atgaacacat gtttgcagac aaatggcaca ttcagggacg gttaaagaag 1860 

gtgcagtatt agaacaggac tcgttcgctt tcctgtttgt aggaagcatg tttattgaat 1920 

gatcaatttc accacagcca gccatcctgc aaatcagagt ttacaaagct caggtaaaaa 1980 

tggacaaaaa aagtgctttg taatcactaa agcttcataa aggtaacaat catataagac 2040 

caaaggagaa aataacatga atattgaaga tcccatttct attacagatc ccacagatgc 2100 

ctgccacaaa aataaagcat tttcttcacc agcagtcagc cagcttacag tattttctct 2160 

tccactgctg gttcattctt tgtgcggccc ctgaccccgc cgccgcccct ctcaggcccc 2220 

gagcgcaagg ccgacccgga .gtacgttgcg gctggaggtg acaccgcgag ctatgcctcc 2280 

tctccccgag tgaggatcct agagtggccg gcgttcaccc tgctcccccg agagggcctc 2340 

gctccgactc ccacctctcc ggccacagct gcggccacct cgcagtcttt tctctctggc 2400 

ctcggagccc gcagctgccg ggaacgcg 2428 



<210> 615 

<211> 5653 

<212> DNA 

<213> Homo sapiens 



<400> 615 

tttttttttt ttgggtttct actgaaactt attatttgcc attaagaatt gcaaactata 60 

ctactaagaa tgaacaacat tctcttcatt aagccttttt caaaacacac gagacaaagc 120 

tcccctttgg tcaaggtgtc ccacacattc ccactgcagc tcccagcaca gcggcgcacc 180 

atgaactcgg acgcggagcc caaggaatgg agatcgcacc agccttccct gcttccccac 240 

cccaactaca cccaagggag aaaggatacg aggaaataca ctatgtcttc aatgcttggg 300 

gggctggggg tgtcctctgc taccaggtgg gccggtcagt gccgactgtc cggcgcgcgt 360 

cctcggggat ctccggctcc ccgacctaca caagcagcag cagcagcagc agcgagtcct 420 

gccaacgccg cagtagctgc tcatgagaaa agtgcccacg ctccccaagc cctcctgttt 480 
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acatttccta gtggggcaaa gctactttcc caggacaggc agcagagcag tggggcagag 540 

tgcactctgg gacccgggac agcaggttac acagggtcag gcggtggtgg gtgctggaat 600 

c 9999 ct 9 a g gttctggaaa tgccaccagg tgatgccacc ctgtggtgtc tgcccaccac 660 

acaccacaag actcaagtgg ttttcccctt ttggccctaa accacctaac acctcagcgg 720 

catgggaggg caattctcag caaggcaagg acatggggaa ggctcctggg agaggcacgc ' 780 

cgtccaccct caagcctgac tgtcacaggt ggaggccccg cccccccccc gtcaccacac 840 

ctggggaagc tgccacagaa tgccacagca ctggaaaggg acactctgag ggcaggctcc 900 

agcagcagct ccaggacagc cagccgccct tctgcccagg ccgaccacgc tgtgtcctgt 960 

gcacgccatc ttcaggtttc ccacacaccc acttcctgaa tacttttctc cccaaagcaa 1020 

ggaggaacct cgccttcgtt cctccaacct catctcccac tgaggtagcc cttggtaagc 1080 

caggctgggc agagaggaca cagcggtggg cgcgcccccc tcgagagcag cccagtcctt 1140 

gracgtggOT ccgcagtgtg gctgccgctc ctctcacgcc agcctgcaca ggtcttctga 1200 

gactgactca gggagcgccc cagaaattca tgtctgtgtc tgacaacttc aaacaggact 1260 

ttaattccaa accaaccaca gaaccggcgc ctgggagcaa gtgggactga ggcccaggtg 1320 

ctaacacggg gctggcagtg tcgagagaac gctctggaag ctcctaacag acggctccgc 1380 

gtgcggatgc acaggccctg acgggcactc tgagctgggc agtctgacac caagcagtaa 1440 

ggcctcccgg gcagcgcagc ctcagtccac gagcacagcg ggtggccctc tggggggagg 1500 

cagcacgggg cgcagccctc ggcaggcgag cgggcgggat ggatgaaacg cagcggcacc 1560 

aggagcccca ggctctcaca ggtgccaccc ccgaccccag gattttcaaa gggacaggat 1620 

ttcaaagtct tcatcttctg agtcgaagaa tctttccagt cgctctacat cagaagaatc 1680 

tagaaggaac aggacatagc gcatcaggca tcttgggtgg gccacctggg tgtgagtcaa 1740 

gggcccttgg cgtggggcag actgagcagt gcctgctctg cagcccacag acagctgtcc 1800 

ccatgcgggt gtgaacaggt ccgggggttg tgcagacctg cgaatatggg gggagggagc 1860 

agagaagagg agcagggcag ggtgaggagg gcagggggcg gccggcacaa tctcaggcct 1920 

gaggggcctc tgtcccgcgt ctgaccctcg tggtcatcag gagtggttcc attgccattg 1980 

ccttgtttgt agagtttccc acagggagac agagatgagg aggacgcgct cacggccact 2040 

cacttcactg cacgagccca ggccggctcc tgcggcacgc tggccatggt ccgaggggtc 2100 

tacgccaccc atggccagtg gtgcccaagt gaaccagtcc cccacccagg actgcgtcac 2160 

cacagagcct gcatgttctg tctgctccag acccctgagg actccatggt agcacgccca 2220 

gctccacagc gccccggcag gcagcgctgg tggggaagac gaggtgggtc ctgggctgct 2280 

gggcgcaagc ttggaggagg ggacgctcca ctccatacct ggtctcacag gcgaaccact 2340 

gccaagtgct cacggctcag gctcacacac accttaatgg tcaaaaccaa gggggccagg 2400 

actggggaag caagggcaca gatcgtacct ccgagggacc ccacctggac ttggcagctc 2460 

tcacctaggg acaggttcag gacgtcgggg caggccagat gtgaaggctg ctgctccacc 2520 

agctcaaaca tgggcagggc acctccaagc agagacagct ttttgacttg ctggcaccaa 2580 

tcactgaagt catcttcagt cttacagaaa aacccctaaa acgaaatgac gatgagcaga 2640 

acacgacacc cccatctgca gtcggataag aggtgggggc ttccattccc actgccagtg 2700 

gcgcagcaga ggcccccagc atgcaggtgc tggacattcc agcctgcctt ggctcctgtg 2760 

gccgggaatg gagctccgag ggtgccctgt gcatggtccc ctgcaccagt gcccggctcc 2820 

cctcaggctc cactgcgttg ctgtgccttg attcgcccac gagatgttac gtggtgtgca 2880 

tctctcaaac ctcaccgagt gttccgggat tggggcaggt tatgagttag ggccaagtgg 2940 

ggagctcttc tctctgtgac tgtgagacag ggccgctggg tctcagcctt cgcccagcag 3000 

ctccctggaa gcttggcggc aaaggccacc gagaactgcc caaggacacc gtgacacagg 3060 

gagcctcctg ctgaggagcc aggagacagg ggaccggcca agggtcaccg gcaatcacat 3120 

ccttaaagct gccgcctgta atgacagtca ctaggaattc tcaacgctgc cagatgcgca 3180 

gatgttaaca caaaaagaaa cgaaatgggg ggagaagctc aaactgggca ctctcttccc 3240 

ctgaagacac cattctgccg cctcggcgct ggtgtaggag cactctcccc cggggacagg 3300 

ggacattcct cctcctcacg ggtgaggaca gttatcccac caggtggccc ctttggtctc 33 60 

aactcaacgt tcacgcgtcc actcctctgt ctgcggtggc tggctctcta gcctgacctg 3420 

actgttagag tgccaatcac tgtaagccac caagctgcgt ttacagtaac aaacatacct 3480 

aattctagtt cgacgaggaa ttcgtgacta ggttctggta agaagtgtgc gccaggctgc 3540 

gcgcagtggc tcacgcctgt aatcccagca ctttgggagg ccgaggtggg tggatcatga 3600 

ggtcaggaga tcaagaccat cctggctaac acagtgaaaa cccgtctcta ttaaaaatac 3660 

agaaaattag ccaggcgtgg tggcgggtgc ctgtagtccc agctaatcca gaggctgagg 3720 

caggagaatg gcgtgaacct gggaggcgga gcttgcagtg agccgagatc gcgccactgc 3780 

actccagcct gggcgacaga gtgagactcc gtctcaaaaa caaacaaaca aacaaaaagt 3840 

gtgagccaca gagctccagc ccatgttccc cactactgcc accctgccca ggaggtgcat 3900 

ggagcgtggt gtgcactctg gggctgcgcc acagctcaga gaccgtccca tttcaggccc 3960 

agatctgcct tcttcctcct aaatggggcg gagcatccac aacagagccc ccgattcggt 4020 

taactgcttc cctgagcatg tcaccgtcat tcatgatttc taggggggtt ttttggcctc 4080 

tttccccatc aaatatattt gagggcaggc aggtctgcat aaatcacaca ccaaaaatca 4140 

caactaggta atcaaaatgg aaaaacaggg aagctccttc ttaggaaatc ccccagagag 4200 

gtcaagtcag agcctccgga aaacaaaagg tggtgcagga gtgggtgggt ggaggggccg 4260 

cccgtgttta aatgtgggtg tgacgaaggt ggtgcagggg tgggtggagg ggccgcccgt 4320 
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gtgtttaaat gtaggtgtga gggggacaca ctcaccatgg ctcacactca tccatgcaca 4380 

ctcagcacgc gcccacacac gctcacatcc agacacacgc tctctgggcc actcgaaggc 4440 

catgaaggct gcacaggagg tggtgcctgg gggagggacg tgagggtgca aggacacagt 4500 

tccggctctt atacccttca gattcccaac cacgtgaaca cagtacttat cccaacatgc 4560 

tgaaaaaaaa acgcaaaaat ccgaaagttt tcctcgtcat tcccaaacag cattcagcac 4620 

caaatgcctg tgtgctcagg tggccgccac gtaccacagc gatggacggg tcaagctccg 4680 

cgatgctcat gcggcacggc gggtgctggc agtggaagct ctcgtccggg atgaagcagc 4 740 

catcagtggg ctccacggct ggctgcgtgg tgtgggggtc caggtagatg agctcctcac 4800 

caacgtagcc gatgaagtag tgggcgctgt tgggcttccc tccgatgacg cccagggact 4860 

ggggcatcat gaagcagtgc ttcagcgtct ccacgtaggc ctcgttgatg tccgtgagcc 4920 

ccaggcgcag gggaatgaga agtaccaggg gtctccatgg cgacggcctg ttggtgacct 4980 

cagctccggc agggaatccg ttgcagtgcc ggtcggaatc tgcaggaaac gcagtggcgc 5040 

ctgcacaggg aacgctggtc ctgcacaacc ttctgatttc ctccatcaca acagtgttgt 5100 

ccattgcaat gtggaccgcc aaggagctcc acgtatcgaa gacagcaagc ttcttcagga 5160 

cctgggcgac agtgttgggc ccgtaccact ggcctatgga cttgccttcg ccaactccca 5220 

tttgcgctat ctggtgaatg gagtagtaac tgtccttcct gtcgatgaat gcgttgagga 5280 

cgctgaagta gctgtctggc tgcctcttcc tttgtgtcca cctccaatct cggcctaggt 5340 

gccggcacac cagggcttgg gcaaagatca tctgtccaca ccgcagcatg cagccccagc 5400 

ctgtgtccga ggtggggcct gtccccccaa tggctggaaa gtttttcctg tatgtaaacc 5460 

aaagtctaga tgccacatca gacaagatct cgtccttttc tgtgaaaatg ctgtattttc 5520 

tacccagtat ccaaacgggc tctgaggtct caggaaaatc ttcaaactca gcaaaccgga 5580 

gagtgtcgta ggtcagagta gctgcgtcca tcttcccagt ccggccgccg actgacccga 5640 

gcggcgtcgc tec 5653 



<210> 616 

<211> 658 

<212> DNA 

<213> Homo sapiens 



<400> 616 

cctttttttt tttttataaa tatatgtata tattttattt acattatata catggcatat 60 

ctatacagtt acatttacac ttgacttaga gtcaaagtca tatacacaca cacaggactt 120 

ggactcaaag cttttaatga caagcatgea aaatttctta gtatagaccc taagagtacc 180 

cttaatataa gtatgtttat ttaaaaattc tatgtatcta ctactgttac cagggggtcc 240 

ttgctcccag agctcccaag atggtggtgg gccacttcca agatggtggc aggccacttc 300 

caaaatggtg gcaagcctca tgttctctga cctggggttc ttggcctcac agattccaag 360 

gaatggaatc ttgggccatg cggtgagtgt tatagctcta ttagaagtcg tgggtcaegg 420 

aagagaaccg tggaacccag tgactagtgt tcagctcgat taggacaaac ccaggcactt 480 

agccgtaccg gaacaatggc aagectttag cccgatcggg agtggcaatg ggcgcatggc 540 

tgcatcagga geacagegga caccctgcca gatctggagg gatggaagtc agtggtaggt 600 

ctgcaatggt ggcaaacagc agtggtggat ggcgagcgaa agctcagctc gagctgta 658 



<210> 617 
<211> 381 
<212> DNA 
<213> Homo sapiens 



<400> 617 
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cccacgcgtc cgctttcggc ttctgcatgt caccagcatc aggagtgcct ggatcctctg 60 

tgggatcata tggatcctta tcatggcttc ctcaataatg ctcctggaca gtggctctga 120 

gcagaacggc agtgtcacat catgcttaga gctgaatctc tataaaattg ctaagctgca 180 

gaccgtgaac tatattgcct tggtggtggg ctgcctgctg ccatttttca cactcagcat 240 

ctgttatctg ctgatcattc gggttctgtt aaaagtggag gtcccagaat cggggctgcg 300 

ggtttctcac aggaaggcac tgaccaccat catcatcacc ttgatcatct tcttcttgtg 360 

tttcctgccc tatcacacac t 381 



<210> 618 
<211> 1477 
<212> DNA 

<213> Homo sapiens 



<400> 618 

gcggccgcca ttggctgggt tcggcgcagc taacagacgg cggcagtgcg agaaagccga 60 

agatggcggt ccccgcggcg ctgatcctac gggagagccc cagcatgaag aaagcagtgt 120 

cactgataaa tgcaatagat acaggaagat ttccacggtt gctcactcgg attcttcaaa 18 0 

aacttcacct gaaggctgag agcagtttca gtgaagaaga ggaagaaaaa cttcaagcgg 240 

cattttctct agagaaacaa gatcttcacc tagttcttga aacaatatca tttattttag 300 

aacaggcagt gtatcacaat gtgaagccag cagctttgca gcagcaatta gagaacattc 360 

atcttagaca agacaaagct gaagcatttg tcaatacttg gtcttctatg ggtcaagaaa 420 

cagttgaaaa gttccggcag agaattctgg ctccctgtaa gctagagact gttggatggc 480 

agcttaacct tcagatggct cactctgctc aagcaaaact aaaatctcct caagctgtgt 540 

tacaactcgg agtgaacaat gaagattcaa agagcctgga gaaagttctt gtggaattca 600 

gtcacaagga gttgtttgat ttctataaca agctagagac tatacaagca cagctggatt 660 

cccttacatg atgttttcga agactgtttt tttcatcacg ctcctgccac ctcattattt 72 0 

tgcattgaag atacattgcc aggttgtgtt ttctgaagga ttcagtgact tgctttctgt 780 

aaattatatg gcttatcact tcttagacaa ataacaacca atagagatca ttgttaagaa 840 

tactgaggtt ctaatatact ttctttagtt ctgtgagcca acagtaatta ttaagaacac 900 

tttcccttta aaggaaacaa aagtgaatac catattgttt ttactgtcat agtgttgctt 960 

tcttgcctgt cctgcttagt ttttacttgc tggatgatac cataatgtat caaggagcgt 1020 

ccatggatac aagataagat gtgtacctta gtagaataca gagctttggt aattacatga 108 0 

ataaaattaa gaaaatagcc atatacaatc aaatacacta tggcattttt atttgaatat 1140 

gatgagtata ttttgcttcg gaaataatat aggaaggaaa tgtaaaatag tgagtagtat 1200 

ggtatcagtt aattccagtc tgagcttctc tgtcaacttc agtttctctc tcagtttaat 1260 

gatttaataa tagtccaggt ttttgtgtgt ttttctttat actgcaagtt aataatgatt 1320 

cactttatag tttgggagac agaatcaggt cttgaataaa ataattgtaa tgagtgctaa 1380 

atgggcacca ttattcgaat caaatacctt ttatattctc tttccataaa tacgttgatt 1440 

tctgtcaata aaatttttgt gtcttagaaa aaaaaaa 1477 



<210> 619 

<211> 917 

<212> DNA 

<213> Homo sapiens 



<400> 619 

ttttttttcc acagagcaaa aattagattg aattagcttt gatgtagtac ttgtttaagc 60 
acagatttac gttgtcttag agagtaggag attgtataga atctatgctc gtagtggact 120 
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atatagaaac tagaaatgca gttatactga tgtagtgcag tttgtgggaa atcaggaatg 180 

gtgttctcca gaatacatga agattctcat tgattgttgc aaggaatcac gaaagagatc 240 

tttggtccaa agaaaacgtc ttttgggcag cagagcaatt cgctgaagtt gcagtaacag 300 

atcatctcac atcccttccc atcccagaaa tgatcctgga cattgacatc aatctgtgtc 360 

aggtcagcta ctccttccgg aaggttgtga cagttgtgat cttttagtat ctttctgtag 420 

caagagaggc gatttgcagg catggcttga actcctagca gcaaagttag cccaatggtg 480 

aaaacaagta ccatcagttt cattttggct tttggccctt tttcttcttt ccttttggtc 540 

ttggcagagg atgcttctta aatgctcaca ctcactgggt gagtttgggc aaaaggagaa 600 

gagaggaggt gctggaagga gcttctttac aaatgaacct ttgtctgcct tgtctctggc 660 

ctgggatcga cagactcgct gctccagccc aggactgtgg ggaggagggg agtggaagga 720 

gacaaggctg caaggactgc ctcctttgga agtgttcagt ttgttccaaa ccaggcgaga 780 

acgaatagaa cagcttcttt acagagggaa ataactagcc tatacaagaa cctcagggag 840 

gcagactctg gtagcaataa aacataaaac ctgagggatt ttaaaagaac acagcgtgat 900 

ttttccctta agaaaag 917 



<210> 620 

<211> 2676 

<212> DNA 

<213> Homo sapiens 



<400> 620 



tttcgttgca 
gggcctaggt 
aggcttccga 
ttggttcttg 
gctgacaatg 
tcaaggaaag 
cccaaagagg 
tcaggaccat 
tgtgattgtg 
aggtattctt 
atggaaagat 
tgagtgggca 
cctcaaggat 
agtgcatgac 
gagaccttct 
gccattaggc 
aagcgtgcga 
catcctccag 
tggggacaga 
cgagagggag 
aaatccatat 
ctatgctctg 
ctggaaagct 
ctttcgaagc 
atatcggaaa 
tgaccatttt 
cagagtttcc 
tatgactgac 
gattctgagt 
caacctcaaa 
tttgttgtaa 
aaactatcag 
actgcagatt 
gcgtcagtct 
acacttccaa 



gcgaaaggaa 
actgtgctgg 
gtgcgcccgg 
gaaacgccgg 
cccgagagga 
aagcaaaggg 
aaaagaagag 
ggtcctctga 
aggaatgcgg 
tcaagaagcc 
atgaagacaa 
gcagagctga 
tacacgaaac 
aagcttaact 
gtggtaaacg 
tgcctgcagg 
gaggatgcct 
cgtggccttc 
gggcctgacc 
gctgccccaa 
aggatctttg 
ggatgtttaa 
ttcactgtag 
aagggctggg 
ggccctccat 
gaaggctctc 
gttaatgtct 
aaggaaatgg 
cgatgggttt 
tttctaattt 
tcgtccatta 
tgtttttaaa 
ctatacttgc 
tttccctcat 
caagagacat 



atctcgctct 
ggtcgcacag 
tcactgactc 
cgccttgttc 
gccgcagcct 
aatacctcct 
tgtatgagac 
aagaattcaa 
aggacattga 
gtccaagctt 
acatgcctat 
tgcgtagaca 
cgcttgagca 
ctggaatggt 
gggactctgg 
agggctctgg 
cacctctgcc 
atcatgaaga 
atgagtacgt 
atgaggaatt 
agtatttgca 
gtatttacta 
ttcagcccac 
tgcccaaagt 
tttaccatgc 
tccgcaggcc 
ctaaggaact 
agtcgccaga 
cttcacgaga 
caccaacaac 
attcataagt 
gataaattac 
gttggcctct 
ccactcactg 
ttattctctg 



tccgaaagtc 
ccggccgaga 
ctccgcgctt 
agggctggtg 
ctggtggagt 
ctgaaaaatg 
ttacgagtct 
gatattccgt 
gcagctctat 
cacaatttca 
catcacatca 
ggggcaggat 
tcctcctgtg 
ttccaacatg 
aaagtcaggt 
ctgccaccca 
ccatgtctgt 
cggcagccag 
gctggtcgag 
ggtgcaaaga 
actcagccta 
tgagaaggag 
gttcagaacc 
gggactcaag 
aagttattct 
tctcagttgg 
tatgctgtgc 
atgtatgaaa 
gaggagtgac 
tatttattga 
tttaaagggc 
acaagggagg 
aactctccaa 
gggagattgg 
attttacctg 



ctccagggcg 
cagtgccggg 
tcctcgtgcg 
gggctggggc 
tcggtcgggt 
gcagaagcag 
ccattgccaa 
gctgaaatga 
gggaaaggtt 
gatcctaaac 
aagaggtatc 
gagagtacag 
aaaaggaatg 
gaaggcacag 
ggtgtgggtg 
acaacagaga 
tgctgcaaac 
cacatcggcc 
gaagcggagt 
aacaggttaa 
gaagaggcct 
cctttaacga 
acctacatgg 
tacgggacag 
gtcattatcg 
aagtccctgg 
tatttgatta 
aggattaaag 
caagacgatc 
gggctaggta 
atggtgctcc 
agaaagatcc 
tccagagcct 
actagatgag 
aaaatggtag 



agagaggaaa 
acggggagcc 
cctgcagccc 
gcaaggtgca 
gtgggggtag 
ttttccatgc 
tcccttttgg 
ttaacaacaa 
attttggaaa 
tggttgctaa 
agcatagtgt 
tgcgcagaat 
aagaggctca 
cagggggaga 
atccccgtga 
gctttgagaa 
aagatgctct 
tcctgcatcc 
gtgccatgag 
tatgcagaag 
ttttcttggt 
tagtgaagct 
cctaccatta 
atttactgct 
agctagttga 
ctgccttgag 
aaccctctac 
ttcaggaggt 
tttaacaatt 
aaaagttctt 
cagcaccaga 
ctgtgctagg 
cctgcctctg 
tcctgagagg 
tagtttacat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
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ttatacagta cagtttatga agcactttca tacgcaggca tctcttgtta cctacatcta 2160 

agctgttccc gaaagagtgt tacagaacac aacagtattg tacaatattc gataagcata 2220 

tcttcactgc acttgttata aaaatgagtg gtgaaataat gtttggagac ataatgaaag 2280 

cgattaacat ttggcaaaat ataataaagc ctttttgtaa ttggtgagaa agtcatgaag 2340 

acttaagttg cctcagggca tctggtggca agaggaggga gatgggtggc tgggcatggt 2400 

ggcccatgcc tgtaatccca gcacttggga ggccttggga ggccaaggcg catggatcgc 2460 

ttgagcccag gagttggaga ccagcttggg caacatggtg aaacctcctc tctactaaca 2520 

aaaattatcc aagcattgtg gcacatgcct gtaattccag ctgctcagga gactgaggta 2580 

ggaggatcgc ttgagcccag gaggaagagg ttgcagtgag cggagattgt gccactgcaa 2640 

tccagcctga gcaatagagc aaggtcctgt ctcaaa 2676 



<210> 621 

<211> 6026 

<212> DNA 

<213> Homo sapiens 



<400> 621 

tggggccaat aggaagatgg cggagtccgt agctgccgct gagctccagg cttctggggg 60 

tccgcggcac ccagtgtgtc tgttggtgtt gggaatggcg ggatccggga aaaccacttt 120 

tgtacagagg ctcacaggac acctgcatgc ccaaggcact ccaccgtatg tgatcaacct 18 0 

ggatccagca gtacatgaag ttccctttcc tgccaatatt gatattcgtg atactgtaaa 240 

gtataaagaa gtaatgaaac aatatggact tggacccaat ggcggcatag tgacctcact 300 

caatctcttt gctaccagat ttgatcaggt gatgaaattt attgagaagg cccagaacat 360 

gtccaaatat gtgttgattg acacacctgg acagattgag gtattcacct ggtcagcttc 42 0 

tgggacaatt atcactgaag cccttgcatc ctcatttcca acagttgtca tctatgtaat 4 80 

ggacacatcg agaagtacca acccagtgac cttcatgtcc aacatgctct atgcctgcag 540 

catcttatac aaaaccaagc tgcctttcat tgtggtcatg aataaaactg acatcattga 600 

ccacagcttt gcagtggaat ggatgcagga ttttgaggct ttccaagatg ccttgaatca 660 

agagactaca tacgtcagta acctgactcg ttcaatgagc ctggtgttag atgagtttta 720 

cagctcactc aggggggggg gtgtctctgc tgttctgggt actggattag atgaactctt 780 

tgtgcaagtt accagtgctg ccgaagaata tgaaagggag tatcgtcctg aatatgaacg 840 

tctgaaaaaa tcactggcca acgcagagag ccaacagcag agagaacaac tggaacgcct 900 

tcgaaaagat atgggttctg tagccttgga tgcagggact gccaaagaca gcttatctcc 960 

tgtgctgcac ccttctgatt tgatcctgac tcgaggaacc ttggatgaag aggatgagga 1020 

agcagacagc gatactgatg acattgacca cagagttaca gaggaaagcc atgaagagcc 1080 

agcattccag aattttatgc aagaatcgat ggcacaatac tggaagagaa acaataaata 1140 

ggagacttta gcacacttca cttgtttcta gaagtccaga attttggacc tccacgtgaa 1200 

agaactgttc ttacctctga actgggggct cccataaggg ataattttcc tcagagtagc 1260 

aaagtttctc ttattagaga aatcttgtga ctcagatgaa gtcagggata gaagaccctt 1320 

ggacctggca ggttaatgct gattattcct tggcctttcc cttgtattta tgcaaggaag 1380 

gatatactga gctgatactg ttccaagcct acaacttcaa gttttatcat ttgaactcaa 144 0 

gtacttttgc tgctgaggaa tggaatcaaa agaacgtagt ctcctggtga ccacctcaga 1500 

tctctattat taggctagat gtatagcctc tactccccca gcttcttgct cttgaccctg 1560 

cactgtaagt tgcccttcta ttagcagcca aggaaaaggg aaacatgagc ttatccagaa 1620 

cggtggcaga gtctccttgg caatcaacca acgttgctat gaaatatgcc tcacactgta 1680 

tagctcatta taggacgtca ggtttgttga aaaaagtggg caagacatga ttaatgaatc 1740 

agaatcctgt ttcattggtg acttggataa agacttttta attttaactt tgctctaaga 1800 

ctgcttgtca tgatttcaaa ttagaaaatt atataattgc aaacagcttc acttctcctg 1860 

ttcaacagag gcttaaggcc agatgtccaa acttgtctca ataaggaggt gatattttac 1920 

taaagtttcc cacgtgcaca tactgactaa atacagagct aggcccagtt tgtattgtac 1980 

tctgaactta atgcaaagtc tccttggtga ttttcgcaaa gtccgtggat ttgggtcaga 2040 

ggcacatttc atacataaca gcccttataa acgtttgccc tgcctccaca ttttacagta 2100 

tcttaaaaca gtacatttct ttcaaagaat tttatctcta tgagtcagta ctccaactta 2160 

ggggggtccc acattggtgg gaccaggagg catcagcatc aaccggggga attggttcaa 2220 

cttacctctt ataacctatg aactcagaaa ccctgggggt gggctgagca gtctgtttta 2280 

gaaagccctc catgtgattc tgatgcatag tagcctatga cataattcca gaccaggtga 2340 
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atctcaagat actaatcctc acatcatttg ccttctcata tttccctcgt cttgaccatc 2400 

tggtgcctgt tatgcagttt aacattctgc agcaataaaa gtgttttatt ataaagtatt 2460 

aattttaatg ttctatactt agtgggaacc actggtctca aaatttgaag ctattcttta 2520 

agaggagaac attcgcaaaa ctcaagcata cttggttttt ctctgtagta cttttgaatg 2580 

ctttatcttc cttacagaat aacttgtctt ccttatgctt caagctccaa aagggtaagg 2640 

aagaagtctt aatcattttt gtattccttg cacaggacct agcaaataat tggtactcaa 2700 

tgtttgctgg atgaatgaac taaattccca tacggccact ttatggaaac taactgccta 2760 

atcgccactt tcattataaa caaaggaaaa tgaagataag actgcaacag aggccaggtg 2820 

cagtggctca cgcctgtaat ccccagcact ttgggagccc gaggcgggca gatcacttga 2 880 

ggtcaggagt tttgagacca gcctggccca acacggtgaa acctcatctc tactaaaaat 2940 

gcaaaaatta gctgggtgtg gtggcatgtg cgtgtaatcc cagctactca ggtggctgag 3000 

gcaggagaat cgcccgaacc tgggaggcag aggttgcagt gagtcgaaat tgcaccattg 3060 

cactccagcc tgggtgacag agcaagactc catctcaaaa ataaataaat aaataaataa 3120 

atttaaaaaa agactgtgac agaaagggtt tagagaaatg tgctaaagag ttacaattgg 3180 

caaatttaaa attatatgtt aaactataac ctcatttgta tcatattcat ttattctcaa 324 0 

tacctgggac atttaaggca ttcaataatg aattaaagct gtgccttatt ttggtctgca 3300 

ttaaaggagt ggtctaaatt ttacaagata tattttgcat cagaaaatca aacttcagca 3360 

gtttaacatg ctggcatcca tcaccaaggc atgaagcaac acatttgcta atgattccta 3420 

atcactacag tgctacatca tttacttaat aaatactgat tcagtactta tatatacaga 34 80 

tagtctgatg gatgagtaac cacagtgatg ttgttcagga catgatgtaa agttgaaagg 3540 

tgcatattgc tatgttttaa aggctgcctt tacagtagaa gcagcaaagt gtgcttaatg 3600 

gactgctgtc ctctgatgac caagcaaatg caacaaatga aatatgcaca aggctgtcct 3660 

tggacagtac ttgtttgctt tgctcacaaa ggagaaaagg aaagaaacaa ttgaaaatat 3 720 

gtatatggtg aaagtatgtg agtccgagca gaaataacaa aggcaaaagg atgaggagag 3 780 

atggagtaag tctagagaag aaaataaatg gatgagatag agagctgtct aagcaaaaaa 3840 

ggt^tcagac ctctgatctt ataaataaga cacttcaaaa gtagcaaaaa cagttttaag 3 900 

aaggtgacta atagataagg tgtgttgtgt ttagctattt cctgttaggt attagtaatg 3960 

ggttcccaat gacctgagcc aaaaatgaat caagttaaat gaaaactgac atctgatatg 4020 

agcatatatt attagtctat tcaagcacag ttttgaagtt agcaaacatc taaatcctca 4 08 0 

catctctaca aggtaggtca aagtatgatt cttctcagtt gtacaagata aatggctgta 4140 

taacatgtct agtcatagtt aagacaacaa ttggggacag tgctttggtc tgattgccat 4200 

gccagcatca tattttatct gtgaagggtg gcttggttgt ggaaaactat aaaaactgga 4260 

tgcaaaagta aaatgcaacc ttgtttggtg acgtccagtt cctctggaat taggaaaaac 4320 

cacttgtgtt taagaacagg agtcaaatca atttttaagg aaacagattc taatacaaaa 4380 

accttttctg ttgggtctag taggtctgga caaaacatct ccctcttttc cttttatatt 4440 

ttcctcatcc tcttcttgca gcgctggttg aaaacagggg aggaccccat gaggctgtca 4500 

gtggagtggg aaccatagct gctatctgag tcatcagggc tctgaggaat cccagcttca 4560 

ctcatgcctg acataggctc ctcgaagaca tcactgccca gcacaccatg cccagagaca 4620 

ttgccttctt cactttcttg aggctccatt ttcacatggg ccagattcca aagaggagaa 4680 

gcatttacct ctgcacttga agcctgtggt gaagcttcaa cctccaggtt agatgggaag 4 740 

cgttcgctct gagccccaag cactcccata ggcagtgact ggtctccaga agcaaggtca 4 800 

gcctccagct cctcactgac aggaaaagtg atgtcgctca caggttcctc cttgatcttc 4860 

acaggtttag cgtcctctgt ggccttctca ggattgacaa tcctttcata ttcttcagag 4920 

agttgcttac taatctgtag catgtaactg tgatagtcct tgatgcggtg ctgccagaac 4980 

ttctggaggg agagcacact gccaataccc acttcatgga atacctgctc catcacatca 5040 

ggaaaaggag tctgtcccag ccgggcctcc cggtccacag caaaacgcag caacttggta 5100 

aacttaaggc aatactcatg tgccacatca gttagggtct ccaggacact ctcattagca 5160 

cagtcaaagc ccgcgtgggc caggattgtg gccactgcct ggtagaggag ctgccgacag 5220 

gagtgccagc tgagttcagt cacaggttcc cctttcccac gataaaagtc actctctggg 5280 

tcactgtgcc ggatctggaa tggtgcattg ggattcttac aatctaaagg caggaggtca 5340 

tcagggagag gaggtgaccc agggcacgag ggaagaggtt cactctcttc agtttttaca 5400 

ccttctgtct gctgctgatt ctgggcctga gctgtggcaa taaggttgcg aagacgtcgg 5460 

ttgtgctgaa .tcaactgaat cgtatggatg gtgagactac atggctctga ggggatgtcc 5520 

agcatagtgg ggggcttcgg cttgttggct gagggttggt gcaggggtgg gtcatggact 5580 

tccaccagac ggaactcccg tgggagcaaa tcgaaggaac ttctgttggt ctggcttgat 5640 

gatattggta tctctcccca gtatctttgc agattcattg tccatatgtc tcttcaagtt 5700 

caacaaacat ttatcaaatg ccaggcattc tgtgtcggtc aaagactgat aatgtgagat 5760 

ccttgccttt accgaaagga gcacgaagaa caggcacgga gcccaaggaa tgcccaagtc 5820 

cctccagggg tttcctcggt cacggtccgc cggcgcaggc gccaatcaca gggtcctgag 5880 

gtcgcctgac gttcagggca gccggaagac ggggaggtct ggacctgaac cgagacaagg 5940 

aggtaccaca ctattcactg ctgcgtcgca gagcgggctg ggcggctgtc tggacctcga 6000 

gaggcctgag gcaaggatcg cgtcag 6026 
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<210> 622 
<211> 676 
<212> DNA 

<213> Homo sapiens 



<400> 622 

tttttttttt ttgaagagag cagattctct ttattgagat acgggacaca gcgaagggtg 60 

gagagacgga acagcccccc agcctcagcc ctctccacgg gggccggatg ccagagatgg 120 

gagaagggat tcagtctctc gcccgggaaa cccagtccca cagagggcgc cggcaagggt 180 

gggacgcgac ctgggtgaca cggtgcaggg agtctttaaa tagaggaggg gctggagcgg 240 

ggaaacgcgc cggggcccta gcgcaccatg tattccttgc gcttattgag ccgaacttgg 300 

cagaaagaga agcctccgag gaggaggtaa aggcctgcag cgatgaaaca gttgtagctg 360 

acttgctcgt aaaggttgta tatgttctgg gggccattct caaaatcttt ctccgtgaag 42 0 

ggaacgtcct caatcaacac agcggaatgg acattgaaaa atattccgag cattatcaac 48 0 

atgatcactc cccaggcgct gaggacgatg ccgcaggcgg ccagcttcgg cccacagcac 54 0 

aggagcgacg ccataaagaa gggagtcggg gatcgccgag gtgcaagcgg gctcggaaag 600 

cggtgggaga aagcccagga tgccctcgcc cacgcgtccg cccacgcgtc cgcccacgcg 66 0 

tccgcccacg cgtccg 676 



<210> 623 

<211> 1080 

<212> DNA 

<213> Homo sapiens 



<400> 623 

tttttttttt ttcaattata aattttattt aagaatactg acttaacaca ggaaacagat 60 

ttaattcatg gaattgtgca tatggtcatc cgttacattg tgacatgtta attttttttt 120 

atcatttatt ggcactgtca acagattact tgtgaacaag atcactttgt acgcttaagt 180 

ctgcgatgct acttagctat ggttttctac catgagctta tatatagata ggtgtaggta 240 

tgtagataca ttaatgctat acacaatttt gcatggttac tgagcgtcag taaaaattat 300 

gaaaaaacac ccatttataa taaaagtgag gatgtactaa gacttgctat tactggacct 360 

tgttttctgt aaaagtgatg acacttgctg gacggttact aaactctatg gcactaatgt 42 0 

atgatggatt catttccaga ctgtcggcca cggaagcact tcttcatggc ctctgccctg 480 

gacagcagcc tgtcctccgg gctccccatg tttttaccag cttctgctga gtttctacaa 540 

tcttgagctc tgctgagaat tcttttcctt gaaattcttc tacctaaagc cccagccccc 600 

aaaagagcat gtctcaggaa ctcattatgc cctgagtcaa caagaacttg ttgataaatg 660 

gcttaaaagt ttttacaaga agtaacttcc cttggtaagg agtaaataat agctctggaa 72 0 

ttttccagat aaaactattt catttctctg tcagtgcccc atggggagag aacgaaatat 780 

tggagcccct ctccctacca aagagagcca cttttctggt tgtgccctgg cttaaaaccc 840 

tttggtctcc gagaaccata ctgaatattt gcacccaatg ctaaagtttt caggagaaag 900 

catacttaag ccaataaatg aataatggtt tggtttgcat tttgcttgct tgttaaataa 960 

ggccttattg aaccttggga tgctgcctgt ggaaactggc ttccccagtg aaagatgtga 1020 

tgccatgaac tgatatgcct ttgcatatgc tgttccctct ctgcaacacc ctctcgtgcc 1080 



<210> 624 
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<211> 1056 
<212> DNA 

<213> Homo sapiens 



<400> 624 

tttttttttt ttggagagaa ggataagcca tttattaacc ccacgcccct agcaccagct 60 

gtcaccttgg acttgttgga gatgcagggg ctagaaagga aatgacagag tgtacaggcc 120 

ccttcgaccc cgtgtcccat aggtggtggc ccccagacac accctctctg ctggcagtgc 180 

agaacatgca tcccaatacc ctagaggaga aacaccaccc cagggagagc cctttctgct 240 

ccaacctcct gggcaggtcc caggttgggg cagcagccat ctgcaggtgt ttgtcaggcc 300 

tggccacaca tgcggacaga ggatacgact ggggtaccct agggtgtggg gagggtcggc 360 

ctggggtcag ggggcatgaa ggctgtgttc cagactcctc ctgcccccaa tcctctgtgc 420 

ccctgctgga gctctcctag cttctctgat ctgtgctcct gtctttgggg agctgcccgg 480 

tctccaggaa gagccagagg ttgttgcatt tctccgactc cactctcgtc accccgtagc 540 

tgaccacaga gcctgcaacc acggccacta ggaggctcca ctgcaaaggg tatggaaact 600 

tcctctgaat gaacatctgc aagccaaagg ccatgccggt gcctgtgacg aaggtgaaaa 660 

cgcccttcat gaaggcgtgt gactggcatg cggcatactc cccgagtccc tggggtggca 720 

gaggcgggtg aaggctcgat cccctgccct cttccttcac cgcctctcct gtccctcctc 780 

tgggcacacc ctggctgtgg aggagtgaga ccctgggcgc ttggacacgt cccacctccc 840 

ctatgcccac ccggacgccc tgagcccctt agcaagagag tgcccccagc ctccgccact 900 

cttccctgac gagggcaccc ccacgccccg gccccccgcc tcgctcaggt cagcttctgg 960 

ggtttgaggc ccgcgtccca gaccggcctt ctcaccgggt gcttggcagc cacggcgtcc 1020 

tccacccggg acagacccaa gttcaccatg gttggc 1056 



<210> 625 
<211> 583 
<212> DNA 
<213> Homo sapiens 



<400> 625 

ggcacgagcg agctgttgtg catccagagg tggaattggg gcccggcatt ccctcctcgt 60 

cccgggctgg cccttgcccc caccctgcaa ctcctggttg agatgggctc agccaagagc 120 

gtcccagtca caccagcgcg gcctccgccg cacaacaagc atctggctcg agtggcggac 180 

ccccgttcac ctagtgctgg catcctgcgc actcccatcc aggtggagag ctctccacag 240 

ccaggcctac cagcagggga gcaactggag ggtcttaaac atgcccagga ctcagatccc 300 

cgctctccat tggggaagaa ctgagggcac gggtggcaag tgggtcaggg atcagacctg 360 

ggcagcccac agcctctccc gccctctgcc tcccacctga cagctccagg gcaagccgct 420 

gctctcagcc tccctgcctg tcccttcctt ggtttggggt gagaagcagc cctgccaaca 480 

cataccacgt gccagtgact tccctatgcc cctcgcccgc tctgcactat acagcgctgc 540 

aggcaggcat catttccacg tcgcaggcaa gagcaccaag get 583 



<210> 626 
<211> 380 
<212> DNA 
<213> Homo sapiens 
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<400> 626 



atcgagcatg gctgccccca cggatgacgg cctgaccact gctgctccca cgctttatcg 
acattccctg ccttctgtgc tatcttaccc aggtcacccc agacgacatg tacgccaagg 
cctttctgat caagcccaac acggccatca ccgggactga caggagaaag ctctcgagct 
gatgagacaa cagatttccc acacccttgg aactgatcaa atctatgagt tattacctgg 
aaaggacgag ctcaacatcg tgaaatcgaa tgctcacaaa cgggatgcat agactgcgta 
cgtgagtgga gaaaaccaca tactttctga accgtagaaa aacctgtatc cagcagtgaa 
cacgctgagc tcctatccct 



60 
120 
1BO 
240 
300 
360 
380 



<210> 627 
<211> 1906 
<212> DNA 

<213> Homo sapiens 



<400> 627 

ccacgctgtt acaaagggga catcatgggc tgtggaatca tgttcccccg ggactacatt 60 

ttggacagtg agggggacag tgatgacagt tgtgacacag tgatcctgtc tccgactgcc 120 

cgggccgtcc ggaacgtgcg gaatgtcatg tacctgcacc aggaagggga agaggaagag 180 

gaggaagagg aagaggaaga ggatggggaa gagatagagc cggagcatga gggcaggaag 240 

gtggtggttt tcttcactcg gaatggcaag atcattggga agaaggatgc tgttgttcct 300 

tctggaggct tcttccccac cattggaatg ctgagctgcg gggagaaagt caaagtagat 360 

ctgcacccct tgagtggcta gggcctcccc tccagacctg ctccttctcc ctgctcaccc 420 

tctgctgggc caggcaccca gttcctgact tcccagaggc ttcgtttacc cagcaggccc 480 

ctggaggtgt gtagtcactc tgcccccact ggctcaggcc cctgtcacgc ttctctgtgc 540 

ccacgtttct gacctggtgc tgccactgtt gtcagtccct gggcctgagt ccctggttgg 600 

acaggaatgg acccaaagaa tggtgttggt atgtgggtgg tcccactcgc tttggtcagt 660 

gggcttctgg gtcccccttt ccctcaccgg ccctgtgtgg gtggagaggc gtgagcaccc 720 

tatctcagct gctattcggg catgatgctt tgtagagggt agagtagaca gccccctccc 780 

ctactcacca tggtatttct ccttgaattc ctctttcttg ttttctttcc tggttgtgtg 840 

aaccagttgc tgctgtcata cccctggcag ggccagggga cctctctttg gtcatctctg 900 

tcctttcact ggctgctgcc ccaggaagac tcctctaggc tctccatctt tcccttgaga 960 

gctggctccc caccccaacc tgctcaggca ccacagagga tctaggtctc tggctcccca 1020 

tacctggacc "cacatgggtg ggtgcctgtt gcatgtttaa gagagagggg ctgtgaggtg 1080 

acagggcact agggccttca ctcctttctc cccttccatc ctttctttac cagtgccacc 1140 

catgtcccta gctcccgggt attggggctg aggctctggg gcctgtctcc ctgccagcgt 1200 

gagggcaaga ccccagagcc ttagctgagc aagcccagag gggcagcgtg gcccctccct 1260 

ccccttttcc tgccccgtcc catgcctcag cttgctgctt gtgccagttg cctgtttcgc 1320 

ttcagtgttt gattctagca cttacatgtg tcctccccac caagccctct atctccttct 1380 

aatccttcaa cccctggccc cctccccgta acagtgactt ttccagggag gaagaggcag 1440 

caggagctgt tggccttggt ttgcacagag cgggtagggc tgtagggaaa gcgggtgagc 1500 

tgttgtgctg ctgggcctcc ctttggccct cgcttcccac cctacgatgt atgaaatgta 1560 

tgtacagacc agagatgttt atacagccga taaagatgga gtttccgtat ttatcagtat 1620 

ggccggaacc aggagccttt ctagtccact gggctaggaa caggactgct ggatgggggc 1680 

agccgaaggc agcttgctca tggggagatg tggaccaatg ttgggccagg gatgggaatc 1740 

atatgttcca tgggcctggc tacaggcctg agcacagata cgtcccctgg gagatgaggc 1800 

tttgaccttc ctgtgaataa gtgttgactc caatttcggc taaagtttat agaaattctt 1860 

tattattaga caaaaataga ctctcttttt tcccctaaaa aaaaaa 1906 



<210> 628 
<211> 1775 
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<212> DNA 

<213> Homo sapiens 



<400> 628 

ggtggttcag ggggcgtgta acctgggccg attctgcccc agcacactgg ttgtcgggag 60 

ccccgcctcc gctcgcggtt gacagctcag ctggtgccga gcaactcgtg ccagccagtc 120 

gtgtctcagc ctggagagtg cgcgcaccgc cgcccgggca gccgctggct ccagctcacg 180 

aaacagcccc gggcgccgcg ccgctctgag tccagcctcc tactgagaac agtccctccc 240 

ttgtgcgggt cgcacggcta gccgcaggtt cggccacgtc aaatccattt tctaaaaaag 300 

cagggagcag agctctctct tcgccgccga cgcagaaagg agctggggag gaaaaagctg 360 

ctgccttttg cgctggagat tcgtgggcaa ggcttctcat tttcccaggc tgcttcccct 420 

cccgggtgag gagcgtcctg agactaagga aagagcctgg aaaatggagc agacctggac 480 

gagagattat tttgcagagg atgatgggga gatggtaccc agaacgagtc acacagcagt 540 

tctgtttcat tgacagcttt tcttagtgac actaaagatc gaggccctcc agtgcagtca 600 

cagatctgga gaagtggtga aaaggtcccg tttgtgcaga catattcctt gagagcattt 660 

gagaaacccc ctcaggtaca gacccaggct cttcgagact ttgagaagca cctcaatgac 720 

ctgaagaagg agaacttcag cctcaagctg ctcatctact tcctggagga gcgcatgcaa 780 

cagaagtatg aggccagccg ggaggacatc tacaagcgga acactgagct gaaggttgaa 840 

gtggagagct tgaaacgaga actccaggac aagaaacagc atctggataa aacatgggct 900 

gatgtggaga atctcaacag tcagaatgaa gctgagctcc gacgccagtt tgaggagcga 960 

cagcaggaga tggagcatgt ttatgagctc ttggagaata agatgcagct tctgcaggag 1020 

gaatccaggc tagcaaagaa tgaagctgcg cggatggcag ctctggtgga agcagagaag 1080 

gagtgtaacc tggagctctc agagaaactg aagggagtca ccaaaaactg ggaagatgta 1140 

ccaggagacc aggtcaagcc cgaccaatac actgaggccc tggcccagag ggacaagtag 1200 

gtgccttcgg tgctcttttt gtcgcttgtc ttttgcccat tctcaaggca tacagcagct 1260 

gtcctgttcc ctttcaagga ctgacagtag gagcttcact atttctaaga ctttatgggc 1320 

ccacaaccga agacattctt ttcagggttg aattttcagt ggtatccatt atgaaaactc 1380 

acttcatgga ttcagtgggc aaatagcggc aagcaagaga catggattca cttattcggc 1440 

aaacatttac tgggcatgcc acatgccaga taccgggcta agtatctggc atgtgttaca 1500 

gaaacaaaag acctaaatct tgtcaccaag aaacatgtta catgatttta ataagttccc 1560 

tgatagaaga gcatggggtg ctctggggaa atattggagg gtcatccatt ccacattaaa 1620 

agagcaagtt gtctgctgtg gtctgaatgt ttgtgtccca tccccacctc cctcccccac 1680 

cagtttatat gttgaaatct taacccttaa ggttaatact tctgcctcca gaagtattat 1740 

gaggtggagc cattaggagg tgattaaatc ataga 1775 



<210> 629 

<211> 1114 

<212> DNA 

<213> Homo sapiens 



<400> 629 

gcggccgctg ctgaggcgga gactccccgc cgccgcttcc tccatcccca gtccgccggc 60 

ctcgcggcgc tgcagggcgg ttgcgcgcag agctcttccc tcctcctttt tcttcctcct 120 

cctcctcctc ctccgggtcc ccgcccagca cccctcgcac caggcggcgg cggcggagga 180 

ggagagctag acccgccgcc ggggcacaac atggcggagc cctcggcccc ggagagcaag 240 

cacaagtcgt ccctcaactc gtccccgtgg agtggcctca tggccctggg aaacagccgg 300 

cacggccacc acgggcccgg ggcccagtgc gcgcacaagg cggcgggcgg cgcggcgccg 360 

ccgaagccgg ccccggcggc gtgctcacgg ggggctgtcg cagccggctg ggtggcagtc 420 

gcttctctcc ttcaccatcc tcttcctggc ctggcttgcc ggcttcagct cgcgcctctt 480 

cgccgtcatc cgcttcgaaa gcatcatcca cgagttcgac ccgtggttta actatagatc 540 

aacacatcat cttgcatctc atgggttcta tgaattttta aattggtttg atgaaagagc 600 

atggtatcca ctaggaagaa tagtaggtgg tactgtttac ccagggttga tgataaccgc 660 
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tggccttatt cattggattt taaatacatt gaacataact gttcacataa gagacgtatg 720 

tgtgttcctt gcaccaactt ttagcggcct tacatctata tctactttcc tgcttacaag 780 

agaactttgg aaccaaggag caggactttt agctgcttgt tttattgcta ttgtaccagg 840 

ctacatatct cggtcagtag ctggatcctt tgataatgaa ggcattgcta tttttgcact 900 

tcagttcaca tactatttat gggtaaaatc tgtaaaaact gggtcagttt tttggacaat 960 

gtgctgctgc ttatcctatt tctatatggt ctctgcttgg ggtggttatg tatttatcat 1020 

caatcttatt ccactgcatg catttgtgtt ggtactgatg cagatacagc aaaagagtct 1080 

acatatgata tagcactttc tacattgtgg gttt 1114 



<210> 630 
<211> 851 
<212> DNA 
<213> Homo sapiens 



<400> 630 

tttttttttt ttcagaatcc aaaaggactt tattttctgg cactgggagg cgccctgagg 60 

ccacagcctt ttcccagggc tgctggcagg gtcccagggc tgctggcagg gtcccagggc 120 

tgctggcagg ggttgtggtc ctgttgagca gaggagcgac gccgctgccc tggcccccgc 180 

tgtccctatg atcctgcact ctggggtggg agctacatat catccttgga caccaggcag 240 

tagaagtctg tgcgggcact gtagtttcgc gagccgagat ccgagacgtc cacttcgctg 300 

ctccggctct ctcccagcga gaccccactg gtgtgcggtg gagctgatgg ctctccaaaa 360 

acaggccccc ggacacccag gtcgccctca gggtccgggt ccacctctga gtccagggcc 420 

cggccctcag ggactcggcc fccgaagaatc agcatggggt ccttgtcgtc ctgcagcfcgc 480 

gtctgggggt ctccttccac cggcctgtac cgcaccttcc gcggcagcgc cagctgcact 540 

tctttccaaa aatcggagga aggagtcacg gagccgggcc tccagagcag caaggtcacc 600 

aggtggcggt gctggcgcag caggcggagc gccgggtgcg cggggtcgcg cctctggccc 660 

tcgaaggtga tgaagatggg tctgcgggtg agctccagca gccggcacag gccctccctg 720 

cggggcggga ccgtcagggg ggtgggtgct acgctggggc ccacccaacc ccgcgcggga 780 

cccaccggaa gctgtggctg caccaggccc ggctcaggaa ggcgtccgaa agcaccacga 840 

tgaggcgtcg g 851 



<210> 631 

<211> 1320 

<212> DNA 

<213> Homo sapiens 



<400> 631 

actcgtgccg tggaattcct gcattaaaga aaaagctcct ggaggactcc tgaagcctga 60 

ggcagccttg gggcagcagt ggctcatggt ttacattgga aagacggtgc ctcccatcat 120 

tctagcccct cactgcctgg ggagctggag gcttaaatgc ctgagaggag tgaggtgttg 180 

aagaattgcc tgcatcccag ggatggagcg tggtggaaga ccaactcagt gcctcacagg 240 

ggtaattgag tcatgagggg tggagaagag ggcgagaggg agagaggata aatagcagcg 300 

tggcttccct ggctcctctc tgcatccttc ccgaccttcc cagcaatatg catcttgcac 360 

gtctggtcgg ctcctgctcc ctccttctgc tactgggggc cctgtctgga tgggcggcca 420 

gcgatgaccc cattgagaag gtcattgaag ggatcaaccg agggctgagc aatgcagaga 4 80 

gagaggtggg caaggccctg gatggcatca acagtggaat cacgcatgcc ggaagggaag 540 

tggagaaggt tttcaacgga cttagcaaca tggggagcca caccggcaag gagttggaca 600 

aaggcgtcca ggggctcaac cacggcatgg acaaggttgc ccatgagatc aaccatggta 660 
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ttggacaagc aggaaaggaa gcagagaagc ttggccatgg ggtcaacaac gctgctggac 720 

aggccgggaa ggaagcagac aaagcggtcc aagggttcca cactggggtc caccaggctg 780 

ggaaggaagc agagaaactt ggccaagggg tcaaccatgc tgctgaccag gctggaaagg 84 0 

aagtggagaa gcttggccaa ggtgcccacc atgctgctgg ccaggccggg aaggagctgc 900 

agaatgctca taatggggtc aaccaagcca gcaaggaggc caaccagctg ctgaatggca 960 

accatcaaag cggatcttcc agccatcaag gaggggccac aaccacgccg ttagcctctg 1020 

gggcctcggt caacacgcct ttcatcaacc ttcccgccct gtggaggagc gtcgccaaca 1080 

tcatgcccta aactggcatc cggccttgct gggagaataa tgtcgccgtt gtcacatcag 1140 

ctgacatgac ctggaggggt tgggggtggg ggacaggttt ctgaaatccc tgaagggggt 12 00 

tgtactggga tttgtgaata aacttgatac actaaaaaaa aaaaaaaggg ggggccgttt 1260 

taaaggatcc aagtttactt ccccgggcat gcgaggttat agttttttta tagggccacg 1320 



<210> 632 

<211> 3149 

<212> DNA 

<213> Homo sapiens 



<400> 632 

cacttgattg cagagaaggt ctacagagca gtggttagaa cttggccctg aggacagagc 60 

ttttgctccg tatgaggctg gcaggtaacg atcttctcag ttttctccca ggaattctgg 120 

aacgatgaag gtgatgattg tgcctgtggc caagaccggg agaaccctgg atccctacac 180 

cttccccacc cctggaatgt cactatacat atctgacttc ttctgatgtt gcctttgacc 24 0 

ctaaagtcaa tatgataaag taacaagaag ctgggacaga ggaacaaaca cagcccactc 300 

aagcagtggt ggcaacattc tgttagaaag gaggggagtc aaagaaaaaa acacccctcc 360 

gcccatctcc ttatcacctc cctaaagaca gaggagaaca tggacaccct ccatcctgat 420 

agacatgcca tgtggtcagt ttgtgcggta aacaggaaaa aaaaaaaacc taaagatatt 4 80 

gtagaccttt attttcttta aatctcctaa taaaaacatt aaactttcaa gaagattcca 540 

aactgacatt gcatagacca actcctttcc aaaaatatct ctgatatact ctccaactct 600 

ctcaatatat agaatttgaa gtccaggagc tgtgggcacc tggtgggaat tcactgagct 660 

caaggggaca agagggctga ggacagggct cccacatggg gacaaggcca ggctttctgg 720 

cctctggttc cagccagcat caatttggtt gtggccaaat tctcagtcca atcaccctgg 780 

cccagggcct ggcgtgggag gatgtggcag gctctgtctc cttctggggt tcctggtctg 840 

gaggagtctc cccaacagcg ccaaagctgg ctgttttccg cccaaagccc cagaactttg 900 

aatgagaggc aaatctaccc tgaatgcacc tccctcctag gctgggtgag gtcacgcaga 960 
cacagaaggg caggacagaa ctccccatct tctgggggcc aattcgtctg gacactgtgc . 1020 

ggtcagcttc ctttttaaag tgccagtatc ggtggggcag gaagggactc tcagggctga 1080 

gcagagcctt ctccagcgcg agcaaacact ctgtcccgcc tcggcaggca ccttctaaca 1140 

ttcattttct aagggtfcagg tgagtaaaac aacaacaaca aatgctggaa atgctctgtt 1200 

cccaatgcca gggagttcca agaccaagaa gcccaactct caccagcggg ggcagatggg 126 0 

gagctaggga aggaaccctc ccagcctggg gagggcacct gcacccctcc cagagagaga 1320 

agcccccatc ccggcccccc agctgggccc cagcgctgct ggaaccagcc ggcaggtggg 1380 

gcagaaaagc agcacctccc ctcaccaggg cgaggaggca atattgaacc gtgaactcaa 1440 

gaagaaagac ggaaagaaaa aatgaaaaaa gctacagggc taagtaaaca ccagcctgct 1500 

gggtttatac aaaatgagtg aaatttaaaa ggggcaggag agtttgtcca gggactggct 1560 

ggcagccaga acccaccttc aagcaagtta caaggacttg ggggaaagtg ctgagagcag 1620 

aggctttagt agggggcagg gccagactgc tccccactgg gaaagcacac cccttaaagg 1680 

agcccttccc ccttgcccag aacgggggat gcttccagag gaaggctgag gcttttctgg 1740 

taaggaagcc agctccggac cagtccagcc acagcccacc tgcctctatg gcatccgccc 1800 

cagtctgggc agctgaccct gagggcagag aaggactttg cttgctccaa ccttcctgca 1860 

ggaaaaccag ctgctcagga cccagccctg ggcagagggc acggtcggtg ctcagacctt 1920 

tctcagcacg ggtctcagac ctgagctgga gctaactgga ggaagaggca gcacccgttc 1980 

ccgccgggct gctggaccct gggcctctga ctgcacagca ggcagtgacc aggagtcctt 2040 

gggaaggagc tcagggaagg ggaggtgagg ggccagtggg actgtgctgg gggtgagcat 2100 

gtgcaaagtg caggctgcaa ggcagcggga ggacatttgc cggggggagg caggggtctc 2160 

gatctggagt gtgggtgggg tctgaggtca tggctcccag gaagaggccg ccagcaggtc 2220 

ccccaggaca caaggaaggg acagctgaag cactaagcag tcagacagtc acaggtggca 2280 



354 



WO 01/53455 



PCT/US00/35017 



ggattccgga 
ctgctgctaa 
ggccccctca 
gctgggtcag 
gggcccgcct 
tgcctgggcc 
gctacgggga 
tgatctgaag 
actcttctcc 
ccccagaaga 
tcacgaacag 
gcacgatctt 
ggctctccac 
gtggccgcgg 
cggtcatgcc 



ggcggtctgg 

gacgtgacca 
gccacaggca 
tctccagcag 
ggcctgcctg 
ttggtgggcc 
gtgtggactg 
gggaaagttc 
agcccggaca 
gaccctggtg 
ccggaggttg 
ctccacgatg 
cgagtccttc 
cggcttctcc 
aaggccccca 



cccccccacc 
aagccagtgc 
tctctacatt 
cgccggtcct 
gcctgccctc 
aggagggtcc 
gagtgcatgg 
ctcatggaat 
cctgctcctc 
gcaagctgga 
ctgtcctcgg 
gcatccgcat 
ttccgcctga 
gggggccggt 
gaggcgctg 



accagggcaa 
tcctggagtg 
taggagctgc 
tgc cage tec 
tagtggttca 
cagcatggat 
aggaggcatg 
gatacaggtc 
aatggctttc 
tgccgctcag 
tgttgctgcc 
cgatccgcgt 
aagagegate 
gctcccgctc 



gggaacaacg 
agtggggaca 
tgcatgtcct 
ttcttgccca 
gaggagaata 
gggaggggca 
gatgagatgt 
tggactccag 
aatcacaact 
cgtggcagag 
atctgtgaag 
gtcgtccacc 
ggacagatgc 
actgccctca 



gagcaaggee 
caggtagaga 
cagecagagg 
caagctgcac 
ttcacagtgg 
atggaatgat 
ggegcagagg 
agaaagcagg 
ggctegtaga 
ccatcgcggc 
tcctggctct 
caggtegggt 
aggggceggg 
gggccctcca 



2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3149 



<210> 633 

<211> 1841 

<212> DNA 

<213> Homo sapiens 



<400> 
cagttttgga 
ggagacttac 
tgtcttctag 
gcctcttcca 
gctgttgctt 
tttgtatgta 
aaattctaag 
cttggctggc 
cttgcctacc 
ttctttcact 
gtcccgagac 
gcatgagaga 
ttttgggaaa 
ccatcttttc 
tggtagcagc 
gcagtggggt 
gatgagaaac 
cttcatctcc 
attgetctae 
ctcctctggc 

tggggaattg 
tgcaagtatt 
gagtgagege 
cttcagaact 
aggaaggatt 
cttgttaggt 
gtgctgaaag 
ccctctttcc 
aggatagaaa 
aaaaaactcc 
tetgecgatt 



633 

aaagtgagct 
tcaggtggga 
tcacctctgc 
tgggaacaaa 
ttgaacagaa 
ggaccaggag 
ctgecatatt 
ttcagttttt 
tecttgeatg 
gataccactg 
ettagectgg 
gaagtggctg 
ggctgtccgg 
cgcagggtta 
tccctgcctc 
gcaagggctt 
aacacgctct 
actgagagee 
tcttaggttt 
tattcctaac 
ttcatgggca 
taagattgtt 
tggcagtatt 
gtgctctgta 
gtcttccaaa 
atactttacc 
agaaataaag 
tgcccgcctc 
acctacagag 
atgtgcaacc 
ggtggggatg 



ctcggttctg 
ctgggcacag 
ttgggctgat 
tactgtgcag 
ccctatatta 
tatctcctca 
gaacatcatc 
gctgtagccc 
gacaggggga 
aatggaactg 
ctgagtggag 
gccacagcca 
ggctgttact 
gagtgggctc 
cagggcttcc 
tgtttctgcc 
ccttcagaca 
cagagtctgg 
gtgtgtgtga 
cctgttctgt 
tttagttcca 
gttgcaattt 
tcctttcata 
gccctcctgc 
gagctgggat 
tgatgetget 
tttgtcaaca 
ccctgggtct 
gcaaatccaa 
ctcacaaaaa 
gctcatgaat 



ctctgagatg 
ggcaggtatg 
tgacagaggt 
atgtttgtaa 
ctctcctggg 
ggtgaccagt 
ccactgggag 
tagagcactt 
tgaatattta 
gtgctgtgac 
cctgagacct 
gagggaacag 
gtctcttctg 
ctttcttttt 
gccaccagcg 
ctgcctgaaa 
atgaggcatt 
taggagcega 
tccttcccct 
ggggctcttt 
gagtggaggg 
gtgtctaaca 
aatcatgaat 
attgtgtgtg 
ccaactcttc 
tccatcctcg 
ggcagatgea 
ctcctttata 
aatgtcagaa 
cccgacagat 
attaatgagc 



ggcagagaag 
tgggaggctg 
cagtcattac 
gttaaacata 
atctgagttt 
tttggggacc 
tggttatgtt 
tgtttgtggg 
ctttcccacc 
tcctgctgct 
gcacaacagc 
taacagccca 
gttataaagc 
ggaatccttt 
tetctgetgt 
gagagggctc 
ctgtcctcct 
agttgccaca 
ccctgttcgc 
taataaccag 
gctttggtcc 
agctgtagca 
fctatcagtgt 
cagctcaagt 
tcacagttct 
cagtctgtct 
aagccctggc 
tgatgeagea 
gaagttcatt 
gctaagctaa 
t 



atgegggeca 
ggctgettag 
agccccttat 
agacacaggg 
ctgeaggtea 
cgtatgtggc 
gtatccccat 
aggctggect 
tecttgettt 
ggggatttat 
tcatggtcat 
ggggecttta 
agacatgtgg 
tcttctcctt 
gttgcgcagt 

tggggatgga 
gctgcccatt 
ggcattctgc 
ccactcctcc 
cctatggttg 
tgaaataaaa 
gagaaggagg 
ggaaataatg 
tcaccactgg 
gggcgtgaac 
gaggtgccag 

tggtattcat 

gagcaaggcg 
taaaagggga 
tggcatccgc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1841 
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<2X0> 634 

<211> 1324 

<212> DNA 

<213> Homo sapiens 



<400> 634 

cgattccgga gagggagcct gagaaacggc taccacatcc aaggaaggca gcaagcgcgc 60 

aaattaccca ctcccgaccc ggggaggtag tgacgaaaaa taacaataca ggactctttc 120 

gaggccctgt aattggaatg agtccacttt aaatccttta acgaggatcc attggagggc 180 

aagtctggtg ccagcagccg cggtaattcc agctccaata gcgtatatta aagttgctgc 240 

agttaaaaag ctcgtagttg gatcttggga gcgggcgggc ggtccgccgc gaggcgagcc 300 

accgcccgtc cccgcccctt gcctctcggc gccccctcga tgctcttagc tgagtgtccc 360 

gcggggcccg aagcgtttac tttgaaaaaa ttagagtgtt caaagcaggc ccgagccgcc 420 

tggataccgc agctaggaat aatggaatag gaccgcggtt ctattttgtt ggttttcgga 480 

actgaggcca tgattaagag ggacggccgg gggcattcgt attgcgccgc tagaggtgaa 540 

attcttggac cggcgcaaga cggaccagag cgaaagcatt tgccaagaat gttttcatta 600 

atcaagaacg aaagtcggag gttcgaagac gatcagatac cgtcgtagtt ccgaccataa 660 

acgatgccga ccggcgatgc ggcggcgtta ttcccatgac ccgccgggca gcttccggga 720 

aaccaaagtc tttgggttcc ggggggagta tggttgcaaa gctgaaactt aaaggaattg 780 

acggaagggc accaccagga gtggagcctg cggcttaatt tgacccaaca cgggaaacct 84 0 

cacccggccc ggacacggac aggattgaca gattgatagc tctttctcga ttccgtgggt 900 

ggtggtgcat ggccgttctt agttggtgga gcgatttgtc tggttaattc cgataacgaa 960 

cgagactctg gcatgctaac tagttacgcg acccccgagc aggagaacag cactgtaggc 1020 

atgaagatcc aggaggagct gcaacgttcc gggggcctgg accacctcgt act ct caeca 1080 

ggagaatggc ccgtgagtga caacaccatc atgeacateg caaccgccga ggccctcacc 1140 

acagactact ggtgcctgga tgatctgtac egggagatgg tgagatgeta tgtggaaatc 1200 

gttgagaagc ttccagaacg ccggccagac ccagctacca ttgaaggctg tgctcagcta 1260 

aageccaata actaccttct cgcctggcac acaccgttca atgaaaaagg ctcagggttt 1320 

ggag 1324 



<210> 635 
<211> 519 
<212> DNA 
<213> Homo sapiens 



<400> 635 

cccacgcgtc eggagcaett tatttttttt caagttattt tttgcattgt tttggagtag 60 

cttcgaataa taaacacata tttctgcttt aaatttttaa tagttaacta cattcatggg 120 

acaaccaaag caagaaagee tcatgttttg ggggaaagtt tgatatcagc aatgtccaga 180 

caagagecaa agatgtttgt ettgetctat gttacaagtt ttgccatttg tgccagtgga 240 

caaccccggg gtaatcagtt gaaaggagag aactactccc ccaggtatat ctgeagcatt 300 

cctggcttgc ctggacctcc agggccccct ggagcaaatg gttcccctgg gccccatggt 360 

cgcatcggcc ttccaggaag agatggtaga gaeggcagga aaggagagaa aggtgaaaag 420 

ggaactgcag gtttgagagg taagactgga ccgctaggtc ttgccggtga gaaaggggac 480 

caaggagaga ctgggaagaa aggacccata ggaccagag 519 
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<210> 636 

<211> 1396 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (1396) 
<223> n = a,t,c or g 



<400> 636 

ttgaaaccag caccttccct ttctctgagt cctgcctcct tctgcagaag ggagctcaaa 60 

agaactttgt tgttttgcct tttactctgg ggtgaaagcg gcaggaggta tgtgagatgg 120 

tgaaatgatt tgcttctgcc atgctggggt cacgggtgga tcgccctaaa ctctcggtgg 180 

ccccctcagt agttttggaa gaggaccaag tccttgtctc tccagcagtg gacctggaag 240 

caggatgccg gctcagggac ttcactgaga aaataatgaa tgtcaaagga aaagtaattc 300 

tgtcaatgct ggttgtctca actgtgatca ttgtgttttg ggaatttatc aacagcacag 360 

aaggctcttt cttgtggata tatcactcaa aaaacccaga agttgatgac agcagtgctc 420 

agaagggctg gtggtttctg agctggttta acaatgggat ccacaattat caacaagggg 4 80 

aagaagacat agacaaagaa aaaggaagag aggagaccaa aggaaggaaa atgacacaac 540 

agagcttcgg ctatgggact ggtttaatcc aaacttgaag gaatccgaat aactaaactg 600 

gactctggtt ttctgactca gtccttctag aagacctgga ctgagagatc atgcggttaa 66 0 

ggagtgtgta acaggcggac cacctgttgg gactgcgaga ttctcaaggg gaaggactgg 720 

gtctcatttc tcccatctca gcgcttagca ggatgacctg gtatagagca gggaactggg 780 

aaatgtgggt caggggatca gacactccag ttgggtcttt tatataaatt aaatggcaaa 840 

aggctccata cccttctcct tctttcctac cctccacttt atctgcaaaa tgggaatgat 900 

gataacaccc acttcataga atggtcatga agatcaaatg agagaataaa agtcaagcac 960 

ttagcctctg gtgcacaata agtattaaat aagtatacct attcctcctt ttcctttttt 1020 

taaaataata ttaccaaatg tccagcttat acacatttac aagacttagc tagtgggcta 1080 

tgttagagct actaaaagat ctttgacaag ctaaaactaa gatgcaatga atgaggtgta 1140 

acgaacaaga gagttttaag ttcagaaatg gttacagaag tataagacag ctgtgtgggt 1200 

gttttttggt ttttggtttc tggtttacaa tctcgtcatt caacaaagat gggagtttta 1260 

tagaactaaa agcaccatgt aagctactaa aaacaacaac aaaaaaggct catcatttct 1320 

cagtctgaat tgacaaaaat gccaatgcaa ataaaaatga ttacttttta ttttaaaaaa 1380 

aaaaaagnaa aaaaaa 1396 



<210> 637 

<211> 1475 

<212> DNA 

<213> Homo sapiens 



<400> 637 



attcccgggt cgacgatttc gtggccgtcc ggcctccctg acatgcagat ttccacccag 
aagacagaga aggagccagt ggtcatggaa tgggctgggg tcaaagactg ggtgcctggg 
agctgaggca gccaccgttt cagcctggcc agccctctgg accccgaggt tggaccctac 
tgtgacacac ctaccatgcg gacactcttc aacctcctct ggcttgccct ggcctgcagc 
cctgttcaca ctaccctgtc aaagtcagat gccaaaaaag ccgcctcaaa gacgctgctg 
gagaagagtc agttttcaga taagccggtg caagaccggg gtttggtggt gacggacctc 
aaagctgaga gtgtggttct tgagcatcgc agctactgct cggcaaaggc ccgggacaga 
cactttgctg gggatgtact gggctatgtc actccatgga acagccatgg ctacgatgtc 
accaaggtct ttgggagcaa gttcacacag atctcacccg tctggctgca gctgaagaga 
cgtggccgtg agatgtttga ggtcacgggc ctccacgacg tggaccaagg gtggatgcga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
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gctgtcagga agcatgccaa gggcctgcac atagtgcctc ggctcctgtt tgaggactgg 660 

acttacgatg atttccggaa cgtcttagac agtgaggatg agatagagga gctgagcaag 720 

accgtggtcc aggtggcaaa gaaccagcat ttcgatggct tcgtggtgga ggtctggaac 780 

cagctgctaa gccagaagcg cgtgggcctc atccacatgc tcacccactt ggccgaggct 84 0 

ctgcaccagg cccggctgct ggccctcctg gtcatcccgc ctgccatcac ccccgggacc 900 

gaccagctgg gcatgttcac gcacaaggag tttgagcagc tggcccccgt gctggatggt 96 0 

ttcagcctca tgacctacga ctactctaca gcgcatcagc ctggccctaa tgcacccctg 1020 

tcctgggttc gagcctgcgt ccaggtcctg gacccgaagt ccaagtggcg aagcaaaatc 1080 

ctcctggggc tcaacttcta tggtatggac tacgcgacct ccaaggatgc ccgtgagcct 114 0 

gttgtcgggg ccaggtacat ccagacactg aaggaccaca ggccccggat ggtgtgggac 1200 

agccaggtct cagagcactt cttcgagtac aagaagagcc gcagtgggag gcacgtcgtc 1260 

ttctacccaa ccctgaagtc cctgcaggtg cggctggagc tggcccggga gctgggcgtt 132 0 

ggggtctcta tctgggagct gggccagggc ctggactact tctacgacct gctctaggtg 1380 

ggcattgcgg cctccgcggt ggacgtgttc ttttctaagc catggagtga gtgagcaggt 1440 

gtgaaataca ggcctccact ccgaaaaaaa aaaaa 1475 



<210> 638 

<211> 1131 

<212> DNA 

<213> Homo sapiens 



<400> 638 

gagtggtaaa attcacagaa gttccaggtt catcatgtca ggatcattcc ttgtgcaaag 60 

tttgatgtag atgaagataa agtggtttct tggtcaataa ttgcaattgc tttcttttaa 120 

agtcagtggg tttcttgtat agttctatta caattggccc aagtttaatt tcatccatct 18 0 

ccatgaaagc aaaacacttg gtgctggtaa accttttttt aggcttgtag tgtttgaatt 240 

caaagaagat agctgcacct ttggttaatt tttcaacatg cttctggagc tcaatgtcca 3 00 

cattaaaatg aacatatgta tcttcttttc ttgaagccac aggagtatct tgcacaggag 360 

ttaagtctat gccattcaga tcctttacac taactgtaat atagggattg atgcactgcc 420 

cagcatcttt caaaccaatt ttctcaattc tgatagtgag taatgtcatt cctggttccg 480 

atggcaacct tggtaataaa gtaccgggaa ctctagcagg aaaagaatca ggagaccctg 54 0 

ctccagcacc accctcttct tcatcttctt caaattccaa attctcttct tcaccaggtg 600 

ccaaaattct tcttaatggg acaggctgaa catcaaatgg gaattcttta ttatatgtaa 660 

gaatattctt taggattggt tctagcttct tcaggtcctc cagtttaaat tcttcttgag 720 

actgtgtgga ctgtaaagct gcacttcgca attccaagca tgttgcaatt ttgcctatgg 780 

ttttcttttg ttcttctgtg aattcagaat tattgtgttg agcttgggcc tccttttgta 840 

gatgtcttgc taatatctga tactcgtcta tcgcctccac cagctggccc caagagtcga 900 

agtcggcgcc tctcctaaaa ctggcgcccc agcgctgcag cagactccgg gtcacctccg 960 

acatggccgg tccccacccc gtcccctccc gcccctaccc cagcaaggcc gggttctagg 1020 

gcgccatcct cccccggcct ggccccgaca ttaacagggc caggaggaac cgctacggcc 1080 

accaccgcca cccgccgagg agccgcccaa gcccatttgc cgcccatgta t 1131 



<210> 639 

<211> 1844 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (1844) 
<223> n = a,t,c or g 
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<400> 639 

cagaactntg ggagtccgag gcagacagat cacctgaggt caggagctca agaccagcct 60 

gaccaacatg gcgaaaccct gtcgccacta aaaacacaaa attaggcctg gtggcgcatg 120 

cctgtaatcc cagccactcg gtaggccgag gcaggagaat cgcttgaacc caggaggagg 180 

gaggttgcgg taaactgaga tcgcgccatt gcattccagc ccgggcacca agagcaaaac 240 

tcggtctcaa ataaataagg ctctaacaat tgttctcata ttttaacatc cacaatgtga 300 

ttcaagatgt aatcaacata aagcttgatt gcattatttt gcatgctaag ttttccaaat 360 

ccagcttcgt gtcacaccta cagcacatct cactcaagct ggccacatcc ctgccatcca 420 

gacgtaaaac agtcacaaga cagggctggc agggccgcgg aggaggccgg caggggccat 48 0 

cacggagtgc ccatcctgca ctgtggtccc agcaagtttc ttcctcctgg caagaagcct 540 

gtcccaggct ggcaggggac agcgtgaggt gcagcctatg gactgggaaa ggggtgtgga 600 

agggccacac ctaagtccta aaatccaggc ccaaaagtgg cccaactcac ttctctgact 660 

ttaatcacac aggcataccc ggtggcaaag gagtatggga aatggagtca ggctgggtag 720 

ccacgagccc aggaagaagg gagaacagac ttggagaggg caggagtctc tggccaccag 780 

gggctaaaga gccttcgatg aggcagtgat gtggggtcct gggctcagac ccagggtggg 840 

tggctaaggt gcccttgcca ggacttagcc accccaacag agatgggttt cgtgcccacg 900 

agagtgcctg tgccttgtga cgagaattca ccatgttttt gtctctgcag gcagagaaca 960 

gcattgactt catcagcagg gagctgtgtg cgcattccat caggaagctg caggccca tg 1020 

tcctgttgat caagtgagtc tggacccatc cccttcagtc accccccaag gagacatggg 1080 

cgccaggaat ctccgggagg gggccctggc atgaggctcc aagttctctg cgtgtcgacc 1140 

acatcgctaa gactcaagat cttttttggg aagcccccct ggcagcaggg tcatggaagg 1200 

aggaaggtca gaggagggga gggctcaggc agcaggggat gggccggggc tgtcccatgc 1260 

ctttccacag gtgtcagcgg ggggcatgcc caggtaaggc tccataacca gtgagcccag 1320 

tctcgactca ctgcaacctc tgcctcctgg attcaaacga ttctcctgcc tcagcctccc 1380 

gagtagctgg gactacaggc gcccgccacc aggcctggct tatttttgta tttttagtag 1440 

agacgaggtt tcgccatgtt ggccaggctg ctctccatct cctgacctca tgatccgcct 1500 

gcctcggcct cccagtgttg ggattacagg cgtgagccac cgtgcgtggc ccaccataga 1560 

caatttttaa gccataaaaa gaaacgaagc actgacacgg gctccagcat ggatgagcct 1620 

ttaaaacatc gcgctaagtg gacgaattca gacacaaccg tctacgtgtt gtatggctgc 1680 

attcacgttc aagtcaagtc caaatagggc acactgcaga gacaaagcca ggtcatggtt 1740 

gctcaggacc ggaagcctgt tgggggtggg ggggtggggt gtgtgtgtgt gtgtgtaagc 1800 

tcagaggttt gcgatttctt tgggggtgat gaaaatgtaa ttgt 1844 



<210> 640 
<211> 1210 
<212> DNA 

<213> Homo sapiens 



<400> 640 

ggaagtagga ggagagtcag gactcccagg acagagagtg cacaaactac ccagcacagc 60 

cccctccgcc ccctctggag gctgaagagg gattccagcc cctgccaccc * acagacacgg 120 

gctgactggg gtgtctgccc cccttggggg gggggcagca cagggcctca ggcctgggtg 180 

ccacctggca cctagaagat gcctgtgccc tggttcttgc tgtccttggc actgggccga 240 

agcccagtgg tcctttctct ggagaggctt gtggggcctc aggacgctac ccactgctct 300 

ccgggcctct cctgccgcct ctgggacagt gacatactct gcctgcctgg ggacatcgtg 360 

cctgctccgg gccccgtgct ggcgcctacg cacctgcaga cagagctggt gctgaggtgc 420 

cagaaggaga ccgactgtga cctctgtctg cgtgtggctg tccacttggc cgtgcatggg 480 

cactgggaag agcctgaaga tgaggaaaag tttggaggag cagctgactc aggggtggag 540 

gagcctagga atgcctctct ccaggcccaa gtcgtgctct ccttccaggc ctaccctact 600 

gcccgctgcg tcctgctgga ggtgcaagtg cctgctgccc ttgtgcagtt tggtcagtct 660 

gtgsrgctctg tggtatatga ctgcttcgag gctgccctag ggagtgaggt acgaatctgg 72 0 

tcctatactc agcccaggta cgagaaggaa ctcaaccaca cacagcagct gcctgactgc 780 
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agggggctcg 
tcagcagatg 
ctctccctgt 
gtgaggcctc 
cagtgccata 

ggggaacttc 

ctccaacctc 
cacagacctg 



aagtctggaa 
gtgacaacgt 
actggaatca 
ccccttccca 
tcagagagga 
tgccttcctg 
cttcctttat 



cagcatcccg 
gcatctggtt 
ggtccagggc 
agtccattcc 
tccttgaaga 
gtttccttga 
ttgttccaca 



agctgctggg 
ctgaatgtct 
cccccaaaac 
cactgtaggc 
ggactcaccc 
ctttggcctc 
gactggaccg 



ccctgccctg 
ctgaggagca 
cccggtggca 
cgatgcctgt 
caagcaaggg 
ctcctcttcc 
cagatcatta 



gctcaacgtg 
gcacttcggc 
caaaaacctg 
gcaaaggacg 
aaaattggtg 
tccttatctt 
ccttgaacca 



840 
900 
960 
1020 
1080, 
1140 
1200 
1210 



<210> 641 

<211> 1108 

<212> DNA 

<213> Homo sapiens 



<400> 641 

catatgaaca tttcaataaa ggtagaaaaa gcacttgata ttgaatgctt tcctcttgat 60 

tttacaacca agacaaggaa gtccattatc actatttcta ttcaatagtg gacatactag 120 

ccagcaacaa aactaaaagg tataaagatt acaggaaagt taaaccatct ctattcacag 180 

actgcaagat tgtaatcaca taaattccaa aagactctac agactctaca gtcccacggc 240 

agccccttcc tccgcgccgc ggcggcgcct ccggcccacg tcacgctcgc gccattgttt 300 

cccagccgct gctcgctggg accccgccag ccctcgagcg cggccattcg ccgcgttctg 360 

ccctctcccc cctttcctca cgctggtggt ggccctttcc tcagtcctgc tgatgtcctc 420 

cagctgattc caggctgttc ccggccaccc ctgaggccgt cctttcgctt cttgtaaaag 480 

cctccccgcc tcctgagctc cctcggtcgc ctcccgagaa gccaacgggc ctctctggtg 540 

gagcgctagg ttgacagcgt tttagcagga ccgcgagaaa ccggggagat cctcttacga 600 

ggaaaaactc caagattaca tccctgttat ctttcctcca agtagtttct gatcataagt 660 

tatttgttta aaaatgatgt tttaattaga atttatttga tggcttttaa aaaactttta 720 

ctgacactca acatgtttgt ttttgtagga actgactaag actttggaac agaaaccaga 780 

tgatgcacaa tattatcgtc aaagagctta ttgtcacatt cttcttggga attactgtgg 840 

tgcagatgct aatttcagtg actggattaa aaggtgtcga agctcagaat ggctcggaat 900 

ctgaggtgtt tgtggggaag tatgagaccc tcgtgtttta ctggccctcg ctgctgtgcc 960 

ttgccttcct gctgggccgc ttcctgcata tgtttgtcaa ggctctgagg gtgcacctcg 1020 

gctgggagct ccaggtggaa gaaaaatctg tcctggaagt gcaccaggga gagcacgtca 108 0 

agcagctcct gaggataccc cgccctca 1108 



<210> 642 

<211> 2418 

<212> DNA 

<213> Homo sapiens 



<400> 642 

cggagattcg tacgagcggc accatggccc cgcgggggcg gcggcggccg cggcctcaca 60 

ggtctgaggg cgcaagacgt tcaaagaaca ctttagaaag aacacattcc atgaaagata 12 0 

aagctggtca aaagtgcaag cctattgacg tgttcgactt tcctgataat tctgatgtct 180 

caagcattgg caggctgggt gaaaatgaga aagatgaaga aacttatgag acctttgatc 240 

ctcctttaca tagcacagct atatatgctg atgaagaaga attctccaaa cattgtggac 300 

tgtctctctc ttcaactcct ccaggaaaag aagcaaaaag aagttcagac acttctggaa 360 

atgaagcaag tgaaatcgaa tctgtaaaaa ttagtgcaaa aaagccagga agaaagctca 420 
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ggcccattag tgatgactct gaaagcattg aagaaagtga tacaaggaga aaagttaaat 480 

cagcagagaa aataagtaca caacgtcatg aggttattcg aaccacagcg tcttcagaac 540 

tttcagagaa accagctgag tctgtcactt ctaaaaagac aggacccctt agtgcccagc 600 

cctctgttga aaaagagaac ttggcaatag aaagtcaatc gaaaactcag aaaaaaaggg 660 

aagatatctc atgacaaaag gaagaaatca agaagtaaag ccataggctc agatacttct 720 

gacattgtgc acatttggtg tccagaagga atgaaaacca gtgacatcaa ggagttgaat 780 

attgttttgc ctgaatttga gaaaacccac ctagagcatc aacaaagaat agaatctaaa 840 

gtttgtaagg cagccatcgc cacattttat gttaatgtta aagaacaatt catcaaaatg 900 

cttaaagaaa gccagatgtt gacaaatctg aaaaggaaga atgctaagat gatttcagat 960 

atcgaaaaga aaaggcagcg tatgattgaa gtccaggatg aactgcttcg gttagagcca 1020 

cagctgaaac aactacaaac aaaatatgat gaacttaaag agagaaagtc ttcccttagg 1080 

aatgcagcat atttcttatc taatttaaaa cagctttatc aagattattc agatgttcaa 1140 

gctcaagaac caaacgtaaa ggaaacgtat gattcatcca gccttccagc tctgttattt 1200 

aaagcaagaa cacttctggg agccgaaagc catctgcgaa atatcaacca tcagttagag 1260 

aagctccttg accagggatg agaagagcag tctactaaaa tgtgcctata ggaagactag 1320 

tctcatgctg ttaccttctg aaactgtacc tttataaatc aattgttttg caaagaagtt 1380 

atggcctact tagaatctaa aatttgttat tcaaattaaa tggctgtgaa caatgttaaa 1440 

tagcatcagt ttgtccaata gttttaaagg ccataatcat cttttctggt taatatcttg 1500 

agtaatttta aaatgttgac accttaatcg gtcccaggta tgagctataa taaacttgta 1560 

aaattaagtt gatgtgaaca taattttgat taattaataa ggcgatttct cctgaattta 1620 

caccaaagct aatttttaat gaaattgggt ttacaggaag gtaaaaaaca aaaattggga 1680 

aaggcaaagt aataaaactt agtttatata aacaggttga atgatatatt tatcaaatct 1740 

cacagacatc aggcaaatta tagcctggtg acaaaagtgt tcatagtgaa ttagttactc 1800 

ttgtaatact tctataatta gttcatcagg aatttcatcc acttcactgt tataactgag I860 

aagactgttc tctgcagctt cagctaattc agcatcttca gtagcttcta aaaaataagc 1920 

atcatcaatg ccattatccc agacagcatc agcagatgca cctgttgaca gcctgctagg 1980 

tgatggttta tgaggattct gggtttcatt gctcctagtt tcatctgctt catctgttgt 2040 

aaactcttct tcctctttga aaaaaaacag gagacatact tcagcaggta atgggaaaca 2100 

gtcagatttg aagttttttg ctttacatac agggtcatga cattttttat accaaacttc 216 0 

atttttcaga tcaaccagaa tcctttttgt ttaaaaaaaa aaaaaagtat taataccaag 222 0 

actgggtaga aaacaaaatc cagctgcatg ctgttccaag aaatatgcct aagacttaaa 2280 

gatggagaaa aattaaaaag taaaaggata aggatagata cataccaatc aaaacggtgg 2340 

ttgccaaaaa tcacacaaaa tgaactgcag ggcaaaaagt agatactgat gaaagttccc 2400 

ccaggaagat gtaacaat 2418 



<210> 643 

<211> 1166 

<212> DNA 

<213> Homo sapiens 



<400> 643 

atgttcccac gaaagcgata ttcccgtcca cccagtgtaa aacgccggcc cgtgcccttg 60 

cttattatta agcatccatt taggggaaag gtttcaatgc gccgtcccgt gttaagatag 120 

ggccccccaa ggaaccttta aaaaggcccc cccctttttt tttttttgaa agtataaaaa 180 

tcattttact ttaatacaaa atcacataaa gaaaggcatg ttggctaaat caaatattca 240 

ctaaatatca gtgaagtcac cactggaatc tcaatagcac attttcctgc tttcttttct 300 

cccttctgct aaccattgaa gaccagggtc atccgtggga gcagatgagt aggacacgcg 36.0 

tctgcacgct ggaggccctg ggggttgaca tgggagcagg aagtggaccc ccccaccctg 420 

cacatccctt ctgtttttct tgatttcagt ctcactggcc caggccaaat cttcaagggt 480 

gtctagttct gcagccaggg agaaagtgat gccaagagaa cctcgtctcc tccctcctca 540 

gtctgctttg aaggggaaat aaatacacag gcctagtgtg tctgtgtggc acagggaggt 600 

ggttttgcca ggcatcttgg aaggttgtct tctagaatca gagccatagc cttacttgtg 660 

gccttggatc taggtctgtt tccccgatcg aaaaaagaac agctttttta tgattgtctt 720 

ctcctccttg ttcctgccag catttttggc actagtaacc acagcatctt tttctcttct 780 

tcctcctggg ccttctcttg gtggaatcag gccactcccc gctggccgga gggctctgtc 840 

tccgcagccc ctccacctcc ttcctgaggt ggtccctctc catcttcagc tcctccagcg 900 
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ccaggctgcc ctcattcacc agcgcctcca gcatctccag gacgcggacg actttgaact 960 

gcagctgcgt cacccggggg tcgctgccca gggccataag ctcgcggccc aacaggtagg 1020 

agatgtcata cacgtcctcg gcggtcagct ggaaggggct cttgcccagc gccccctcgg 1080 

gcccaacctc gtccctctcc tcgtcctcct ctccctcctc ctattcctct tctcgcacag 1140 

ggggctcctc catggccacc cagacc 1166 



<210> 644 

<211> 1024 

<212> DNA 

<213> Homo sapiens 



<400> 644 

ccccgaaatg accaccgtct cacccaatca agacgtgatt catcaagtaa gacccgcgcc 60 

tttctggtcc ccaggttcct tcccgctcac gccggagtca cttccgaaga gagaaccgcc 120 

atgaagagag aagggggtgc cgcccacctc tgctccgaca gcctcccgga gtcccagcag 180 

caagacggca accacgcacc caacttctcc agccacggct catgccgccg tcgccagcgg 240 

cgccgacatg acaaggcgct gcatgcccgc taggccaggt ttcccctcat ccccagcccc 300 

ggggtcgtcg cccccgcgct gccatctgag acccggtagt accgcccatg ctgcagcggg 360 

aaagagaaca gagagtcctg gggacaggta ccgtgcagag ggcttgagaa ggggccgggt 42 0 

cgcgggggca agggtatgag gggagggctg cagaccgccg ctcttccagt tcccgccatc 480 

ctccgcgagc tcaggcgttg gcatttcggg gcctggcaaa tccccgcccc gcctccgcgc 540 

aggggctact gggagttgga gtttgcttct ctgtagttgg gcagctgctc ttggtctagt 600 

gaccaccagc ctggacagct acggagaacc cgccttaggt agaaagaaag fcgattttttt 660 

cctttgcaag agtttgaccc gggaccctaa ctgcttaatg catatttaga tcgttttctg 720 

tacgttgbca gttctactga tcctagtggt ttagtaatat aaaccttttc tatgttgtgg 780 

gtgaaattat gtaacctgtg atgagggaat cccttccacg aattactttg tagtccagcg 840 

tgcacgctag ttcatactta aaagaacttg cagatttgga atgtgacgtg ttttctcttt 900 

cagtaacttc gacgcctctc caagaggcta attttttttt aaagattttg tgggagctat 960 

gtaatgagat ggggagtttc atctaatgac atcctctgac aataaaacat gtttaaattc 1020 

ccta 1024 



<210> 645 
<211> 499 
<212> DNA 
<213> Homo sapiens 



<400> 645 

acccacgcgt ccgaaaagag cagagctacc atgtcctctt ggagcagaca gcgaccaaaa 60 

agcccagggg gcattcaacc ccatgtttct agaactctgt tcctgctgct gctgttggca 120 

gcctcagcct ggggggtcac cctgagcccc aaagactgcc aggtgttccg ctcagaccat 180 

ggcagctcca tctcctgtca accacctgcc gaaatccccg gctacctgcc agccgacacc 240 

gtgcacctgg ccgtggaatt cttcaacctg acccacctgc cagccaacct cctccagggc 300 

gcctctaagc tccaagaatt gcacctctcc agcaatgggc tggaaagcct ctcgcccgaa 36 0 

ttcctgcggc cagtgccgca gctgagggtg ctggatctaa cccgaaacgc cctgaccggg 420 

ctgcccccgg gcctcttcca ggcctcagcc accctggaca ccctggtatt gaaagaaaac 480 

cagctggagg tcctggagg 499 
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<210> 646 
<211> 709 
<212> DNA 
<213> Homo sapiens 



<400> 646 

ctgacttaca gctcttataa actagtggca atttctgaac ccagccggct ccatctcagc 60 

ttctggtttc taagtccatg tgccaaaggc tgccaggaag gagacgcctt cctgagtcct 120 

ggatctttct tccttctgga aatctttgac tgtgggtagt tatttatttc tgaataagag 180 

cgtccacgca tcatggacct cgcgggactg ctgaagtctc agttcctgtg ccacctggtc 240 

ttctgctacg tctttattgc ctcagggcta atcatcaaca ccattcagct cttcactctc 300 

ctcctctggc ccattaacaa gcagctcttc cggaagatca actgcagact gtcctattgc 360 

atctcaagcc agctggtgat gctgctggag tggtggtcgg gcacggaatg caccatcttc 420 

acggacccgc gcgcctacct caagtatggg aaggaaaatg ccatcgtggt tctcaaccac . 480 

aagtttggaa atttgacttt ctgtgtggct ggagcctgtc cgaacgcttt gggctgttag 540 

gggtaagtca aaagtgcatt cccccctgcc tcacacattt ttttggttca gcccccccac 600 

ttgtcttttt gctcctggtc attcagaact tgcagaagaa tcaacagagt ttttacttga 660 

tgaaatggtc ctaataaact gcttttttat tcttgctagg aaaaaaaaa 709 



<210> 647 

<211> 1498 

<212> DNA 

<213> Homo sapiens 



<400> 647 

tttcgtgcgg gggtgggctc tgcgcgtaat ggcagcgccg tggcctcgcg tccatctttg 60 

ccgttctctc ggacctgt ca caaaggagtc gcgccgccgc cgccgccccc tccctccggt 120 

gggcccggga ggtagagaaa gtcagtgcca cagcccgacc gcgctgctct gagccctggg 180 

cacgcggaac gggagggagt ctgagggttg gggacgtctg tgagggaggg gaacagccgc 24 0 

tcgagcctgg ggcgggcgga ccggactggg gccggggtag gctctggaaa gggcccggga 300 

gagaggtggc gttggtcaga acctgagaaa cagccgagag gttttccacc gaggcccgcg 360 

cttgagggat ctgaagaggt tcctagaaga gggtgttccc tctttcgggg gtcctcacca 420 

gaagaggttc ttgggggtcg cccttctgag gaggctgcgg ctaacagggc ccagaactgc 480 

cattggatgt ccagaatccc ctgtagttga taatgttggg aataagctct gcaactttct 54 0 

ttggcattca gttgttaaaa acaaatagga tgcaaattcc tcaactccag gttatgaaaa 600 

cagtacttgg aaaactgaaa actacctaaa tgatcgtctt tggttgggcc gtgttcttag 660 

cgagcagaag ccttggccag ggtctgttgt tgactctcga agagcacata gcccacttcc 720 

tagggactgg aggtgccgct actaccatgg gtaattcctg tatctgccga gatgacagtg 780 

gaacagatga cagtgttgac acccaacagc aacaggccga gaacagtgca gtacccactg 840 

ctgacacaag gagccaacca cgggaccctg ttcggccacc aaggaggggc cgaggacctc 900 

atgagccaag gagaaagaaa caaaatgtgg atgggctagt gttggacaca ctggcagtaa 960 

tacggactct tgtagataat gatcaggaac ctccctattc aatgataaca ttacacgaaa 1020 

tggcagaaac agatgaagga tggttggatg ttgtccagtc tttaattaga gttattccac 1080 

tggaagatcc actgggacca gctgttataa cattgttact agatgaatgt ccattgccca 1140 

ctaaagatgc actccagaaa ttgactgaaa ttctcaattt aaatggagaa gtagcttgcc 1200 

aggactcaag ccatcctgcc aaacacagga acacatctgc agtcctaggc tgcttggccg 1260 

agaaactagc aggtcctgca agtataggtt tacttagccc aggaatactg gaatacttgc 1320 

tacagtgtct gttacagtcc caccccacag tcatgctttt tgcacttatc gcactggaaa 1380 

agtttgcaca gacaagtgaa aataaattga ctatttctga atccagtatt agtgaccggc 1440 
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ttggtcacat tggagtcctg gggctaatga tcctgattat ctgaaacgtc aagttggt 



1498 



<210> 648 

<211> 1013 

<212> DNA 

<213> Homo sapiens 



<400> 648 

agattcggca ctaggggctt ggctaaaagt aagggtgtcg tgctgatggc cctgtgcgca 60 

ctgacccgcg ctctgcgctc tctgaacctg gcgcccccga ccgtcgccgc ccctgccccg 120 

agtctgttcc ccgccgccca gatgatgaac aatggcctcc tccaacagcc ctctgccttg 180 

atgttgctcc cctgccgccc agttcttact tctgtggccc ttaatgccaa ctttgtgtcc 240 

tggaagagtc gtaccaagta caccattaca ccagtgaaga tgaggaagtc tgggggccga 300 

gaccacacag gccgaatccg ggtgcatggt attggcgggg gccacaagca acgttatcga 360 

atgattgact ttctgcgttt ccggcctgag gagaccaagt caggaccctt tgaggagaag 42 0 

gttatccaag tccgctatga tccctgtagg tcagcagaca tagctctggt tgctgggggc 48 0 

agccggaaac gctggatcat cgccacagaa aacatgcagg ctggagatac aatcttgaac 540 

tctaaccaca taggccgaat ggcagttgct gctcgggaag gggatgcgca tcctcttggg 600 

gctctgcctg tggggaccct catcaacaac gtggaaagtg agccaggccg gggtgcccaa 66 0 

tatatccgag ctgcagggac gtgtggtgtg ctactgcgga aggtgaatgg cacagccatt 720 

atccagctgc cctctaagag gcagatgcag gtgctggaaa cgtgcgtagc aacagtaggc 780 

cgagtatcca acgttgatca taacaaacgg gtcattggca aggcaggtcg caaccgctgg 840 

ctgggcaaga ggcctaacag tgggcggtgg caccgcaagg ggggctgggc tggccgaaag 900 

attcggccac taccccccat gaagagttac gtgaagctgc cttctgcttc tgcccaaagc 960 

tgatatccct gtactctaat aaaatgcccc ccccccccgt tttaaaaaaa aaa 1013 



<210> 649 
<211> 1504 
<212> DNA 

<213> Homo sapiens 



<400> 649 



ttcggcacga agcgtgtctc ggggtggacg atgttatttg aaaagttaca ggacagattt 
tctgtgttaa tggacatgag ccatacattg agagggctgc tggctactga aagaaatata 
aaattttaaa atttctgaaa tcatgcagtt aacatctgca cacttcacta tattttaagt 
ttttgttaat ataaaagaat aagaaaacag aaaagtatta ctgttaaaca ataatagaga 
aatgtatact ttatttataa atttctccct ctagctgatc atacagttga ccagttcagg 
gtgcccgctg ctggttggat gccaggcgga atgtcagggt gttctctggt gtctgttgtg 
gctgtgggat ccacggttac tgggcggagc cctgtggtgg ctgtggtgcc atggaggggc 
tgcgatcttc tgtggagctg gaccctgagc tgactccagg gaagctggat gaggagatgg 
tggggctgcc accccatgac gcgagtcctc aagtcacttt ccacagcctc gatgggaaga 
cagtggtgtg tccacacttc atgggcttac tgctgggtct cttactttta ttgactttgt 
ctgttaggaa ccaactctgt gtaagaggtg aaaggcagct tgcagaaaca ctgcattcac 
aggtgaagga gaaatcccag ctcattggca agaaaacaga ttgtagagac tgaggcatct 
ttaaaagatg tcagggtaca gaaaaagtct ttcaacaccc ccggctttgt agatgcctac 
aagaaggtga atagcaccaa cgagatgctg atggagaaat ttaccaccct cgttcaagaa 
ctgaaagaag agacatcctc cagactctcc aggcaacaag aggagctggt agagatgcta 
acaacgct gg aggccctggg agaggccatg agagccaccc cgtcacaagg agcttttcca 



60 
12 0 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 



364 



WO 01/53455 



PCT/US00/35017 



cacctgccat gcagctSpTga gccaagccct gctg-ctctct cccccacgag^^ggctgggt 1020 

cttagagcag cactgttctt ttcccctcca cccaggcctc ccgagctgcc aggctctgtg 1080 

ctcccacact gactccatct gaggggtcct tgaggccagt ggatctggag taccccgccc 1140 

ctggcctgga gttcctcctc cttctcacgc tgacactgca gccagctcct caatgggcgg 1200 

tgcctccaaa tctaaagaat atggaggtcc tggagcacac caagaaatga gggacttttt 1260 

ctttgcagaa agtttgaatt ctgtcttaat gagacagaat gccatacttg agcacctcat 132 0 

cttttgctca aattgaaatg tcatcgaact gtatttctca agtcaaaggt ctgtaaatat 1380 

gatttatgta ttaatctcct aagtgaacaa tttatatttt atcctctaca taattatcgt 1440 

attatgcttt aaatatatat ttagtttatc aataaagaca ttcagtactc aatagcaaaa 1500 

aaaa 1504 



<210> 650 

<211> 2231 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (2231) 
<223> n = a,t,c or g 



<400> 650 

gcggccgcag acaaagggcg gctcgcgccc gggccgccac gctctcgggc tctgcctcgg 6 0 

gaaggagact tggtctgaaa gatgccacat tcctgcagcc tctcttggtg cagtggaata 120 

cagtcttggg cgaggtggcg tggatgagct ggtgaaagag gatgctgccc acatccaaag 180 

gctccagagg atcctgggcc tgggcagctg agctcccctg catttgggaa cctcaggcgt 240 

aacttgggtg tagagctcat gaaaggtgct tgtgtttctc cagctttttt tcaccagtgc 300 

cttaccagac tgggctcagg ttttgggaat tctaagggtg agctgggtag gaaacaggga 36 0 

9 a 99"9 ta 9<-T a aagaagcccc tggggatgcc ttcccagaat tcatttgatg gggatccctg 420 

gcataactgc ttgggaacac agaaagaggc tgtgacacag ctgagctttt ggagcatttt 480 

aaggagctcc agctccagca aaacaaactc ttgcatttca gcccagaaag agcctcttgt 540 

aacaaagtat tccaaagggg agagtttctg catcttttac tttgcagtcc actatggtag 600 

aaaacttgac attccataga taatgatact gggttttctt tccaagatgc cagctttaaa 660 

agaaatatga gccattctaa gctttaagaa gggttcagga aacacaggaa ttagtagaca 720 

gccctcccaa tgcaggttaa gacgacagcc tgcgccccca actagcacag ctcagcgagc 780 

atgaccatat gccattctcg tctccagaga gctggtggca gtgacctcac taggagaaaa 840 

cacatccctc agccgtggga cttgacagaa tgaggtgcgc gagggaggcc gctagccgag 900 

acttggcctt tcctgactgc ccctgtgtta cctgggcagc tccagatcac tgagcccaca 960 

atggctgaga agggtgactg catcgccagt gtctatgggt atgacctcgg tgggcgcttt 1020 

gttgacttcc aacccctggg cttcggtgtc aatggtttgg tgctgtcggc cgtggacagc 1080 

cgggcctgcc ggaaggtcgc tgtgaagaag attgccctga gcgatgcccg cagcatgaag 114 0 

cacg-cgctcc gagagatcaa gatcattcgg cgcctggacc acgacaacat cgtcaaagtg 1200 

tacgaggtgc tcggtcccaa gggcactgac ctgcagggtg agctgttcaa gttcagcgtg 1260 

gcgtacatcg tccaggagta catggagacc gacctggcac gcctgctgga gcagggcacg 1320 

ctggcagaag agcatgccaa gctgttcatg taccagctgc tccgcgggct caagtacatc 1380 

cactccgcca acgtgctgca cagggacctg aagcccgcca acatcttcat cagcacagag 1440 

gacctcgtgc tcaagattgg ggatttcggg ttggcaagga tcgttgatca gcattactcc 1500 

caacaagggt tatctgtcag aagggttggt aacaaagtgg taccgttccc cacgactgct 1560 

cctttccccc aataactaca ccaaagccat cgacatgtgg gccgccggct gcatcctggc 1620 

tgagatgctt acggggagaa tgctctttgc tggggcccat gagctggagc agatgcaact 1680 

catcctggag accatccctg taatccggga ggaagacaag gacgagctgc tcagggtgat 174 0 

gccttccttt gtcagcagca cctgggaggt gaagaggcct ctgcgcaagc tgctccctga 1800 

agtgaacagt gaagccatcg actttctgga gaagatcctg acctttaacc ccatggatcg 1860 

cctaacagct gagatggggc tgcaacaccc ctacatgagc ccatactcgt gccctgagga 1920 

cgagcccacc tcacaacacc ccttccgcat tgaggatgag atcgacgaca tcgtgctgat 1980 

ggccgctaac cagagccagc tgtccaactg ggacacgtgc agttccaggt accctgtgag 2040 
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cctgtcgtcg gacctggagt ggcggcctga ccggtgccag gacgccagcg aggtacagcg 2100 

cgacccgcgc gcgggttcgg cgccactggc tgagaacgtg caggtggacc cgcgcaagga 2160 

ctcgcacagc agctccgcct cgtgccaagc tggtcgtaat ggtgtcagtc ggtatcagtn 2220 

tnntctcccc t 2231 



<210> 651 

<211> 2458 

<212> DNA 

<213> Homo sapiens 



<400> 651 

atgaggacac ttgggacttg cctggcgact ttggccggac ttttgctaac tgcggcgggc 60 

gagacgttct caggtggctg cctctttgat gagccgtata gcacatgtgg atatagtcaa 120 

tctgaaggtg atgacttcaa ttgggagcaa gtgaacacct tgactaaacc gacttctgat 18 0 

ccatggatgc catcaggttc tttcatgctg gtgaatgcct ctgggagacc tgaggggcag 240 

agagcccacc tgctcttacc ccaacttaaa gaaaatgaca cccactgcat cgattttcac 3 00 

tattttgtgt ccagcaagag taattctcct ccggggttac tcaatgtcta cgtgaaggtc 360 

aataacgggc cactggggaa tcctatctgg aatatatctg gagacccaac acgtacatgg 42 0 

aacagggcag aactggccat tagtactttc tggcctaact tttatcaggt gatttttgaa 480 

gtgataactt ctggacatca aggctatctc gctatcgatg aggtgaaggt gttaggacat 54 0 

ccatgtacca ggactcctca cttcctgcgg attcagaatg tggaagttaa tgctggccag 600 

tttgctacct tccagtgcag tgccatcggc aggaccgtgg caggagacag gctctggtta 660 

cagggcattg atgtgcgaga tgctcctctg aaggaaatca aggtgaccag ctcccgacgc 720 

ttcattgctt catttaatgt tgtgaatacc accaaacgag atgctggaaa gtaccgctgc 780 

atgattccgc actgaaggag gtgttggaat atcaaactat gcagagttgg gtagttaaag 840 

aaccacccgt tcctattgcc ccacctcagc tcgcctctgt aggagccacc tacctgtgga 900 

tacagctcaa cgccaactcc atcaatgggg atgggcccat tgtggcccga gaggtggagt 960 

actgcacggc cagtgggagc tggaatgacc ggcagccagt cgattccacg agctataaaa 1020 

ttggacacct tgacccagat acagaatatg agattagtgt gctcctgacc aggccagggg 1080 

agggtggcac tggctctcct ggtccagctc tcaggacaag aacaaagtgt gctgatccca 1140 

tgcgaggccc aagaaaacta gaagtagtgg aggtcaaatc tcggcaaatc actatccgct 1200 

gggagccatt tggatataat gtaactcgtt gccacagtta taatctcact gtccactact 1260 

gttaccaagt tggaggacaa gaacaagtgc gagaagaagt aagctgggat acagaaaatt 1320 

cacaccctca acacacgatc actaacctgt caccatacac caatgtcagt gtgaaactga 1380 

tcctcatgaa cccagagggc cggaaggaaa gccaagaact catagtgcag acagatgaag 1440 

acctcccagg tgctgttccc actgaatcca tacaaggaag tacctttgaa gagaagatat 1500 

ttcttcagtg gagagaacca actcaaacat atggtgtaat cactttatat gagatcacct 1560 

acaaagcagt cagttccttt gacccagaaa tagatttatc caatcagagt ggaagagttt 1620 

caaagctggg aaatgaaacc cattttctgt tttttggact gtatccgggg accacatact 1680 

cctttaccat ccgagctagc acagctaagg gttttgggcc tccagcaaca aaccagttca 1740 

ccaccaaaat atcagcaccc tctatgccag cttatgaact tgagacacct ttgaatcaaa 1800 

ctgacaatac cgtgacagtc atgctgaaac ctgcccacag cagaggagca cctgtcagtg 1860 

tctatcaaat agttgttgag gaagaacgtc ctcgaagaac taaaaagacg acagaaatct 1920 

taaagtgcta cccagtgcca attcacttcc agaatgcttc tctgctgaac tcacagtact 1980 

actttgctgc agaatttcct gcagacagcc tccaagctgc gcagcctttt acaattggtg 2040 

ataataagac atataatgga tactggaaca ctccccttct cccctataaa agctacagaa 2100 

tttatttcca agctgctagt agagccaatg gggaaaccaa aatagactgt gtccaagtgg 2160 

ccacaaaagg agctgccact ccgaaaccag tcccagaacc cgagaaacag acagaccata 2220 

cagttaaaat tgctggagtc atcgcgggca tcttgctgtt cgtgattata tttcttggag 2280 

ttgtgttggt aatgaagaaa aggctttaca agcatggtgc cagcatctgt tcagcttctg 2340 

gtgaggcctc aggaagcttc caatcatgga ggaaggcaaa gcacaagcag gcgtgtccca 2400 

tggcaagagc aggagcacga gagcgagcgg gagggtgtct caaactttga aacaacca 2458 
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<210> 652 
<211> 457 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (457) 
<223> n = a,t,c or g 



<400> 652 

aatagactgc gtaacctacg ccanngcgng gaattcgtca gcttctgcag ctctcccggg 60 

ctagcatggc agcgcggaag agttggacgg ccctgcggct ctgcgccaca gttgttgtac 12 0 

ttgatatggt cgtctgtaaa ggatttgtac aagatttaga tgaatcgttt aaagaaaatc 18 0 

gaaatgatga catttggctt gtacattttt atgcgccatg gtgtggccat tgtaaaaagc 240 

tggaaccaat ttggaatgaa gctggtcttg agatgaaaag cattggttct ccagttaagg 300 

ctggaaagat ggatgctact tcctattcta gcattgcttc agagtttgga gttcgaggtt 3 60 

atccaacaat taagctggct ctaattcggc cacttccaag tcaacaaatg tttgaacata 42 0 

tgcacaagag acaccgcgta tttttcgttt atgtaag 457 



<210> 653 

<211> 1014 

<212> DNA 

<213> Homo sapiens 



<400> 653 

tttttccttt cc-ttttccct ttctcctttc cctctccata gtgaagctaa tgtactttgc 60 

acagtgttag caattatcac ccattcatca ggtattaatt catttcgatc ccaagggcat 12 0 

aggcttgatg tacaataagg agttaaggac tgtgagttct ctgataaggt ttggttatag 180 

tcatttctca cttctcaccc tctccaggac tacttccagc aacccagtct cctgccatgt 240 

ccgaccccat cacgctgaac gtcgggggga agctctatac aacctcactg gcgaccctga 3 00 

ccagcttccc tgactccatg ctaggcgcca tgttcagcgg gaagatgccc accaagaggg 360 

acagccaggg caactgcttc attgaccgtg acggcaaagt gttccgctat atcctcaact 420 

tcctgcggac ctcccacctt gacctgcctg aggacttcca ggagatgggg ctgctccgca 480 

gggaggccga cttctaccag gtgcagcccc tgattgaggc cctgcaggag aaggaagtgg 540 

agctctccaa ggccgagaag aatgccatgc tcaacatcac actgaaccag cgtgtgcaga 600 

cggtccactt cactgtgcgc gaggcacccc agatctacag cctctcctct tccagcatgg 660 

aggtcttcaa cgccaacatc ttcagcacct cctgcctctt cctcaagctc cttggctcta 720 

agctcttcta ctgctccaat ggcaatctct cctccatcac cagccacttg caggacccca 780 

accacctgac tctggactgg gtggccaatg tggagggcct gccagaggag gagtacacca 840 

agcagaacct caagaggctc tgggtggtgc ccgccaacaa gcagatcaac agcttccagg 900 

tcttcgtgga agaggtactg aaaatcgctc tgagcgatgg cttctgcatc gattcttctc 960 

acccacatgc tctggatttt atgaacaata agattattcg attaatacgg taca 1014 



<210> 654 
<211> 1725 
<212> DNA 
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<213> Homo sapiens 



<400> 654 

attcgtgcgc cgataatttg gtggcggcgt ccggagggtg ctggtttgtt ctcggtgaac 60 

ggcgcgcggg gtctctcctg agtgcgagct acgggacctt cgccatgccg gggatggtac 120 

tcttcggccg gcgctgggcc atcgccagcg acgacttggt cttcccaggg ttcttcgagc 180 

tggtcgtgcg agtgctgtgg tggattggca ttctgacgtt gtatctcatg cacagaggaa 240 

agctggactg tgctggtgga gccttgctca gcagttactt gatcgtcctc atgattctcc 300 

tggcagttgt catatgtact gtgtcagcca tcatgtgtgt cagcatgaga ggaacgattt 360 

gtaaccctgg accgcggaag tctatgtcta agctgcttta catccgcctg gcgctgtttt 420 

ttccagagat ggtctgggcc tctctggggg ctgcctgggt ggcagatggt gttcagtgcg 480 

acaggacagt tgtaaacggc atcatcgcaa ccgtcgtggt cagttggatc atcatcgctg 540 

ccacagtggt ttccattatc attgtctttg accctcttgg ggggaaaatg gctccatatt 600 

cctctgccgg ccccagccac ctggatagtc atgattcaag ccagttactt aatggcctca 660 

agacagcagc tacaagcgtg tgggaaacca gaatcaagct cttgtgctgt tgcattggga 720 

aagacgacca tactcgggtt gctttttcga gtacggcaga gcttttctca acctactttt 780 

cagacacaga tctggtgccc agcgacattg cggcgggcct cgccctgctt catcagcaac 840 

aggacaatat caggaacaac caagagcctg cccaggtggt ctgccatgcc ccagggagct 900 

cccaggaagc tgatctggat gcagaattaa aaaactgcca tcattacatg cagtttgcag 960 

cagcggccta tgggtggccc ctctacatct acagaaaccc cctcacgggg ctgtgcagga 1020 

ttggtggtga ctgctgcaga agcaagaacc cacagactat gacttggtcg gaggcgatca 1080 

gcttcaactg tcacttcggc tcccatcctg cacacccaca gggctgcagt acagggactt 1140 

catccacgtc agcttccatg gacaaggttt acggagctgc cgtttttagt ggctctggat 1200 

cacaggaaag agtctgttgt ggtcgctgtg agggggacca tgtctctgca ggatgtcctt 1260 

acggacctgt cagcggagag tgaggtgcta gacgtggagt gtgaggtgca ggaccgcctg 1320 

gcacacaagg gtatttctca agctgccaga tacgtttacc aacgactcat caacgacggg 1380 

attttgagcc aagccttcag cattgctcct gagtaccggc tggtcatagt gggccacagc 1440 

ctcgggggag gggcggccgc cctgctggcc accatggtca gagccgccta cccgcaggtc 1500 

aggtgctacg ccttctcccc accccggggg ctgtggagca aagctctgca ggaatattct 1560 

cagagcttca tcgtgtcact cgtcctgggg aaggatgtga ttcccaggct cagtgtgacc 1620 

aacttggaag atcttgaaga gaagaatctt gcgagtggtc gcgcactgca ataaacccaa 1680 

gtacaagatc ttgctgcacg gtttgtggta cgaactgttt ggagg 1725 



<210> 655 
<211> 748 
<212> DNA 

<213> Homo sapiens 



<400> 
tttcgtgcgg 
ggggacgcca 
gtcatctaca 
gcatacctgg 
ttctttcaaa 
tctgttgtcc 
catagcgtca 
cacggaaatc 
catcaaaagg 
actgctcaca 
tttacccaac 
agtctcagct 
aaggaccttg 



655 

cgactgcagc 
gcggcacgcg 
atgtggtgat 
ctaagggtag 
ctggagcctt 
tgacttcttt 
aagaggtaca 
atccgttact 
gccaggtaca 
atatatgcag 
tctacaaaaa 
gacgctaagg 
tctctaaata 



agcgaagggg 
gaagaagaag 
gacagccggg 
ctaccatagc 
attggagatt 
ccaggtgatg 
gagtgaagac 
ccttttatac 
cacttttcat 
ctctgccctt 
aaattttttt 
cggcagaaat 
aataaata 



aatgggggcg 
ggcccggggc 
tggctggtta 
ctttattatt 
ttacattgtg 
tcaagagttt 
agtgtccttg 
attcagtcta 
tgtgctgtac 
tgtcagacaa 
aattagccag 
gcctgctgta 



gcggtggcag 
ccctggccac 
tagcggttgg 
caattgaaaa 
ctataggaat 
ttctaatatg 
tttgttattg 
ttaaaccatc 
ccaatgggag 
gctggcctat 
gtatggtggc 
cttaagcctg 



ggccggggcc 
ggcgtacctg 
tctggtccga 
gcctttgaaa 
tgttccatct 
ggcagtaaca 
catggacgat 
tgccttacct 
tgtcaggaga 
attccatcag 
atatgcttgc 
ggccatagag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
748 



368 



WO 01/53455 



PCT/US00/35017 



<210> 656 

<211> 977 

<212> DNA 

<213> Homo sapiens 



<400> 656 

cggccgcgtc gacagacaga cgggagcagt gcttttccta gagtagagta tgctctataa 60 

atgtctactg aatgttgact ggtgttggat gtcttgtctc ctcagaatct ctgagctgcg 120 

tgcagtgtaa ttcatgggaa aaatcctgtg tcaacagcat tgcctctgaa tgtccctcac 180 

atgccaacac cagctgtatc agctcctcag ccagctcctc tctagagaca ccagtcagat 240 

tataccagaa tatgttctgc tcagcggaga actgcagtga ggagacacac attacagcct 300 

tcactgtcca cgtgtctgct gaagaacact ttcattttgt aagccagtgc tgcgaaggaa 360 

aggaatgcag caacaccagc gatgccctgg accctcccct gaagaacgtg tccagcaacg 420 

cagagtgccc tgcttgttat gaatctaatg gaacttcctg tcgtgggaag ccctggaaat 480 

gctatgaaga agaacagtgt gtctttctag ttgcagaact taagaatgac attgagtcta 54 0 

agagtctcgt gctgaaaggc tgttccaacg tcagtaacgc cacctgtcag ttcctgtctg 600 

gtgaaaacaa gactcttgga ggagtcatct ttcgaaagtt tgagtgtgca aatgtaaaca 660 

gcttaac'ccc cacgtctgca ccaaccactt cccacaacgt gggctccaaa gcttccctct 72 0 

acctcttggc ccttgccagc ctccttcttc ggggactgct gccctgaggt cctggggctg 780 

cactttgccc agcaccccat ttctgcttct ctgaggtcca gtagcactcc ctgcggtgct 840 

gacaccctct ttccctgctc tgccccgttt aactgcccag taagtgggag tcacaggtct 900 

ccaggcaatg ccgacagctg ccttgttctt cattattaaa gcactggttc attcactgcc 960 

caaaaaaaaa aaacatt 977 



<210> 657 
<211> 746 
<212> DNA 

<213> Homo sapiens 



<400> 657 

tttcgtggcg gaacggagga ggaggcggtg gtgtcccggc tgcggggtag gagtccgcgg 60 

cagcctccgg gtaagccaag cgccgcgcag tgctgagttc ccgcacgccg cagagccatg 120 

gagatcggca ccgagatcag ccgcaagatc cggagtgcca ttaaggggaa attacaagaa 180 

ttaggagctt atgttgatga agaacttcct gattacatta tggtgatggt ggccaacaag 240 

aaaagtcagg accaaatgac agaggatctg tccctgtttc tagggaacaa cacaattcga 300 

ttcaccgtat ggcttcatgg tgtattagat aaacttcgct ctgttacaac tgaaccctct 360 

agtctgaagt cttctgatac caacatcttt gatagtaacg tgccttcaaa caagagcaat 420 

ttcagtcggg gagatgagag gaggcatgaa gctgcagtgc caccacttgg ccattcctag 480 

cgcgagacct gaaaaaagag attccagagt ttctacaagt tcgcaggagt caaaaaccac 540 

aaatgtcaga cagacttacg atgatggagc tgcaacccga ctaatgtcaa cagtgaacct 600 

ttgagggagc cagcaccctc tgaagatgtg attgafcatta agccagaacc agatgatctc 660 

attgacgaag acctcaactt tgtgcaggag aaacccttat ctcagaaaaa acctacagtg 720 

acacttacat atggttcttc tcgccc 746 
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<210> 658 
<211> 559 
<212> DNA 
<213> Homo sapiens 



<400> 658 

cctccctgct gtgggctggc ctgggaggaa gggggtgggg tgcacttaca tttgcaggtc 60 

tttccagccc ctggggcagc ctgattaacc agcttctcca gggccaagct gttgggggtg 120 

aggtgcagcc cgaagcagcc agaccagccc ctgagcctcc cgggtgctgg cagctgtcat 180 

ggggctaccc tgggggcagc ctcacctagg gctgcagatg ctcctcctgg cgttgaactg 240 

tctccggccc agcctgagcc tggagctggt gccctacaca ccacagataa cagcttggga 300 

cctggaaggg aaggtcacag ccaccacctt ctccctggag cagccgcgct gtgtcttcga 360 

tgggcttgcc agcgccagcg ataccgtctg gctcgtggtg gccttcagca atgcctccag 420 

gggcttccag aacccggaga cactggctga cattccggcc tccccacagc tgctgaccga 480 

tggccactac atgacgctgc ccctgtctcc ggaccagctg ccctgtggcg accccatggc 540 

gggcagcgga agcgcccca 559 



<210> 659 
<211> 538 
<212> DNA 
<213> Homo sapiens 



<400> 659 

ctgggaagga cttgggggac tagaggcgag gggagagagc ttgtggaagg tgcggcagag 60 

aagggcccag gagaaaggag gaagggaagg agctggaggg gcgggagaac aggagacaga 120 

acaggacaga gacagctgcc cgggaggatg ggagaacaga aagagggagg aaacgccgag 180 

cactgacctg ggggagggga gtaaagagaa gtgaaggggg attggaaggg aactggagaa 240 

tgagagaagc aacaggcggg gtgcgtgtag gagggcggga gagccaatga caagacagaa 300 

aaggcagaga aagcaaagca agaccagact cctcatccgg taacactgtg tcaggtcatt 360 

gccctcccac cccgccccca accccataac tgaaaacaag taggaacctg gataaaatag 420 

tcttaacaat tttttttttg agacggagtc ttgctgtgtt gcccaggctg gagtgcagtg 480 

gcgcgatctc ggctcactgc aggctccgcc tcccgggttt aagcggttct cctgccta 538 



<210> 660 
<211> 735 
<212> DNA 
<213> Homo sapiens 



<400> 660 

acgatttcgt ccggccccgg cgccccagcc cctggccaag cctctgctgt cattttttct 60 

ccctcctctc agtctgcagc tgcgggacgg gccgggctcc tcagtttctg ctgtgttgtg 120 

accccacgag gcgctcagca cccagggaag gcgcgtgtgt ccccgatgct ggctcctccc 180 

tgagccccga cggctctcga ggttctgagc ctgtggcctg cacagggaac ttcctctccg 240 
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actgcattta tgcctctgtg gatgtgaagg ctatttctag aaatctcttc ctttgcagaa 300 

acacccgaaa ccctcctgcc aggaagacca gggcctggga agagggtcgc tctccggcca 360 

ttctcccctc accctcctca ccttcctcac atcctgtgcc ctgggggacc agcagctgct 420 

tccacccaga acaagcggga gcctgtgtca ggaaagcatg tcagagcaga gctgccagat 480 

gtccgaactg cggctcctcc tcctgggaaa atgccgctcg ggaaaaagtg ccacaggaaa 54 0 

tgccattctg ggcaaacatg tgttcaagtc caagttcagt gatcagacag tgatcaaaat 600 

gtgccagaga gagagttggg tcctgagaga aaggaaggtt gtggtaattg acacccctga 660 

ccttttctcc tcaatagctt gtgctgaaga caagcaacgc aacatccaac acttgttgga 720 

gctctctgct cccag 735 



<210> 661 
<211> 978 
<212> DNA 
<213> Homo sapiens 



<400> 661 

tttcgtggag acgactgtga gcgtgcaaag cgcagagtcc tctgatgccc tgagctggtc 60 

caggctgccc agggccctgg cctccgtagg ccctgaggag gcccgaagtg gggcccccgt 120 

999^^99999 cgttggcagc tctccgacag agtggaggga gggtccccaa cgctgggctt 180 

gcttgggggc agcccctcag cacagccggg gaccgggaat gtggaggcgg gaattccttc 240 

tggcagaatg ctggagcctt tgccctgttg ggacgctgcg aaagatctga aagaacctca 300 

gtgccctcct ggggacaggg tgggtgtgca gcctgggaac tccagggttt ggcagggcac 360 

catggagaaa gccggtttgg cttggacgcg tggcacaggg gtgcaatcag aggggacttg 420 

ggaaagccag cggcaggaca gtgatgccct cccaagtccg gagctgctac cccaagatca 480 

ggacaagcct ttcctgagga aggcctgcag ccccagcaac atacctgctg tcatcattac 540 

agacatgggc acccaggagg atggggcctt ggaggagacg cagggaagcc ctcggggcaa 600 

cctgcccctg aggaaactgt cctcttcctc ggcctcctcc acgggcttct cctcatccta 660 

cgaagactca gaggaggaca tctccagtga ccctgagcgc accctggacc ccaactcagc 720 

cttcctgcat accctggacc agcagaaacc tagagtggtg gagtctcgct ctgtcaccca 780 

ggctggagtg cagtggcatg atatcggctc actgcaacct ctgcctcccg gattcaagca 840 

attctcccgc ctcagccttc cgaatagctg ggactacagg cgcatgccac catgcccgga 900 

taatttttgg atttttagta gagaggggat ttcaccatgt tggccaggat ggcctctatc 960 

tcttgatctt gtgatacg 978 



<210> 662 

<211> 1118 

<212> DNA 

<213> Homo sapiens 



<400> 662 

catgaactcc cggccttaag tgacccacct gcctcggcct cccaaagtgc tgggactata 60 

ggtgtgggcc actgcgcccg gccagtgtat tttaaaatta taaagccgat atattacaaa 120 

gtaaaatgca ggggaaaaaa agtcacaaga agtataaaga ttggatgctt cttgtgcttc 180 

tttttgtaaa atacagatga tcctcaagaa gtaacttgag cagattttct actggctttc 24 0 

aaattgataa ccctacaccc cctataaatt tttacattcc ttaacagagc taaccatagg 3 00 

aacttccaaa taatttctca gtggaaatga gtcttcaaaa tcacacatgg ctcataagag 360 

ttttgctttt ttaatgcctt ctcaaaggac ccagactgct agattttcat aataactact 420 

ttaaccagat agacttacta tagggtggta gttccccact aaaagatact tttctcttgc 480 
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ttagtagtca ccttcctgtg ttctagagct tccctatgct tttaaaatat gcattattac 540 

aacagttctc ctaaaaacaa aacccccata agagctgctg cactcgggga gccctgaatg 600 

aattttaaag cagcgcctga gtcctgcatt ctttcttcat tgtccttttt gcttaatttg 660 

cctgtggtgt accatcaacc ttacaatgga gacagagaga aagtactccc cctaacctat 720 

ttaagaaaca tttgcaatat actgtttttt ttttttacaa gtctttaatt aaaaaactca 780 

acaaaaatat ataattgagc attttacata atgcatacat tcttaatatc tgcaggtaag 840 

ataaacaaca gaaggcaaaa gcagatatgc tgtattgctt ctttggcaac tcaccaatat 900 

catcccctgc agaaacagag tttttttttt ttttttttta aatccatggt cttaaaataa 960 

ttgtccctta gtataaacaa aatatttagc aataatacag tagacggatt cttcaaattc 1020 

acaacaattt ataatacttt ataccacaag ggtaaactag taagctgctt tctaaaatta 1080 

aggcagcagc agtgtttaga gggggagtaa aaaaaaaa 1118 



<210> 663 
<211> 556 
<212> DNA 
<213> Homo sapiens 



<400> 663 

gaaatgccta ttttcatttc tgatcttact tacttgtgtt ttttctcttt ttaattattc 60 

ttactagaag tttatcaatt ttattactct ttccaaagaa caagcttttg gctttgctaa 120 

ttttctctat tatttacttg ttttaaaaaa tgtattggtt tctgctctta tctttattat 180 

gtttttcttc tacttagtat taatttagtt tgttcttttc ctagcctctt aaggtagaaa 240 

cttagataat tgattttaag ccttccttta ctatatgggc acttgaaaag ctatacattt 300 

ccctctgaac actaccttca tttgctacaa acatttgcta cattcaacaa atatttgaat 360 

gtgtgtgttt taattttcat tcatcacaaa cccgtggtcc cagctattca ggggactaat 420 

gtgggaggat cacttgagcc caggaggttg aggctgcagc aagccatgat tgtgccacta 480 

cattttggcc tgggcaacag agtgagaccc tgtctcaaaa aacaacaaca acaacaacaa 540 

caacaacaaa aaaaaa 556 



<210> 664 
<211> 373 
<212> DNA 
<213> Homo sapiens 



<400> 664 

agaatggaga ccaaacctgt gataacctgt ctcaaaaccc tcctcatcat ctactccttc 60 

gtcttctgga tcactggggt gatcctgctg gctgccggag tctggggcaa acttactctg 120 

ggctcctata tctcccttat tgccgagaac tccacatatg ctccctatgt gctcatcgta 180 

actggcacca ctatcgttgc ctatcctcta gtttgattct tcttctccta ttcttctggg 240 

ttctcttaca ttctagccgt ccgcctcatt gctggaattg ctctcgtcta caactacatc 300 

cctcgatctt catcgcgtgc gttagtccgt ctcgtcgtct tgcttcgttt cctcctctct 360 

cgtcatcctt ccc 373 



<210> 665 
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<211> 411 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (411) 
<223> n = a,t,c or g 



<400> 665 

agaacgcaga acatccaggc atggatagac atgatctgtg tcagaaggcc aaactggccg 60 

agcacgctga gcgagatgat gacatggcag cctgcatgaa gactgtaact gatcaaggag 120 

ctgaattatc caatgaggag aggaatcttc tctcagatgc tcataccaat gctgtatgag 180 

cccgtaggtc atcttggatg ggcgcatgac gtatcgaaca aaagaccgaa ggtgctgaca 240 

cacagcagca gatggctcca gactgcagag agatttttgc gacggagcta agagatatct 300 

gcgatgatgt actgtctctt ttggaaaagc tcttgatccc caatgcttca catgcataga 360 

gcttagtcta ctatttgcac atgatcggag attactaccg ttactggctt n 411 



<210> 666 
<211> 333 
<212> DNA 

<213> Homo sapiens 



<400> 666 

tggcggcggt ccgctgggga agatgccgcg ggcgcagttg gcggacccgt ggcagatgat 60 

ggctgtggag agcccgtccg actgcgctga caatggacag caaattatgg atgaacctat 120 

gggagaggac gagattagcc cacaaactga ataagtcagt atcaaagaag ttgctgtcac 180 

acattgtgta aaggaaggac atgataaggc agatccttcc cagattgaac ttttaagagt 240 

cttacggcag ggatcattgg gaaaggtgta cttaggtaag aaagtctcag gctctgatgc 300 

taagcagctg tatgccatga aggtattgac gag 333 



<210> 667 

<211> 1991 

<212> DNA 

<213> Homo sapiens 



<400> 667 

agacgctgca ggaattcggc acgaggcgca tttcggcaag ttggagtgct tagtgcagtt 60 

ggtgagagcg ggagctctca ctcttcgtct ccaccacacg gtacgcgcag acgccagcgc 120 

cacattgcag cctttggggg acatcctcag tgcctggtct ggctgatfcca agcaggagcc 180 

aacattaaca aaccggattg tgagggtgaa actcccattc acaaggcagc tcgctctggg 240 

agcctagaat gcatcagtgc ccttgtggcg aatggggctc acgtcgataa ccccaagaaa 300 

ggcatcaggg ttctggagtg gttgtttgag tgacacagca caaggccttg atttcatcat 360 

gcttttgctg tggatgtagt gtagcttgct gaacaggtat ggaagctgtc tttgctgtta 420 
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agtacttctc ccgtttgttt atcaacctgc agctaacagg atgtctgctt ttttacaggt 480 

ttatttcaca gagcagtgta cattcttgtc ttccagggga acttcaacat ggagttactt 540 

ttgatccctc agttttaatt cagtgtctaa aggtttacaa gttcaactta ctctatttta 600 

ttcagctctt tcacttactc tgccatcact tcctacttga atctgagttt tagctactgt 660 

agaggtctca gacctttcct ttttagtact attagccagg taaaactttg gttcttgtga 720 

gtggtaggga tgagttttta ggacagtatt caaagccttt ttaaaggaac caactactca 78 0 

aatgctctac aatgccaaaa atacaatact cctgcaggtt ttcccaagca aggccaaaac 840 

aatcaaaatc tgacagaaaa acacagctgt tcagctctgg aatctgatga taggctactt 900 

tttaatgtca ggacatcctt ctaaacttcc acttacagtg tcacatgtaa gcatgaaggc 960 

tggctcgttg gtgagccatt gctttgtttt taggaagaca gttatgaatg ccatggacaa 1020 

tctcagtaca tgttgtttgt tatgatttta ttcacgctaa aggaatgggt attaaaatta 1080 

agtgcatata atatagaatt cagtttcaag tctgaagtta gcgtaaattt agattcttca 1140 

gactaacata aaacatgatt ttgagaagtt aaataggaag atgccttttt tagaagttta 1200 

gcatatttag tttatctccc aaatcttgct tagaaatcaa atgtatataa gagaagttag 1260 

ttacagagct agattgatta actacttctt taatgaagat ttgctatgaa tttgtttact 1320 

ctttcatacc accttcagat agctagtcag ttcagcagga gcagagacca ggttagcacg 1380 

cggatggggt gtaattcagt gtttttgtgt tgtacagcct gagaaatgcc agtggcctga 144 0 

cagcagcaga cattgcacaa acccagggtt tccaagagtg tgcccagttt ctcttgaacc 1500 

tccagaattg tcatctgaac catttctata acaatggcat cttaaatggg ggtcatcaga 1560 

atgtatttcc taatcatatt agtgtgggaa caaatcgaaa gagatgcttg gaagactcag 1620 

aagactttgg agtaaagaaa gctagaactg aaggtgagac cgctttgcgg gtgggaagag 1680 

cacacttatt tttcctttct gtaatatgtt ttctttttat ggctgagcgc accttcgaga 174 0 

tgagaccttc acttcaggtg gtaatgcgcc tggtggattg tgcggtgacg gtggagattt 1800 

ctcctgtact gccactgcga agatgggact taacaaaagg gaatgtgagg gaaatactga 1860 

tggcccaagt gtaaatgtct atgtggaact ttttgagcac ccatgtttac ctgccgtgaa 192 0 

ttagattttt taatttgttg tatctgtttg aaatatatct attaaaaaaa atctgccact 1980 

gaaaaaaaaa a 1991 



<210> 668 
<211> 1156 
<212> DNA 

<213> Homo sapiens 



<400> 668 

cagttttcaa aggttaagta agcactgaag tgtgaataca ttaagagaaa gatatgtaat 60 

taaaaatcca ctaccaaaaa taaatatgag atatatgtgt atgactaata tgccagattt 120 

acttttggag acttgtctga gtattatgaa tttttgtaag aaattcctaa gaatctttct 180 

aatcttagca gttttcatta atgaaatggt ttttgaagga tttagcagga aatacatata 240 

acttttgaaa cttatgttta tagctgaact tggtgactat gatcttgctg agcatagtcc 300 

tgaacttgtc tcagagttca gattcgtgcc tattcagact gaagagatgg aactggctat 360 

ttttgagaaa tggaaggaat acagaggtca aacaccagca caggctgaaa ccaattatct 420 

gaataaagcc aaatggctag aaatgtatgg ggttgatatg catgtggtca aggctagaga 480 

tgggaatgac tatagtttgg gactaacacc aacaggagtc cttgtttttg aaggagatac 540 

caaaattggc ttattttttt ggccgaagat aaccagattg gattttaaga agaataaatt 600 

aaccttggtg gttgtagaag atgatgatca gggcaaagaa caggaacata catttgtctt 660 

tagactggat catccaaaag catgcaaaca tttatggaaa tgtgctgtgg agcatcatgc 720 

tttcttccgc cttcgaggcc ccgtccaaaa gagttctcat cgatcaggat ttattcgact 780 

aggatcacga tttagatata gtgggaaaac agagtatcag accacaaaaa ccaataaagc 840 

aagaagatca acatcctttg aaagaaggcc cagcaaacga tattctagac gaactctaca 900 

aatgaaagca tgtgctacaa aacctgaaga acttagtgtt cacaataatg tttcgaccca 960 

aagtaatggc tcccaacagg cttgggggat gagatctgct ctgcctgtga gtccttccat 1020 

ttcctctgct cctgtgccag tggagataga gaatcttcca cagagtcctg gaacagacca 1080 

gcatgacagg aaatggctct ctgctgccag cgactgctgt caacgtggtg gaaaccagtg 1140 

gaacacaagg gccttg 1156 
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<210> 669 

<211> 539 

<212> DNA 

<213> Homo sapiens 



<400> 669 

aagaatccag atggtggcct tttgggggca ttaggatcct tcttcttgcc tcccttagct 60 

ggtccataat ccttcatttc ccgatcatag cacacttcat ccgcctttgc catttcacca 120 

aatttaaatt tctctttact ggacattgtc ttccacctcc cagagcattt cttggaaaat 180 

tctgcaaaat tgacagggac ttctgggttt ttcttcttat gttcttctct gcattggaac 240 

aggaattaaa agaaattaaa gaggccgggc gcagtggctc acgcctgtaa tcccagtaat 300 

ttgggaggcc aaggcgggcg gatcacctga ggtccagagt tcaagaccag cctgaccaac 360 

atggagaaac cctgtctcta ctaaaaatac aaaaaattag ccgggtgtgg tggtgcatgc 420 

ctgtagtccc agctactccg gaggctgagg caggagaatg gcttgagcct gggaggcgga 4 80 

ggttgctgtg agccgagatc gcacctttgc actctagcct gggcaacaag agcgagact 539 



<210> 670 
<211> 682 
<212> DNA 

<213> Homo sapiens 



<400> 670 

ctgggggtcc tggctgaact ggtctggtgt taagggggcc cccfcgacccc cttgaagggg 60 

gggctgggct gggtgagggg gggtggccga cccccagcca ggttcccagg caggatgagc 120 

tggggttggg gtggctaggc cgagggcctt gggagctggg cagtctgggc tgggctgggc 180 

tg9H ca 9^9rc gccacatgga agctggagga gcaacgggag cgctgggcgt ggggagcaaa 240 

ttgcccagtg ccttctgttt cccaggcagc tctgtggcca tggatatgtt ccagaaggta 300 

gagaagatcg gagagggcac ctatggggtg gtgtacaagg ccaagaacag ggagacaggg 360 

cagctggtgg ccctgaagaa gatcagactg gatttgtgag tgctgggacg gcccctgagt 420 

tacccaccct gggccatcac aacctgggcg ctccctgatc cgttccctct ttcctggagt 480 

ccacgtttaa ctcctctggg tgctgcccag cagcccttac ctgtcctctc cccagttcac 54 0 

tgccttctga ccagcctttg ccggggccct gactgtggag tttggtggat gacgtgccaa 600 

ggagcacagg tctccattgc cggggccctg gtcattctgt ggggttaagg agaagccgat 660 

ccccctggct ggaagtgccc tt 682 



<210> 671 

<211> 536 

<212> DNA 

<213> Homo sapiens 



<400> 671 
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gcctgtgtgt ctctgtgctt tgctccttct cctacctcca aaatggctgg actgcctccg 60 

atccagttca tggctactgg ttcaggggca ggggaccatg taagccggaa cattccagtg 120 

gccacaaaca acccagttcg agcagtgcag gaggagactc gggaccgatt ccacctcctt 180 

ggggacccac agaacaagga ttgtaccctg agcatcagag acaccagaga gagtgatgca 240 

gggacatacg tcttttgtgt agagagagga aatatgaaat ggaattataa atatgaccag 300 

ctctctgtga atgtgacagc gtcccaggac ctactgtcaa gatacaggct ggaggtgcca 360 

gagtcggtga ctgtgcagga gggtctgtgt gtctctgtgc cctgcagtgt cctttacccc 420 

cattacaact ggactgcctc tagccctgtt tatggatcct gggtcaagga aggggccgat 480 

ataccatggg atattccagt ggccacaaac accccaagtg gaaaagtgca agagga 536 



<210> 672 
<211> 1038 
<212> DNA 

<213> Homo sapiens 



<400> 672 

tttcgtccct ggagctggcg aggtgtccgg ttgcggagcc ggcggcgtct ctggaaatgc 60 

atcctgcatc cccgcatgga taacagctgc agctatgtca gaattgcaca aagaggggag 120 

agtgtcattg tgtgcctttt gacacataca ttaagaccaa aaaggaaaaa aagcgtctat 180 

ctgtgctgcc accgaccaga ctcatggagg ccagattttc tccaattaac cagatcttgc 24 0 

cctggtgcag acaagactta gccatcagca tcagcaaagc catcaacacc caggaggccc 300 

ccgtgaagga gaagcacgcc cggcgcatca ttctgggcac acaccacgag aagggggctt 360 

tcaccttctg gtcctatgcc attgggctgc cgctgcccag cagctccatt ctcagctgga 420 

agttctgcca cgtcctccac aaggtccttc gagacgggca ccccaatgtg ctgcatgact 480 

gccagcggta ccgcagcaac atccgggaga ttggagacct gtggggacat ttgcatgacc 54 0 

gctacggaca gctggtgaat gtctacacca agctgctgct gaccaagatc tccttccacc 600 

tcaagcatcc ccagtttccc gcgggcctgg aggtgacaga tgaggtactg gagaaggcag 660 

ctgggaccga tgtcaacaac atgtgagtca ctctgcatgg ctacatggcc agttcccctc 72 0 

ggcttcccca ttccttccta ccgcgtctca cgcccaggcg tccgcatggg gcagtggggt 780 

tgaatgagtc cgtggctttg ttggttgatg ctcacgctcc cagggacaga gggtgaagtt 840 

aaaagggtgg ggtgtacttg aaggactgtc gtcctggcag aggcacgctg tctcaccaga 900 

gccatggtgt cggcggtgcc cccgtcccca ctggaggggg cgtctcaaga cgagtgggtg 960 

ggtccaccca ccctttttca tttcttcccc cacttctctt gcgtagcttc cagctcactg 1020 

tggagatgtt tgattacc 1038 



<210> 673 
<211> 676 
<212> DNA 
<213> Homo sapiens 



<400> 673 

tttcgtccgg gcggtcgcat tgttttcctc cgcggatccg cggctggact tggacccagg 60 

gctctcccga cagcgccctg gaacccaaat tcaagcacca tccaattcgg acgctcatcg 120 

catctcgcct gagcacaacc acggattgcg aactcagcgc agcgcgtggc cgctggccgc 180 

ccgcggcgat ctcgatcccg ctgacccgaa tcctggagtc agaggtttcc tatccccctc 240 

aagcccccac aggagtcacc aacccagggc cggcttatgg gtgagggggc accccctggg 300 

gcctgagctg ccccgcacag gatgccccgt gccccccact tcatgccctt gctgctactg 360 

ctgctgctgc tctcacttcc ccatactcag gccgcctttc cccaggaccc cctccctctg 420 
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ttgatctctg accttcaagg tacttcccca ttatcctggc ttccgagcct ggaggatgat 480 

gctgtggctg cataacttgg gctggacttt cagagattcc tgaccttgaa ccggaccttg 540 

ctagtggctg cccgggatca cgttttctcc ttcgatcttc aagccgaaga agaaggggag 600 

gggctggtgc ccaacaagta tctaacatgg agaagccaag atgtggagaa ctgtgctgta 660 

cggtgaaagc tgacgg 676 



<210> 674 
<211> 418 
<212> DNA 
<213> Homo sapiens 



<400> 674 

tctcttcata cagacacacg tgacatttgg tgccaaagac ccgggggagg gggactcctt 60 

cgggagacca gtcccctgtc ctcaccctca ctccatgagg agatccacct accatcttgg 120 

gtcctcagac caaccagccc aaggaacatc tcaccaattt caaatcaggt aagcggtctt 180 

ttcactctct tctccaacct ctcttgctgt tgctccaccc ttcaatctct cccttcctta 240 

attttggttc ctttcccttt ctggtagaga cagaagagac gtgttttatc cataaactca 300 

aaactccagc gctggtcact ccagacagtc ttccgttggt gtttaatcac tgtggggatg 360 

cctgcctgat tattcaccca catttcaggg atgtcgaatt ccaccacacg ggtaatac 418 



<210> 675 

<211> 1423 

<212> DNA 

<213> Homo sapiens 



<400> 675 

tgctgttcaa caaaaaacat atcaggggac aaagcatgta acttgatgat cttcgacact 60 

cgaaaaacag ctagacaacc caactgctac ctatttttct gtcccaacga ggaagcctgt 120 

ccattgaaac cagcaaaagg acttatgagt tacaggataa ttacagattt tccatctttg 180 

accagaaatt tgccaagcca agagttaccc caggaagatt ctctcttaca tggccaattt 240 

tcacaagcag tcactcccct agcccatcat cacacagatt attcaaagcc caccgatatc 300 

tcatggagag acacactttc tcagaagttt ggatcctcag atcacttgga gaaactattt 360 

aagatggatg aagcaagtgc ccagctcctt gcttataagg aaaaaggcca ttctcagagt 42 0 

tcacaatttt cctctgatca agaaatagct catctgctgc ctgaaaatgt gagtgcgctc 480 

ccagctacgg tggcagttgc ttctccacat accacctcgg ctactccaaa gcccgccacc 540 

cttcttaccc accaatgctt cagtgacacc ttctgggact tcccagccac agctggccca 600 

ccacagctcc acctgtaacc actgtcactt ctcagcctcc cacgaccctc atttctacag 660 

tttttacacg ggctgcggct acactccaag caatggctac aacagcagtt ctgactacca 720 

cctttcaggc acctacggac tcaaaaggca gcttagaaac cataccgttt acagaaatct 780 

ccaacctaac tttgaacaca gggaatgtgt ataaccctac tgcactttct atgtcaaatg 840 

tggagtcttc cactatgaat aaaactgctt cctgggaagg tagggaggcc agtccaggca 900 

gttcctccca gggcagtgtt ccagaaaatc agtacggcct tccatttgaa aaatggcttc 960 

ttatcgggtc cctgctcttt ggtgtcctgt tcctggtgat aggcctcgtc ctcctgggta 1020 

gaatcctctc ggaatcactc cgcaggaaac gttactcaag actggattat ttgatcaatg 1080 

ggatctatgt ggacatctaa ggatggaact cggtgtctct taattcattt agtaaccaga 1140 

agcccaaatg caatgagttt ctgctgactt gctagtctta ggaggttgta ttttgaagac 1200 

aggaaaatgc ccccttctgc tttccttttt tttttttgaa acagagtctt gttttgttgc 1260 

ccaggctgga gggcagaacc acaatttggg ttttaaccga accctccgtt tcttgggtta 1320 
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aagcaattct cctgcctcac cctcctaaga atctggaatt acgggcatgg gccaccaccc 1380 
c g9gggg a tt tttggatttt tagtaaagac ggggtttcac cat 1423 



<210> 676 
<211> 621 
<212> DNA 
<213> Homo sapiens 



<400> 676 



cggggaggta 
gtgcagcggt 
tgcctcagcc 
tttgctggaa 
gaattagtaa 
caccacatag 
gatgatattt 
acccatgcag 
ttaggaagag 
aattatgaag 
aagactggga 



ccaggtattt 
gtgatctcgg 
tcctgagtag 
gtggagtcat 
gctgtgtggg 
tgaagtggaa 
accctattga 
aaagctttgt 
tggaaaaaag 
gaacagcatt 
tgcttatatc 



gagagcaatc 
tttactgcaa 
ctgggattac 
gagactaaag 
ctggactact 
cttgttaacc 
ttttcactgg 
cctcacaagt 
tgtagaagct 
agttacagtt 
t 



gccaccgctt 
cctccacctc 
agtaaataca 
atatctcttt 
gctgaagagc 
agtgaaacaa 
tttccaaaaa 
tctgatggta 
cactgtggag 
ggagaagatg 



tcctggaact 
ctgagttcca 
atcaaggggc 
taaaagaacc 
tgtattcatg 
ctcaaatagt 
gtttgggtgt 
aatttcatct 
cagtacttgc 
gacaaatata 



tgaggctgga 
gcgattctcc 
atcttaaatt 
aaagcatcaa 
tagtgatgat 
aaagcttcct 
aaagaaacaa 
gatttccaag 
aggaagatgg 
aatttggtca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
621 



<210> 677 

<211> 1258 

<212> DNA 

<213> Homo sapiens 



<400> 677 

cccgggtcga cgatttcgtg cggcgggcta tccggtcctc ggctgcggcg ggcaccatgg 60 

tcggtggcga ggcggctgcc gcagtggagg agctggtttc gggggtgcgg caggcggccg 120 

acttcgcgga gcagttccgc tcctactcag agagcgagaa gcaatggaag gcccgcatgg 180 

aattcatcct gcgccacctg cccgactacc gcgacccgcc cgacggcagt ggccgcctgg 240 

accagctgct ctccctctcc atggtctggg ccaaccatct cttcctaggc tgcagttaca 300 

ataaagacct tttagacaag gtgatggaaa tggccgatgg gattgaagtg gaagacctgc 360 

cacaatttac taccagaagt gaattaatga aaaagcatca aagctaagcc agaagattta 420 

tcacattttc atcatcagct acaggattag aaaggaggct gggatgaatg tgacatagac 480 

cacagcagct ctcttaagac tcctggtatt accaacataa agaggcaggt ggaatgagaa 540 

ggactctgtc tagattggct tttttaacat tctcattttc ccaggagtta tcactgtaaa 600 

agtatgcatg gatatttatg tatttataaa tcatgcactc taagatgagt tcatcaacat 660 

tgtaaaagcc ctcttttctg ttttcaggtt tttttttttc ttatcgacaa ggtctcactc 720 

tgtcgcccag gcagaagcac aaaggtgcag tattggctca ttgcagcctc gaactcctgg 780 

gctcatattt tcagggtttt ttgttttttg ttttgttttt ttgagacaga gtcttgctct 840 

gttgcccagg cagtagtgca gtggcgcgat atattttcag tttttaaacg tcagaatttt 900 

tgtttaaaat gcctttttgg gctgggcaca gtggcttatg cccataataa tcccagcact 960 

ttgggaggcc gaggtgagca gatcacctga ggttaggagt ttgagaccag cctggccaac 1020 

acgatgaaac cccgtctcta ctaaaaatac aaacaaaatt agctgggcat ggtggcggac 1080 

atctgtaatc ccagctactc aggaggctga agcagaagaa ctgcttgaac ctgggaggtg 1140 

gaggttgcag tgagccaaga tcgcaccatt gcactccatc ctgggcgaca aaaatgaaac 1200 

accgtctcaa aaaaaataaa aataataaaa taaaatgcct ttttgttgtt gctcgtgc 1258 
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<210> 678 

<211> 1289 

<212> DNA 

<213> Homo sapiens 

<220> . 

<221> misc_feature 
<222> (1) . . . (1289) 
<223> n = a,t,c or g 



<400> 678 

cgccaccggt atgcaccatt accatccccg cggctcagtc gagcattcgt ccacgggccg 60 

gagggcgggg cgcccgggtc cggagggagc cacgcccnac cacaacaaac gcgtctgcgc 120 

atgcccgggc gctgggttca ggggctttcc gccgctctgg gttcacagct ggacgtcggg 180 

agtgctagtt tggagtacgc catttgagag taggcgtgag aagttgctct gtgtgctgag 24 0 

cgttctaaag gaaggcgtcc gttggccttc gtacccgtct tgagtgaggt gacgagtgtt 300 

ttctagtact ggggtcggcc gcgcagccct ctcaggggtg ggtggcagga agagtgccgg 360 

gtcccgcgtg gtgcaaaagg tgggttcagg tttgcggcca cacagcgcta ctcaggactt 420 

tttagtcttg tttattttct ccgtgcctgt tcccgccccc cgcagctcca cctctgggag 480 

aggggcgggt tcagctccag gaggcgggga cttcccggct tggcgtggct ggggtgtccc 540 

gtggacccca gtctcggcgc ggtgacccac ttatgggact tggcctttct ttgttgtttg 600 

tttaaggcag ggtttctcag cctgggcact actgaggttt tgggccggct aattctgtct 660 

gggttgggga gggtgctgtc ccgtgcttcg caggttgtgt agctgcatcc cccgcctcta 720 

cccagtggat gcaagtagca gccccagtga accaaaaatg cccccagact ttgccaaata 780 

tcccctcccg gggaagatcg cctcgcttga gaaccactgt tggaggagag cctgggtttt 840 

cgggaggtaa ccgtttacaa aggggagaac ggtaagaagc cggaagcaac gatgacttag 900 

ctacgtgaaa gacttgcggc cgggctcgcc cctcttctag aagccgtcag tttgggtctc 960 

gcgtctggaa tcaccgtcaa ggagtcagat ccagccccgg agagggagca gggtcgaggt 1020 

ctccttgcag aaggcgccac cgcaggaagc acaggcgcaa cgtgcagtct ccctagcgga 1080 

ggcgctcgcg atcctgcagc cgccggtccg ggaggtgctc ggtagccctc cttggtgcct m 1140 

gtccggtagc tggtcactct cgggggaagg tcgtgtgcag aagggcacat gcgatcacac " 1200 

agagacggcg ttgctgcggc tttgacccga tggtgcaccc gaaagaacac agagggtgaa 1260 

gggagagatc caggaagtgg tcgcggagc 1289 



<210> 679 
<211> 539 
<212> DNA 
<213> Homo sapiens 



<400> 679 



agtctcgctc ttgttgccca ggctagagtg caaaggtgcg atctcggctc acagcaacct 
ccgcctccca ggctcaagcc attctcctgc ctcagcctcc ggagtagctg ggactacagg 
catgcaccac cacacccggc taattttttg tatttttagt agagacaggg tttctccatg 
ttggtcaggc tggtcttgaa ctctggacct caggtgatcc gcccgccttg gcctcccaaa 
ttactgggat tacaggcgtg agccactgcg cccggcctct ttaatttctt ttaattcctg 
ttccaatgca gagaagaaca taagaagaaa aacccagaag tccctgtcaa ttttgcagaa 
ttttccaaga aatgctctgg gaggtggaag acaatgtcca gtaaagagaa atttaaattt 



60 
120 
180 
240 
300 
360 
420 
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ggtgaaatgg caaaggcgga tgaagtgtgc tatgatcggg aaatgaagga ttatggacca 
gctaagggag gcaagaagaa ggatcctaat gcccccaaaa ggccaccatc tggattctt 



480 
539 



<210> 680 
<211> 349 
<212> DNA 
<213> Homo sapiens 



<400> 680 

ttagaagtga gttaaatttt cacattccca agggtacttt tgtctcgggt tgttgaatat 60 

attttaaagt gtttataata atcacttcaa aatatttagg taattaactg taaattatgt 120 

tttggtattc tccagggaca gtggccttag agctattgag aatttgatgc aaaagaaggg 180 

gaaatttgat tacatactgt tagagaccac tggattagca gaccctggta agaagtgaga 240 

ttattaataa ccagaatata gttctgtgat atattgtaaa tagatgtatt agaggaatat 300 

ctaaaatgag gattaaagct tttgttagta ttaaaccaaa aactttttt 349 



<210> 681 
<211> 329 
<212> DNA 
<213> Homo sapiens 



<210> 682 

<211> 574 

<212> DNA 

<213> Homo sapiens 



<400> 682 

acgagggctc cagtcaggcc aatacgctcc gctcacggaa ggaaaacaga aataacttgc 60 

tggcttgtct ggagtcacat gtacttaggt gacaatttac agaaagtcat ctctgcagct 120 

tgatgggcga caaccctttt caaccaaaaa gtaattcaaa aatggcagaa ctgtttatgg 180 

aatgtgaaga agaggagctg gaaccatggc agaagaaagt aaaagaagtt gaggatgacg 240 

atgatgatga gccaatcttt gttggcgaga tatcaagttc aaaaccagca atttcaaata 300 



<400> 681 



ggcacgaggc ggcgctgtgt cggacccgtg ctgtggctgc cgagaggcat tttctgcgag 
tgtttctctt cttcaggccc tttcggggtg taggcactga gagtggatcc gaaagcggaa 
gttccaaagc caaggagcct agaacgccct caagcagcta cgggaccgcc caataccgac 
gctggccaat agcccaggag tataaacact gcaccgcgca caatgacaca ggcactctct 
gctccgagct gagagaacca tggaggagac cgcagtagac agagccactg aactcatgac 
aacgtgaagc gaactagaaa gtaatactc 



60 
120 
180 
240 
300 
329 
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ttttgaacag agttaacccc agctcatatt caaggggact aaagaatggt gcactcagtc 360 

gaggtattac tgctgcattc aagcctacaa gtcaacacta cacgaatcca acatcaaatc 42 0 

cagtgcctgc ctcaccaata aattttcatc ctgagtctag atcttcagat agttctgtta 480 

ttggtcagcc tttttctaaa cctgtaagtg tttctaaaac tatacggcca gctcagggat 540 

ccattggatg ttgtttatca atatcaacag tacc 574 



<210> 683 
<211> 627 
<212> DNA 
<213> Homo sapiens 



<400> 683 

cttgatgttt ttcacttgaa gacattttga actttttctt acagggtttc tctgctgggc 60 

tgtttgcatt ctaccatgat aaagatggaa atcctctcac ttcaagattt gcagatggcc 12 0 

tcccaccttt taattatagt ctgggattat atcaatggag tgataaagta gttcgaaaag 18 0 

tggagagatt atgggatgtt cgagataata agatagttcg tcacactgtg tatctcctgg 240 

taacgcctcg tgttgttgag gaagcacgaa aacattttga ttgtccagtt ctagagggaa 300 

tggaacttga aaatcaaggt ggtgtgggca ctgagctcaa ccattgggaa aaaaggttat 36 0 

tagagaatga agcgatgact ggttctcaca ctcagaatcg agtactctct cgaatcactc 420 

tggcattaat ggaggacact gggagacaga tgctgagccc ttactgtgac acgctcagaa 480 

gtaacccact gcagctaact tgcagacagg accagagagc agttgccgtg gtgtaatttg 540 

cagaagttcc ctaagccttt accacaggaa taccagtact ttgatgaact cagtggaata 600 

cctgcagaag atttgcctta ttatggg 627 



<210> 684 

<211> 1271 

<212> DNA 

<213> Homo sapiens 



<400> 684 

gcggcgcgcc gccgcagaca gctggtgtcc cgccggagaa cggccgagat atccccgccg 60 

gcggaggagc agccccagcg ccaggcctcc cgacgtcccc gggcagcagc ccaaggccgc 120 

gaagtccccg tctccagttc agggcaagaa gagtccgcga ctcctatgca tagaaaaagt 180 

aacaactgat aaagatccca aggaagaaaa agaggaagaa gacgattctg ccctccctca 240 

ggaagtttcc attgctgcat ctagacctag ccggggctgg cgtagtagta ggacatctgt 300 

ttctcgccat cgtgatacag agaacacccg aagctctcgg tccaagaccg gttcattgca 360 

gctcatttgc aagtcagaac caaatacaga ccaacttgat tatgatgttg gagaagagca 420 

tcagtctcca ggtggcatta gfcagtgaaga ggaagaggag gaggaagaag agatgttaat 480 

cagtgaagag gagataccat tcaaagatga tccaagagat gagacctaca aaccccactt 540 

agaaagggaa accccaaagc cacggagaaa atcagggaag gtaaaagaag agaaggagaa 600 

gaaggaaatt aaagtggaag tagaggtgga ggtgaaagaa gaggagaatg aaattagaga 660 

ggatgaggaa cctccaagga agagaggaag aagacgaaaa gatgacaaaa gtccacgttt 720 

acccaaaagg agaaaaaagc ctccaatcca gtatgtccgt tgtgagatgg aaggatgtgg 780 

aactgtcctt gcccatcctc gctatttgca gcaccacatt aaataccagc atttgctgaa 840 

gaagaaatat gtatgtcccc atccctcctg tggacgactc ttcaggcttc agaagcaact 900 

tctgcgacat gccaaacatc atacagatca aagggattat atctgtgaat attgtgctcg 960 

ggccttcaag agttcccaca atctggcagt gcaccggatg attcacactg gcgagaagcc 1020 

attacaatgt gagatctgtg gatttacttg tcgacaaaag gcatctctta attggcacat 1080 
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gaagaaacat gatgcagact ccttctacca gttttcttgc aatatctgtg gcaaaaaatt 1140 

tgagaagaag gacagcgtag tggcacacaa ggcaaaaagc caccctgagg tgctgattgc 1200 

agaagctctg gctgccaatg caggcgccct catcaccagc acagatatct tgggcactaa 1260 

cccagagtcc c 1271 



<210> 685 
<211> 685 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (685) 
<223> n = a,t,c or g 



<400> 685 

atgagggtcg tcccacgcgt ccgcttggtc catgtgagag aagctggctg ctgaaatgac 6 0 

tgcgaaccgg cttgcagaga gccttctggc tttgagccaa caggaagaac tagcggattt 12 0 

gccaaaagac tacctcttga gtgagagtga agatgagggg gacaatgatg gagagagaaa 180 

gcatcaaaag cttctggaag caatcagttc ccttgatgga aagaataggc ggaaattggc 240 

tgagaggtct gaggctagtc tgaaggtgtc agagttcaat gtcagttctg aaggatcagg 3 00 

agaaaagctg gtccttgcag atctgcttga gcctgttaaa acttcatctt ctttggccac 360 

tgtgaaaaag caactgagta gagtcaaatc aaagaagaca gtggagttac ctctgaacaa 42 0 

agaagagatt gaacggatcc acagagaagt agcattcaat aaaaccgcac aagtcctctc 480 

caaatgggac cctgtcgtcc tgaagaaccg gcaggcagag cagctggttn ttcccctgga 540 

gaaagaggag ccagccattg ctcccattga acatgtgctc agtggctgga aaggcagaac 6 00 

tcccctggag cangaaattn tcaacctnct ncatangaac aagcagncag tgacagaccc 660 

tttactgacc cctgtggaaa ggcct 685 



<210> 686 
<211> 962 
<212> DNA 
<213> Homo sapiens 



<400> 686 

cgcggccgcg tcgactttaa gattaaattc atgtattgaa aatattgttc agaccccatg 60 

tgacataact ggagccagtg cagtgccatg aagaactacg agattagcct ggatatfcaac 120 

ttgtcttcta gagaatagat ttcatgttcc attcttctgc aatggttaat tcacacagaa 180 

aaccaatgtt taacattcac agaggatttt actgcttaac agccatcttg ccccaaatat 240 

gcatttgttc tcagttctca gtgccatcta gttatcactt cactgaggat cctggggctt 300 

tcccagtagc cactaatggg gaacgatttc cttggcagga gctaaggctc cccagtgtgg 360 

tcattcctct ccattatgac ctctttgtcc accccaatct cacctctctg gactttgttg 420 

catctgagaa gatcgaagtc ttggtcagca atgctaccca gcttatcatc ttgcacagca 480 

aagatcttga aatcacgaat gccacccttc agtcagagga agattcaaga tacatgaaac 540 

caggaaaaga actgaaagtt ttgagttacc ctgctcatga acaaattgca ctgctggttc 600 

cagagaaact tacgcctcac ctgaaatact atgtggctat ggacttccaa gccaagttag 660 

gtgatggctt tgaagggttt tataaaagca catacagaac tcttggtggt gaaacaagaa 720 

ttcttgcagt aacagatttt gagccaaccc aggcacgcat ggctttccct tgctttgatg 780 
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aaccgttgtt caaagccaac ttttcaafcca agatacgaag agagagcagg catattgcac 840 

tatccaacat gccaaaggtt aagacaattg aacttgaagg aggtcttttg gaagatcact 900 

ttgaaactac tgtaaaaatg agtacatacc ttgtagccta catagtttgt gatttccact 960 

ct 962 



<210> 687 
<211> 676 
<212> DNA 
<213> Homo sapiens 



<400> 687 

accgatcgaa gatccctcgg agcgacccac gcgtccggac gccagcgcct gcagaggctg 60 

agcagggaaa aagccagtgc cccagcggaa gcacagctca gagctggtct gccatggaca 120 

tcctggtccc actcctgcag ctgctggtgc tgcttcttac cctgcccctg cacctcatgg 180 

ctctgctggg ctgctggcag cccctgtgca aaagctacfct cccctacctg atggccgtgc 24 0 

tgactcccaa gagcaaccgc aagatggaga gcaagaaacg ggagctcttc agccagataa 3 00 

aggggcttac aggagcctcc gggaaagtgg ccc tactgga gctgggctgc ggaaccggag 360 

ccaactttca gttctaccca ccgggctgca gggtcacctg cctagaccca aatccccact 420 

ttgagaagtt cctgacaaag agcatggctg agaacaggca cctccaatat gagcggtttg 480 

tggtggctcc tggagaggac atgagacagc tggctgatgg ctccatggat gtggtggtct 540 

gcactctggt gctgtgctct gtgcagagcc caaggaaggt cctgcaggag gtccggagag 600 

tactgagacc gggaggtgtg ctctttttct gggagcatgt ggcagaacca tatggaagct 660 

gggccttcat gtggca 676 



<210> 688 
<211> 639 
<212> DNA 

<213> Homo sapiens 



<400> 688 

cggacgcgtg ggcgtatttg cgcgtatgag atgcattgtc tcttcctctg gagttgagct 60 

gaatgaatac ctccgaagcc gttttgttct ccaaatggga atagctccac tataccagcc 12 0 

tcgtcttcct tccgggggac aacgtgggtc agggcacaga gagatattta atgtcaccct 180 

cttggggctt tcatgggact ccctctgcca cattttttgg aggttgggaa agttgctaga 240 

ggcttcagaa ctccagccta atggatccca aactcgggag aatggctgcg tccctgctgg 300 

ctgtgctgct gctgctgctg ctggagcgcg gcatgttctc ctcaccctcc ccgcccccgg 3 60 

cgctgttaga gaaagtcttc cagtacattg acctccatca ggatgaattt gtgcagacgc 420 

tgaaggagtg ggtggccatc gagagcgact ctgtccagcc tgtgcctcgc ttcagacaag 480 

agctcttcag aatgatggcc gtggctgcgg acacgctgca gcgcctgggg gcccgtgtgg 540 

cctcggtgga catgggtcct cagcagctgc ccgatggtca gagtcttcca atacctcccg 6 00 

tcatcctggc cgaactgggg agcgatccca cgaaaggct 639 



<210> 689 
<211> 116 
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<212> DNA 



<213> Homo sapiens 



<400> 689 

tttttttttt ttgagatgga gtcttgctct gtcacccagg ctggagtgcc gtggcacgat 
ctcagctcac tgcaacctcc acctcccagg ttcaagcgat tctcgtgcct cagcct 



60 
116 



<210> 690 

<211> 509 

<212> DNA 

<213> Homo sapiens 



<400> 690 

acaaacaggt ggggtcaagc acggagagag aactgcccag ggtataaaaa gggcccacag 60 

gagaccggct ctaggatccc aaggcccaac tccccgaacc actcagggtc ctgtggacag 120 

ctcacctagt ggcaatggct ccaggctccc ggacgtccct gctcctggct tttgccctgc 180 

tctgcctgcc ctggcttcaa gaggctggtg ccgtccaaac cgttccgtta tccaggcttt 240 

ttgaccacgc tatgctccaa gcccatcgcg cgcaccagct ggccattgac acctaccagg 300 

agtttgaaga aacctatatc ccaaaggacc agaagtattc attcctgcat gactcccaga 360 

cctccttctg cttctcagac tctattccga caccctccaa catggaggaa acgcaacaga 420 

aatccaatct agagctgctc cgcatctccc tgctgctcat cgagtcgtgg ctggagcccg 480 

tgcggatcct catgagtata gtccccaac 509 



<210> 691 
<211> 1362 
<212> DNA 

<213> Homo sapiens 



<400> 691 



tttcgtgaaa cttatcaaga 
caatgaagag aaaaaatttc 
ttttctcgag tcccagaaaa 
aaatgaaaac cagagtaccc 
gaatatacag catttccaag 
cctagagctg gaatgccgtc 
gcaggacctt gtcagggagg 
catgctactc cgacagcatg 
tcagaagatg cgctgtgagt 
ggaatataat aagcgaagag 
acagcctaag agtttgaagt 
caaaatccaa accagacagt 
gagtgagcac aaagctgttc 
cttggctgag cagtatgatc 
ggatgaagca caggaagcag 



aacaccaggc tgctatggag aaagaggcta aagtgatgtc 
agcaacatat tcaggcccaa cagaagaaag aactgaatag 
gagagtataa acttcgaaaa gagcagctta aagaggagct 
ccaaaaaaga aaaacaggag tggctttcaa agcagaagga 
cagaagaaga agctaacctt cttcgacgtc aaagacaata 
gcttcaagag aagaatgtta cttgggcgtc ataacttaga 
agttaaacaa aagacagact cagaaggact tagagcatgc 
aatctatgca agaactggag ttccgccacc tcaacacaat 
tgatcagatt acagcatcaa actgagctca ctaaccagct 
aacgagaact aagacgaaag catgtcatgg aagttcgaca 
ctaaagaact ccaaataaaa aagcagtttc aggatacctg 
acaaagcatt aagaaatcac ctgctggaga ctacaccaaa 
tgaaacggct caaggaggaa cagacccgga aattagctat 
acagcattaa tgaaatgctc tccacacaag ccctgcgttt 
agtgccaggt tttgaagatg cagctgcagc aggaactgga 



60 
120 
180 
24 0 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
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gctgttgaat gcgtatcaga gcaaaatcaa gatgcaagct gaggcacaac atgatcgaga 960 

gcttcgcgag cttgaacaga gggtctccct ccggagggca ctcttagaac aaaagattga 1020 

agaagagatg ttggctttgc agaatgagcg cacagaacga atacgaagcc tgttggaacg 1080 

tcaagccaga gagattgaag cttttgactc tgaaagcatg agactaggtt ttagtaatat 1140 

ggtcctttct aatctctccc ctgaggcatt cagccacagc tacccgggag cttctggttg 1200 

gtcacacaac cctactgggg gtccaggacc tcactggggt catcccatgg gtggcccacc 1260 

acaagcttgg ggccatccaa tgcaaggtgg accccagcca tggggtcacc cttcaaggcc 1320 

caatgcaaag gggtacctcg aggagcagta tgggagtccg ct 1362 



<210> 692 
<211> 503 
<212> DNA 
<213> Homo sapiens 



<400> 692 

gatcacgtgg gcagctccgg gcgcggcgct tgttttggtt tccttctaac ttgcccacgg 60 

cagcttcggg gtgagcgact ttcctgcacc agctgccgcg cctgctcaca ccctgacctc 120 

gttttcgggc tctctgagcc cgcagttccg caagcccctg gggcgggctc ctgccatgcc 18 0 

gctagtccgc tacaggaagg tggtcatcct cggataccgc tgtgtaggga agacatcttt 240 

ggcacatcaa tttgtggaag gcgagttctc ggaaggctac gatcctacag tggagaatac 300 

ttacagcaag atagtgactc ttggcaaaga tgagtttcac ctacatctgg tggacacagc 360 

agggcaggat gagtacagca ttctgcccta ttcattcatc attggggtcc atggttatgt 420 

gcttgtgtat tctgtcacct ctctgcatag cttccaagtc attgagagtc tgtaccaaaa 480 

gctacatgaa ggccatggga aaa 503 



<210> 693 

<211> 1671 

<212> DNA 

<213> Homo sapiens 



<400> 693 

gcggcttgtg tccacgggac gcggtacgga tgcttctccg gccatgagga aaccagccgc 60 

tggcttcctt ccctcactcc tgaagggtga gaggtttaca cctgctccaa cagactctcc 120 

ccgggctagt cctctccctc ccgagagctc tgcttttacg gtttctggat cgcttcctca 180 

tggtggtcgc gctgggtcgg ctccctaggt cctgggatac tcccatctcc ccccgcccgc 240 

ggccggacct ttgcctctgt ctctagactc cccccgccct ggtcagcagg gataaccctc 300 

accccgttcc taatttgcca gtctgggtct gtctgccctg gtctcggagc gggttttrggg 360 

gttcggtcct ttcatcatcc ggtcgcccgc tccgcagtgc tgctcctgcc tctggcacct 420 

gccgcagccc aggattcgac tcaggcctcc actccaggca gccctctctc tcctaccgaa 480 

tacgaacgct tcttcgcact gctgactcca acctggaagg cagagactac ctgccgtctc 540 

cgtgcaaccc acggctgccg gaatcccaca ctcgtccagc tggaccaata tgaaaaccac 600 

ggcttagtgc ccgatggtgc tgtctgctcc aacctccctt atgcctcctg gtttgagtct 660 

ttctgccagt tcactcacta ccgttgctcc aaccacgtct actatgccaa gagagtcctg 720 

tgttcccagc cagtctctat tctctcacct aacactctca aggagataga agcttcagct 780 

gaagtctcac ccaccacgat gacctccccc atctcacccc acttcacagt gacagaacgc 840 

cagaccttcc agccctggcc tgagaggctc agcaacaacg tggaagagct cctacaatcc 900 

tccttgtccc tgggaggcca ggagcaagcg ccagagcaca agcaggagca aggagtggag 960 

cacaggcagg agccgacaca agaacacaag caggaagagg ggcagaaaca ggaagagcaa 1020 
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gaagaggaac aggaagagga gggaaagcag gaagaaggac aggggactaa ggagggacgg 1080 

gaggctgtgt ctcagctgca gacagactca gagcccaagt ttcactctga atctctatct 1140 

tctaaccctt cctcttttgc tccccgggta cgagaagtag agtctactcc tatgataatg 1200 

gagaacatcc aggagctcat tcgatcagcc caggaaatag atgaaatgaa tgaaatatat 1260 

gatgagaact cctactggag aaaccaaaac cc tggcagcc tcctgcagct gccccacaca 1320 

gaggccttgc tggtgctgtg ctattcgatc gtggagaata cctgcatcat aacccccaca 1380 

gccaaggcct ggaagtacat ggaggaggag atccttggtt tcgggaagtc ggtctgtgac 1440 

agccttgggc ggcgacacat gtctacctgt gccctctgtg acttctgctc cttgaagctg 1500 

gagcagtgcc actcagaggc cagcctgcag cggcaacaat gcgacacctc ccacaagact 1560 

ccctttgtca gccccttgct tgcctcccag agcctgtcca tcggcaacca ggtagggtcc 162 0 

ccagaatcag gccgctttta cgggctggat ttgtacggtg ggctccacat g 1671 



<210> 694 
<211> 898 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (898) 
<223> n = a,t,c or g 



<210> 695 
<211> 630 
<212> DNA 

<213> Homo sapiens 



<400> 695 

caaccccgcc gccggggaca tgtccaaccc ctgaagccgg aggaacgggc cagtcagact 60 

gcgcccgaca ggtatattga aaagtctgat tcagttacaa tcagtgtatg gaatcacaag 120 

aagatccata agaaacaagg tgctggattt ctccgttgtg ttcgtctttt tccagtgcca 180 



<400> 694 



tttttttttt ttgtgacagt 
caggggctgg tcgctggtcc 
ccttggccat ggcagcttgg 
caaatgctgg cacttcaggt 
ccatgcttct ctcctggcga 
aggaacagct ggtgattctc 
ggcacaaagt tctgcagccg 
ccgccctcac cggctgggcc 
acaaagcgga cattctcctc 
ggggacgtgg agggggcccg 
ctgcaggaag ggaggagacg 
agaactcagg agcagccccg 
tcctgaacca gagagagcag 
cccaagccat cggcagctca 
ctgtaggggg ganatgcncc 



ttctccactt tattagcctg gagctcctcc ctgccagccc 
ctgggcacag tgagcagggc tgaggtcaga cgggttcggc 
ttgggacagc cgggccaagg gaaaaaaagg tgcaaaagt;c 
gtggccggca cccagccagg cgcagtgggt gggcagggcg 
caggtcggcc gtgtagcagc gccccctccc agcagccact 
gccaggaact gctgcgccca ccactcgtct aggtcaatgg 
gggattgggg gt octet cca cgtactgcac aggecttgge 
accatccagc tgctgttgca cctgctgcca ggctteggae 
gtgggccact gtgtaggtct cctgggtccc ctcgaaggat 
ccggccattc acacgattga acacaagcct tggccctgga 
gacatggttg gtgcccatcc caggtgcggt gctgcctggc 
ggccagccca ctttccccag acttggccag cctaggcact 
ccacccacag cagccggtgg cccaggcctc tettgeagtc 
gctcacacct gcagccctgt gtcctgaggg aagtgagtga 
gectagaggt tegateggtg gaaagacagc cgggcccc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
898 
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tcaaccacct caaagacact ggttatcaga ggttggattt atgcaaactt gggccaaagg 240 

acagttagaa gacagtagct gaagaagcat ctgtagggaa tccagaagga gcattcatga 3 00 

agatgttaca agcccggaag cagcacatga gcactgagct gactattgag tcggaggcgc 360 

cctcagacag cagtggcatc aacttgtcag gctttgggag tgagcagcta gacaccaatg 420 

acgagagtga tgttagcagc gcactaagtt acatcttgcc ttatctctca ctgagaaatc 480 

taggtgcaga atcaatattg ttaccgttca ctgaacagct attttcaaat gtacaagatg 540 

gagataggct cctgagtatt ttgaaaaaca atagaaagag cccctcacag tccagccttc 600 

taggtaacaa atttaaaaac aaaatatttg 630 



<210> 696 
<211> 879 
<212> DNA 
<213> Homo sapiens 



<400> 
tttcgtctga 
cttgtcggat 
ccaagaagct 
atgaaccagg 
agacagagct 
atcttcttgg 
tccaacagaa 
ttggtgatcc 
tcaatagtta 
cactggatgt 
ttgaagcttc 
tcctcaatat 
ttagttcacc 
atgggattcc 
gagcctcatc 



696 

agcacagaca 
tgctttttat 
tgagagaaga 
aaaactgaag 
gagggttttt 
aatttttctc 
cgacctagta 
agctattttt 
tgccggtcta 
tgctgaagaa 
ttgtcatgac 
ggattcccct 
tgaagatgac 
tgaagtgatg 
accagaacag 



ccacttcccc 
tttcaagctc 
aaaatttcag 
caccttccct 
tacccaaatc 
atgtggatct 
tttgaatttg 
cctgccgtaa 
gcctgtgtgg 
gaaatcatag 
ggggatgaaa 
ggccctatgc 
atggttgttg 
gaaacacagc 
cctaagagga 



aatctacagg 
aaaagacgat 
aaaaattgtc 
aaagaaaact 
agtcactgga 
aaggggaatg 
ctagtaacgt 
ttgtggaaca 
aagagcccaa 
acgatgatga 
caattgaaac 
tggatgaaaa 
ccccagtcac 
aggtgcaaga 
aaaaaaaaa 



agccatttta 
agagaaagaa 
tcaatttgac 
tgggtataca 
ttttgctgcc 
ctttattatg 
catggaggat 
tgttcctggt 
tgacatgatt 
tgatgacatc 
tattgaggct 
acgaataaat 
ccatgtgtcc 
aaaatatgca 



acagctaaaa 
tacttgaagg 
tagaatatca 
attactccac 
tgatacgtga 
gctgctgttg 
gaacgacagc 
gctgatattc 
actgagagtt 
acccttacag 
gctgaggcac 
aataatatat 
gtcacattag 
gactcaccgg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
879 



<210> 697 
<211> 719 
<212> DNA 
<213> Homo sapiens 



<400> 697 

ggcacgaggc gagcggagtt agcagggctt tactgcagag cgcgccgggc actccagcga 60 

ccgtggggat cagcgtaggt gagctgtggc cttttgcgag gtgctgcagc catagctacg 120 

tgcgttcgct acgaggattg agcgtctcca cccatcttct gtgcttcacc atctacataa 180 

tgaatcccag tatgaagcag aaacaagaag aaatcaaaga gaatataaag actagttctg 240 

tcccaagaag aactctgaag atgattcagc cttctgcatc tggatctctt gttggaagag 300 

aaaatgagct gtccgcaggc ttgtccaaaa ggaaacatcg gaatgaccac ttaacatcta 360 

caacttccag ccctggggtt attgtcccag aatctagtga aaataaaaat cttggaggag 420 

tcacccagga gtcatttgat cttatgatta aaggtatgaa aaaatagata acttttgtct 480. 

taattttaaa ttatgatata aggaaaaatt tgttaatact attatgaatt ctgccaatta 540 

ctgtaatctg gggatagtat aacagcacta taaatgtttt tgtatgtgac catttgtttg 600 

acaagatcca tgtgtggatg aaatgttagg aaaagggagg cccagtggaa gtgggctcac 660 
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acctgtaatc ccagtaggct agggaggttg aagcaagagg atggcttgag tctagaagt 



719 



<210> 698 
<211> 420 
<212> DNA 
<213> Homo sapiens 



<400> 698 

acatttcgtg ttaatggcgg gcagtagccg ctgaggggat tgcagataac cgcttcccgc 60 

acggggaaag tctaccctgc ctgccacttt ctgctcgccg tcagcgccgg agctcgccag 120 

catgtctgtg gtaccgccca atcgctcgca gaccggctgg ccccgggggg tcactcagtt 180 

cggcaacaag tacatccagc agacgaagcc cctcaccctg gagcgcacca tcaacctgta 240 

agtgcggcgc ggccttggcg ggcatttctc tcgtgaaagc tcctatagac tctccgacgc 3 00 

gcccccggct tttcggcgcg cttcacgcct ctgcacctcc ccgcctccaa ctcccgctgg 360 

cggatgcgcg ccttcctccc tctctcaggc ccctttctca tcctccagcc tccaggattc 420 



<210> 699 
<211> 422 
<212> DNA 

<213> Homo sapiens 



<400> 699 

gcggaaggag aagatgtgcc gccgctgcca acgtcgagcg gcgacggctg ggaaaaagat 60 

cttgaagaag ctctggaagc aggaggttgt gatcttgaaa cgttgagaaa tataattcaa 12 0 

ggaagaccgc tgcctgctga tctgagggcc aaagtttgga agattgctct gaatgttgca 180 

ggaaaaggtg atagtttggc atcatgggat ggtattttag acttgccaga acagaacact 240 

attcacaaag attgcctgca gtttattgac cagctttcag tgccagagga gaaggcagca 300 

gaattacttt tggatattga atctgtaatt accttttatt gtaaatcacg taacattaaa 360 

tatagcacat cccttagctg gatacatcta ctgaaaccat tggtgcatct tcaactgcca 420 

c 9 422 



*<210> 700 
<211> 412 
<212> DNA 

<213> Homo sapiens 



<400> 700 



cagatcactc ccaaatatag ccctctccag aaaccacttg gatagaaaaa agtccaaaga 
gaactgaggt gtccaacaca tgagtgaggc cttcctggat ctctagctct cgtcaagcct 
tcccaacacc acgaggaaca aaaatgagcc atccaaatga gctttaccca aattcctgac 



60 
120 
180 
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ccacggtgtc aagagcaatg aaagggttgt cgtttggctc tttccgccat cttttcgtgc 
cgccacaatg gtgcacatga atgtcctgcc tgatgctctc aagagcatca acaatgccga 
aagaagaggc aaaccccagg ttcttattag gctgtgctcc aaaatcatca tctggtttct 
cactgtaafcg gtgaagtatg gttacattgg caaatttgaa cccacgcgtc eg 



240 
300 
360 
412 



<210> 701 
<211> 977 
<212> DNA 
<213> Homo sapiens 



<400> 701 

agcggccgct tgccggcgtt ctggctcctg tggcctcacc aggaagegtc agagtcccga 60 

cactggggaa geteggageg ccgcctccgc tgccgccgcc tcctgcctgg ctctgggtcc 120 

ccgagccccc tcccctggcc cagcccgact ccctcctcct tcccgaacca tccggctcgg 180 

gctccttccc tggcgatggc tggccgctga gccatggctc agtaeggeca ccccagtccg 24 0 

cteggcatgg ctgegagaga ggagctgtac agcaaagtca ccccccggag gaaccgccaa 300 

cagcgccccg gcaccatcaa gcatggatcg gcgctggacg tgctcctctc catggggttc 360 

cccagagccc gcgcacaaaa agecttggea tecaegggag gaagaagtgt tcaggcagca 420 

tgtgactggt tattctccca tgtcggtgac cccttcctgg atgaccccct gccccgggag 480 

tacgtcctct acctccgtcc caccggcccc ttagcacaga agctttccga cttttggcag 54 0 

cagtcgaagc agatctgegg gaagaacaag gcacacaaca tcttccccca catcacactc 600 

tgccagttct ttatgtgcga ggacagcaag gtggatgccc tgggggaagc cctgcagacc 660 

aeggtcagtc gctggaaatg taagttctcg gccccgctgc ccctggagct etataegteg 720 

tccaacttca tcggcctctt tgtaaaggaa gaeagtgegg aggtcctcaa gaagtttgct 780 

gctgactttg ctgeagagge tgcatccaaa accgaagtgc atgtggaacc tcataagaag 840 

cagctacatg tgaccctggc ttaccacttc caagccagcc acctacccac cctagagaaa 900 

ctggcccaga acattgacgt caagctaggg tgtgactggg tggctaccat attttctegg 960 

gatatccgat ttgetae 977 



<210> 702 
<211> 406 
<212> DNA 

<213> Homo sapiens 



<400> 702 

ggcagacgag gccggcttct ccgcggacag ctagggagag tgtcctgggt gtcagecaga 60 

acatgtcttt caacctgcaa tcatcaaaga aactgttcat tttcttagga aaatcactgt 120 

ttagtcttct ggaggctatg atttttgect tactcccaaa gecaeggaag aacgttgctg 180 

gtgaaatagt cctcatcaca ggtgctggaa gtggactcgg aaggctctta gecttgeagt 240 

ttgcccggct gggatctgtt cttgttctct gggatatcaa taaggagggg aatgaggaaa 300 

catgtaagat ggctcgggaa getggageca caagagtgea cgcctatacc tgegattgea 360 

gecaaaagga aggagtgtat agagtagecg accaggttaa aaaaga 406 



<210> 703 
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<211> 987 
<212> DNA 
<213> Homo sapiens 



<400> 703 

tttttttttt ttgtgtttat aacaggtttt actttttttc ttaaaatggg gatgttctta 60 

ctaaatacca t-tttatttca tttcttcaca gatcttctgg ttcttgatca tctataatta 120 

tcaagtgtcg tatataggga acaagtattg atgttcaata tgattcaaac tattactgtt 180 

ccatagtcag tggagctttt tcaatgtcca gaaagaatac tttcaatctt tatgaacagc 240 

ctaggatttt gcagttgttt ctgaaggctc aaattgtcct gcttcaaatt tttctttgaa 300 

ttttaagtag tctcttcttt tatcaaaata ttttatccac tgttggggac aacttgattc 360 

gaaagagctt cttaacttct tgcattgaga agcatcctct aagttctcat ctaaacactt 420 

ccagtactca tcccgggccc cccagcagac ctgtctttcc ttcatagatg gggctgccat 480 

tcctactgcg atgaagctct ctgcccgccc acgtccggct tcctttcgat gtcgacggga 540 

ggaaactgtc acgcaggcca ccaaccggcg gtggagggcg cggtgccgag tcctgccact 600 

gcagggtcgc cccgctggct caagctctag aagcgtagac ctccccagcc gcaaaaagca 66 0 

agtcacgcgg cgaaaccgcg gactcttttg acccttccga gctaccattt actttccata 72 0 

gaggggcggg acttcctgtt tcgcttttat cttgtctcgc tcttccgccc agtctcgagt 780 

gcagtggtga gaacacggct tactgcagcc tcaaaatcct ggacccaaaa gatcctccca 84 0 

cctcagcctg cctcccaggt agctgggact acaggcgcac aacaccatcg cttcttggat 900 

taaaagaaaa ggatgaaacg ggccccagaa agaggcggtg acgtcccaga acccatggca 960 

ggggagttgg gaaaataaat atttgta 987 



<210> 704 
<211> 473 
<212> DNA 
<213> Homo sapiens 



<400> 704 

cacctgcacc ggctgcgagg agcagggagc tcctcaaaga gctcaggaac ggacaggaca 6 0 

tggacacagt ggtctttgaa gacgtggttg tggatttcac gctggaggag tgggccttgc 12 0 

tgaatcctgc tcagagaaaa ctctacagag atgtcatgct ggagaccttc aagcacctgg 180 

cctcagtaga taatgaggct cagcttaaag ccagtgggtc tatttctcag caggatactt 24 0 

ctggagaaaa attatccctc aaacagaaaa tagaaaagtt cacaagaaag aatatatggg 300 

cctccctttt aggaaaaaat tgggaagaac atagcgttaa agacaagcac aacaccaag'g 360 

agagacattt gagcagaaat ccaagggtgg agagaccatg taaaagcagt aaaggtaata 42 0 

aacgtggaag aaccttcaga aagactcgaa attgtaatcg tcatctgcgc agg 473 



<210> 705 
<211> 435 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (435) 
<223> n = a,t,c or g 
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<400> 705 

tttttttttt caattattta taaaacttta atgagggaga ggccctaact cttcctcagc 60 

tctaccaact actgaaagga aaagctggtg ctggggagcc ctccacacca ctgactgatg 120 

aatttcagca cgtcctggca cactgggctg tgggaggtct gtgagcaaat ggaagaacat 180 

gagaggaact tgttaatgct ggaaatacaa aatcagctcc atcgcaggct tcagggtctg 240 

catctgcctt cctgtaatcc cacccatctt tntagtgtgt atgtgggttt tttgtttgtt 300 

ttgagacaaa gtcttgcttt gtcgcccagg ctggagtgca gtggcacaat ctcagctcac 360 

tgcaagctct gcctcccggg ttcaagcaat tctcctgcct cagcctcctc agtagctggc 420 

attataggcg cgtgc 435 



<210> 706 

<211> 894 

<212> DNA 

<213> Homo sapiens 



<400> 706 

cggcacgagg ttgaggcggc ggcgcgaggc agtatggttt gaagtggtga acatggattt 60 

ttctcggctt cacatgtaca gtcctcccca gtgtgtgccg gagaacacgg gctacacgta 120 

tgcgctcagt tccagctatt cttcagatgc tctggatttt gagacggagc acaaattgga 180 

ccctgtattt gattctccac ggatgtcccg ccgtagtttg cgcctggcca cgacagcatg 240 

caccctgggg gatggtgagg ctgtgggtgc cgacagcggc accagcagcg ctgtctccct 3 00 

gaagaaccga gcggccaggt gagcaccgct gcacttcctc tccatctgat ctctaacacc 360 

agttaaaacc aagcttccat actttttggt ctgtaaagcc gcaccctgtc tcgagcttaa 420 

ggatatgtgt gtgtatgtgc gtgtacagac acacaaacct gccatataaa gtggtagttt 480 

gctgcaaata aagactgaaa ggaactctgg aatctgtgtg gcttgtctag tattgatgtt 54 0 

ctgctgttct tgtttcaagt tctcttcgct ggtgcacgcc acgtgcagtg ccagcactca 600 

ggtctggaag ctttgtggtc ctgtggtggg agctcagcta cagctgtcct accacatgtg 660 

taaagaggaa ggaatcttac agattacaca tgctgtcgtg gacgatctcc gtgtccagtt 720 

cattcttttt tctggagacg gagtctcgct cttgtcgccc agggtggaat gcagtggcac 780 

gatctcagct cactgcctcc tctgtctccc gggttcaagc gattctactg cacgcagcct 840 

cctgagtagc tgggattaca ggcgcccgcc accacgcctg ggcaacagag tgag 894 



<210> 707 
<211> 410 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (410) 
<223> n = a,t,c or g 



<400> 707 

tttctgcagg actgtaaact ggattcctgg aacctttgat attcctggct gtgtatagtg 60 
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cctgttggtg gactgtactg atactcaact agagtgtgaa gggactggat tcctgcccct 12 0 

gagacacaat gcaagctgta gtgcccttga acaagatgac agccatctca ccagaacctc 180 

aaactctggc ctcgactgaa caaaatgagg tcccaagagt ggttacttct ggggaacaag 240 

aagctatttt aagaggaaat gctgctgatg cagagtcttt cagacagagg tttaggtggt 300 

tttgttactc agaagtagct ggacccagga aagctctgag tcaactctgg gagctctgca 360 

atcagtggct gagaccagac attcacacga aagaancaga ttttagagct 410 



<210> 708 
<211> 650 
<212> DNA 
<213> Homo sapiens 



<400> 
gccgatttgc 
agaagggaga 
ggtggtggcg 
gatggtgtta 
aagaatgaat 
tatcgtcatg 
ccaactacgc 
ggccaagtta 
tagcaatact 
tggataaata 
aaattagtat 



708 

ctgttctcac 
ggagcgaaca 
ctgctcatcg 
tctgaaaagg 
ggagacaagt 
ttcactgctc 
tttaaaatta 
gtgcagtagg 
actgctcttt 
attgtggtag 
caacttggcg 



gccccaccct 
tggcagcgcg 
tttgcgacgt 
ttagtcagct 
tccgtcgcct 
tccaactgca 
aataactcat 
tacttaaata 
tatagtcaat 
ccatcataaa 
gggcatgggg 



cagacctagc 
ttggcggttt 
tccctcagcc 
gatggaatgg 
tgtgaaagcc 
tagacagtgt 
ataacgttaa 
atgtgtatac 
tcttgattat 
agtaacttaa 
gctcatgcct 



cggagcaaag 
tggtgtgtct 
tctgcccaaa 
actaacaaaa 
ccaccgagaa 
gtcgtttgca 
ccatttctca 
cttactcagg 
ccgtatcagt 
agatcaaaca 
gtaatccccg 



tttcacttat 
ctgtgaccat 
gaaagaagga 
gacctgtaat 
attactccgt 
agtatgaact 
atcccagaag 
atgtctatgg 

gggggaagca 

gtcatcttat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
650 



<210> 709 
<211> 534 
<212> DNA 
<213> Homo sapiens 



<400> 709 

tttcgtggcg aacgaggccc cacctctgcc gggagcggga cgagcgcgca ggcgcagtct 60 

ccccaggttg tagacgctgc ggcccggccc ggcgggtaaa taacagatgc gggtgaaaga 120 

tccaactaaa gctttacctg agaaagccaa aagaagtaaa aggcctactg tacctcatga 180 

tgaagactct tcagatgata ttgctgtagg tttaacttgc caacatgtaa gtcatgctat 240 

cagcgtgaat catgtaaaga gagcaatagc tgagaatctg tggtcagttt gctcagaatg 300 

tttaaaagaa agaagattct atgatgggca gctagtactt acttctgata tttggttgtg 360 

cctcaagtgt ggcttccagg gatgtggtaa aaactcagaa agccaacatt cattgaagca 420 

ctttaagagt tccagaacag agccccattg tattataatt aatctgagca catggattat 480 

atggtggtat gaatgggatg aaaaaatttt cacccctttg aataaaaaag gttg 534 



<210> 710 
<211> 478 
<212> DNA 
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<213> Homo sapiens 



<400> 710 

gattgagacc ctattcgaga ccatagtcca tgtggtggaa ttctgatgtc tcaactccgg 60 

cctctaggaa cttgaatgag gacaggaggg tcagagggag agcctaggag gctgagccaa 120 

ggagcgtgga gaggagagac agggtgaagg tggcggctgg ctttctggaa gcaggtggcc 180 

tttggtgcgg tcagcattcg tgccagcccc ctcttctctg atcctctcca tgtgtctctc 240 

tcctggaatc ccagaagctg cccctgactc cccattaact gcctctgccc ctacccccta 300 

ggtgatgctt ctgggagaca caggcgtcgg caaaacatgt ttcctgatcc aattcaaaga 360 

cggggccttc ctgtccggaa ccttcatagc caccgtcggc atagacttca gggtgaggtg 420 

gctgcaggca cttgcttcca gcagagagcc agggctgtgg ctcaggcatg ggggggtt 478 



<210> 711 
<211> 585 
<212> DNA 

<213> Homo sapiens' 



<400> 711 

cttctacccc cggagctcag ctgatcttcc cttccagact acgaggtgtg aatttcaaac 60 

ttccgtaatg gagttagccc acagtttatt gctaaatgaa gaagctttgg ctcaaatcac 120 

cgaagcaaaa agaccagttt tcatctttga atggttgcga tttcttgata aagtcttggt 180 

tgctgccaac aaggtatggt attgctcttt tttcccagtt gcattaacgt gaagagatta 240 

tgtggtcatg attcttaaga aaacacatgt tatgttttgg aaggtttatg ggtcacttat 300 

ggaacttgag agtattacac gaatgggaaa tttagtggca aaactcaaac ctcgtttaaa 360 

tccagctcat tgcctatctt ctttatgttt gtacctgggc agctcattgt aactggagaa 420 

aaacatggct atatgactgg tgtcacttta aatttatcat cgtcacccgt tgcaagtgat 480 

ctctctatgc tgcctaacaa tcccagtgtc ttcacttatc tctttgagga gtcaataata 540 

ggctcttttt tttttaatct gttttttctt cctgcatagc cttgt 585 



<210> 712 

<211> 391 

<212> DNA 

<213> Homo sapiens 



<400> 712 

acaaacagag aactggtttt gacagtgttt ctagagtgct ttttattatt ttcctgacag 60 

ttgcgttcca ccatgattac tttctccttc agcgaatagg ctaaatgaat atgaaacaga 120 

aaagcgtgta tcagcaaacc aaagcacttc tgtgcaagaa ttttcttaag aaatggagga 180 

tgaaaagaga gagcttattg gaatggggcc tctcaatact tctaggactg tgtattgctc 240 

tgttttccag ttccatgaga aatgtccagt ttcctggaat ggctcctcag aatctgggaa 3 00 

gggtagataa atttaatagc tcttctttaa tggttgtgta tacaccaata tctaatttaa 360 

cccagcagat aatgaataaa acagcacttg c 391 
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<210> 713 
<211> 524 
<212> DNA 
<213> Homo sapiens 



<400> 713 

atccccacag ggtaatgggt gtcccgatgt cacgggggac tctgtgatcc gtgttcccct 60 

gaccctccta gtgcacaact tggccgggct cactgggctc ctgcaccact gcctgtcagg 120 

tccgctgcca gccccaagcc ccccaccagc catgagctcc tccagaaagg accacctcgg 180 

cgccagcagc tcagagcccc tcccggtcat cattgtgggt aacggcccct ctggtatctg 240 

cctgtcctac. ctgctctccg gctacacacc ctacacgaag ccagatgcca tccacccaca 300 

ccccctgctg cagaggaagc tcaccgaggc cccgggggtc tccatcctgg accaggacct 360 

ggactacctg tccgaaggcc tcgaaggccg atcccaaagc cccgtggccc tgctctttga 42 0 

tgcccttcta cgcccagaca cagactttgg gggaaacatg aagtcggtcc tcacctggaa 4 80 

gcaccggaag gagcacgcca tcccccacgt ggttctgggc cgga 524 



<210> 714 

<211> 2468 

<212> DNA 

<213> Homo sapiens 



<400> 714 

gaatcgacgc acgcgtgcgc agcgctgcca gcgtggaagg agctgcgggg cgcgggagga 60 

ggaagtagag cccgggaccg ccaggccacc accggccgcc tcagccatgg acgcgtccct 120 

ggagaagata gcagacccca cgttagctga aatgggaaaa aacttgaagg aggcagtgaa 180 

gatgctggag gacagtcaga gaagaacaga agaggaaaat ggaaagaagc tcatatccgg 240 

agatattcca ggcccactcc agggcagtgg gcaagatatg gtgagcatcc tccagttagt 300 

tcagaatctc atgcatggag atgaagatga ggagccccag agccccagaa tccaaaatat 360 

tggagaacaa ggtcatatgg ctttgttggg acatagtctg ggagcttata tttcaactct 420 

ggacaaagag aagctgagaa aacttacaac taggatactt tcagatacca ccttatggct 480 

atgcagaatt ttcagatatg aaaatgggtg tgcttatttc cacgaagagg aaagagaagg 540 

acttgcaaag atatgtaggc ttgccattca ttctcgatat gaagacttcg tagtggatgg 600 

cttcaatgtg ttatataaca agaagcctgt catatatctt agtgctgctg ctagacctgg 660 

cctgggccaa tacctttgta atcagctcgg cttgcccttc ccctgcttgt gccgtgtacc 720 

ctgtaacact gtgtttggat cccagcatca gatggatgtt gccttcctgg agaaactgat 780 

taaagatgat atagagcgag gaagactgcc cctgttgctt gtcgcaaatg caggaacggc 840 

agcagtagga cacacagaca agattgggag attgaaagaa ctctgtgagc agtatggcat 900 

atggcttcat gtggagggtg tgaatctggc aacattggct ctgggttatg tctcctcatc 960 

agtgctggct gcagccaaat gtgatagcat gacgatgact cctggcccgt ggctgggttt 1020 

gccagctgtt cctgcggtga cactgtataa acacgatgac cctgccttga ctttagttgc 1080 

tggtcttaca tcaaataagc ccacagacaa actccgtgcc ctgcctctgt ggttatcttt 1140 

acaatacttg ggacttgatg ggtttgtgga gaggatcaag catgcctgtc aactgagtca 1200 

acggttgcag gaaagtttga agaaagtgaa ttacatcaaa atcttggtgg aagatgagct 1260 

cagctcccca gtggtggtgt tcagattttt ccaggaatta ccaggctcag atccggtgtt 1320 

taaagccgtc ccagtgccca acatgacacc ttcaggagtc ggccgggaga ggcactcgtg 1380 

tgacgcgctg aatcgctggc tgggagaaca gctgaagcag ctggtgcctg caagcggcct 1440 

cacagtcatg ga tctggaag ctgagggcac gtgtttgcgg ttcagccctt tga tgaccgc 1500 

agcaggtaaa ccaggcttgg tggacatccc ttgcttttgt tctggggctg ctgggtagat 1560 

tagcttgccc ttatgatact ccattctcct agagttatta gcagctcttt ttggaggggc 1620 
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attttctttt cttttgggct aaatttaggt agattagcat tcccatgtaa cttaccagaa 1680 

tcagaatgag aattcagaag tcacctgaat tggccgggca tggtggctca cacctgtaat 1740 

cccagcacct tgggaggcca aggcaggcag atcatctgag gtcaggagtt cgagaccagc 1800 

ctggccaaca tagtgaaatc ccgcccctac taaaaataca aaaaattagc caggcaccct 1860 

gtccacagcc cccacacaga ctcgaggggc ccccatctcc tgttctgaac ccaacagggt 1920 

ggtcccactg tgggaccaca accaggtatg actgtgtgag aagcaggctc actaccaggc 1980 

taccagggag cacaggggag caggcgccac cttgaggcat aaacccagag aaacaagacc 2040 

tccaagacgg ccaggcactg gggcacacgc cggtaacaca gcaccgtggg agctgagacg 2100 

gaaggatcgc ctgagcccag gattttgaaa ccaccctggg caacacagtg agaccccgta 2160 

tctacaaaaa aatacacatt agccaggcat ggcggcatgc gcctggggtc ccaagtactc 2220 

gggaggtaga ggagagaaaa atcacttgag cccagagagg tcaaggctac agggagctga 2280 

gatcgcatca ctgtactcca gctggggtga aacggcgaga ctctacctca aaaataaata 2340 

aatacataca taattaataa ataaaacatc aaagaccagc cgacctaact ccatctaaaa 24 00 

tacacaactt ctacgcaaaa tataaataaa attagaaaac aaactacaat ctcagaaaag 2460 

cactagca . 2468 



<210> 715 
<211> 924 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (924) 
<223> n = a,t,c or g 



<400> 715 

tttcgtgtaa gatataactc aactttgaaa atgtcagccg ttatagttga agaaatctga 60 

cccaagagac ttcgctccgc tgcaagatgg aaggaagctt aagtaagaca taaatttgta 120 

atgaacttgc tcacaacatc cgccgccact gtgacttgca gtcatcatcc attaccacaa 180 

aattagttgc aggatggcta ctcgtatccc tccacacatg atcatcagta tttgcctcct 240 

gtgtcccaac cggcctgagt caaggttacg actcactgat taaaaagagg gactttttca 300 

aatactttgc acttttgatt gtgtattatg gataccaagg aagagaagaa ggaacggaaa 360 

caaagttatt ttgctcgact gaaaaagaaa aaacaagcca aacaaaatgc agagacagcc 420 

tcagctgtag ctacaaggac tcatactggg aaggaagata ataatacagt agttttagag 480 

ccagacaagt gcaacattgc tgtggaagag gaatatatga ctgatgagaa aaaaaagaga 540 

aaaagtaatc agttaaagga gatcaggcgt acagaactaa agagatatta tagtattgat 600 

gacaatcaaa acaaaacaca tgataaaaaa gagaagaaga tggtggttca gaagccccat 660 

gggactatgg aatacactgc tggaaaccag gacaccctaa actccatagc actgaaattt 72 0 

aacatcactc ccaataaatt ggtggaactg aataaacttt tcacacatac tattgttcca 780 

ggccaggtcc tttttgtgcc agatgccaac tctccttcca gtaccttaag gctatcatca 840 

tccagtcctg gtgctactgt ctctccttca tcatnagatg cagaatatgn taattggctg 900 

atgctgactt agcacggaag gctt 924 



<210> 716 
<211> 679 
<212> DNA 
<213> Homo sapiens 
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<400> 716 

tttcgtgctg tggcgcgcgg ccggcagagg gaggggagag gccactgggg ccgtgttagt 60 

ctgccggtgg ggactcttgc agggccgtcc ccatgttgcg ttttccgacc tgtttcccat 120 

ccttccgggt ggtgggagag aagcagctcc cgcaggagat tattttcctg gtctggtcgc 180 

ccaagcggga tctcattgct ttggccaaca cagctggcga ggttttactt catcgactgg 240 

caagttttca tcgagtttgg agttttccac caaatgaaaa tacaggaaag gaggtgacgt 300 

gtctggcatg gagaccagat ggcaaacttt tggcctttgc tcttgctgat accaagaaaa 360 

ttgttttgtg tgatgtagaa aaacctgaga gcttacactc tttttctgtg gaggctccag 420 

tttcctgtat gcattggatg gaagtgacag tagaaagcag tgttctcaca tcattttata 480 

atgctgagga tgaatcaaat cttctcttac ctaaactacc tacactgcca aaaaactata 540 

gcaacacctc aaaaatattt agtgaagaaa attctgatga aattattaag ctcttgggag 600 

acgtcaggct taatattctc gtccttggag gaagctctgg atttattgag ctttatgctt 660 

atggaatgtt taaaattgc 679 



<210> 717 
<211> 821 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (821) 
<223> n = a,t,c or g 



<400> 717 

ctttcatact gcctcctccc ttgtttttct gtctcagaga gatagtctgt cctaaatatc 60 

ccatgtagcc caggccactg aattaaaacg gagcgtattc gttctctgcc ccaccccgca 120 

actcctgaaa gcggcgcaac tcaattactt gatccttata tgccccacgc gggactcata 180 

ctacgtttcc cgtgaacacg tgcagtccaa accccgcccc tgatatttat ctcagtggac 240 

ggtggccgga aaaggacaat ggtttccatg tcagcggata aacgctctcc cctcggctcc 300 

cggacgcgac ggaggtcgta gtagtagtga gtacgtgctg aggagcaaag gagtaaccaa 360 

gagatccagt gaccgacaga gcaagagcca tgccgcgccg gggcctggtg gctgggccag 420 

acttggagta ttttcagcgt cactatttca cgccggcgga ggtggcccaa cataacaggc 480 

ccgaagacct ctgggtatct tacctgggac gcgtgtacga cctaacgtca ttggcacagg 540 

aatacaaggg gaacctgctg ctgaaaccca tcgtggaagt tgcaggccag gatatcagcc 600 

actggtttga tccaaagacc agagacgtga gttatgctgg aacctgggat tgtgggtaga 660 

ggaaatggag agcggggatg ggaaggaaag gcggaggcta gccagagcct aatggctgct 720 

ctgacaccct cgccccaaac cctcctttaa agatccgcaa gcacgaattc caccacatgg 780 

nataagggtc gtcaatgnnn nnnnaagggg natcaanccc c 821 



<210> 718 
<211> 480 
<212> DNA 

<213> Homo sapiens 



<400> 718 

ccggattccg ggtcgacgat ttcgtgcggc ttttgtgttg ggcagcgcga atgtggcgag 6 0 
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ctcggtgcgt ctccgctgct ccttcccctt atccctggga ggtccaagtg gtcccgcggc 120 

agcttctgtt gctctgggac ctgcaggtcc cggaaggtcc ttagggagga ccccagacac 180 

cggagactgg gaaatggatt cagtgtcatt tgaagatgtg gctgtggcct ttactcagga 240 

ggagtgggct ttgctggatc cttctcaaaa gaatctctac agagatgtga tgcaagaaat 300 

cttcaggaac ctggcttctg taggaaacaa atcagaagac cagaatatcc aagatgactt 360 

caaaaatcct gggagaaatc taagcagtca tgtggtagag agactgtttg aaattaaaga 420 

aggcagtcaa tatggagaaa ccttcagcca ggattcaaat ttgaatctga ataagatagt 480 



<210> 719 
<211> 467 
<212> DNA 

<213> Homo sapiens 



<400> 719 

cgtaatctct cagcctttct gtgtctcctt tcctccgcct cagtttgggg cgggtcgggg 60 

' gaatggctga ggagatggag tcgtcgctcg aggcaagctt t£cgtccagc ggggcagtgt 120 

caggggcctc agggtttttg cctcctgccc gctcccgcat cttcaagata atcgtgatcg 180 

gcgactccaa tgtgggcaag acatgcctga cctaccgctt ctgcgcfcggc cgcttccccg 240 

accgcaccga ggccacgata ggggtggatt tccgagaacg agcggtggag attgatgggg 3 00 

agcgcatcaa gatccagcta tgggacacag caggacaaga acgattcaga aagagcatgg 360 

ttcagcacta ctacagaaat gtacatgctg ttgtcttcgt gtatgatatg accaacatgg 420 

ctagttttca tagcctacca tcttggatag aagaatgcaa acaacat 467 



<210> 720 
<211> 490 
<212> DNA 
<213> Homo sapiens 



<400> 720 

tggcaccgat ccgagattcc cggatcgacg atttcgtcgg agccccgagg ggccggagct 60 

cctggcggtg ccggatcctg acggcggcct tcccccgggt cgattgtgat catggctgct 120 

gagtctgatg ttctgcattt ccagtttgaa cagcaaggag atgtggtctt gcagaaaatg 180 

aatcttttga gacagcagaa tttattttgt gatgtatcaa tttacattaa tgacactgag 240 

ttccaggggc acaaggtgat tttggctgct tgctccactt ttatgagaga tcagttttta 300 

ctcacacagt caaaacatgt cagaatcacc atcttacaga gtgcagaagt tggcagaaaa 360 

ttgttactgt cttgctatac tggagcactt gaagttaaaa ggaaagagct tttgaaatac 420 

ttgactgctg ccagttacct tcagatggtt cacattgcgg aaaagcgcac agaagctttt 480 

gtcaagttct 4 90 



<210> 721 
<211> 706 
<212> DNA 
<213> Homo sapiens 
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<400> 721 

agaggaggtt ggtgtggagc acaggcagca ccgagcctgc cccgtgagct gagggcctgc 60 

agtctgcggc tggaatcagg atagacacca aggcaggacc cccagagatg ctgaagcctc 120 

tttggaaagc agcagtggcc cccacatggc catgctccat gccgccccgc cgcccgtggg 180 

acagacaggc tggcacgttg caggtcctgg gagcgctggc tgtgctgtgg ctgggctccg 240 

tggctcttat ctgcctcctg tggcaagtgc cccgtcctcc cacctggggc caggtgcagc 300 

ccaaggacgt gcccaggtcc tgggagcatg gctccagccc agcttgggag cccctggaag 360 

cagaggccag gcagcagagg gactcctgcc agcttgtcct tgtggaaagc atcccccagg 420 

acctgccatc tgcagccggc agcccctctg cccagcctct gggccaggcc tggctgcagc 480 

tgctggacac tgcccaggag agcgtccacg tggcttcata ctactggtcc ctcacagggc 540 

ctgacatcgg ggtcaacgac tcgtcttccc agctgggaga ggctcttctg cagaagctgc 600 

agcagctgct gggcaggaac atttccctgg ctgtggccac cagcagcccg acactggcca 660 

ggacatccac cgacctgcag gttctggctg cccgaggtgc ccatgt 706 



<210> 722 
<211> 677 
<212> DNA 
<213> Homo sapiens 



<400> 722 

tttcgtaacg ccgcgtgctc ttcccaaggg gaggacgcgg gagaagccgg ggcctgagtg 60 

ctccaaggcc ccgtgggctt cttgggtttg ttgcctccgg ccgctcatta actcaggatg 120 

gcgtggaaga cctcgcccgc ctccccttct gggccgcggc tccgcttaag tgaaggcctg 180 

tttgggcgtc cccaccctgg agaggggccg gggtctggat tttcagaact gccactcttc 240 

tagtgcgctg gcgtcaatgc tcccttcctc gggccattgg agactccgtt gctttttaat 3 00 

ggcggcagcg gctgctgggt gagcagctgg aggccggaca gtgttcgtcc catccggaga 360 

ggatcgcttt ctcctggcgt caccagcgct gggttggtgg gggtagcttt tccctctttg 420 

ctcctccatt cttgaagaaa gaagaagatg ccactgccat ttgggttgaa actgaaacgc 480 

acccggcgct acacggtgtc cagcaagagt tgcctggttg cccggatcca actgcttaat 540 

aacgagtttg tggagttcac cctgtccgtg gagagcactg gccaggaaag cctcgaggcc 600 

gtggcccaga ggctggagct gcgggaggtc act tact tea gcctctggta ctacaacaag 660 

caaaatcagc geeggtg 677 



<210> 723 
<211> 600 
<212> DNA 
<213> Homo sapiens 



<400> 723 

tttcgtgttg agcaccttcg tegecattgg ctttcctccc ccagctccag cctctctcat 60 

cttgggaatc tgcgtcagaa gtcactcgca gtcccgtcag cccagaagac gtaaagcagg 120 

ctaccagcaa ttttgagaac ttgeaaaaac agettgeaag gaaaatgaag cttcctattt 180 

tcatagcaga tgcattcaca gcaagagcat ttcgtgggaa tcctgctgct gtttgcctcc 240 

tagaaaatga attggatgaa gaeatgeate agaaaattgc aagggagatg aacctctctg 300 
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aaactgcttt tatccgaaaa ctgcacccga cagacaactt tgcacaaagt tcctgctttg 360 

gactgagatg gtttacacca gcgagtgagg tcccactctg tggccatgcc accctggctt 420 

ctgcagctgt gctgtttcac aaaataaaaa acatgaatag cacgctcacg tt.tgtcactc 480 

tgagtggaga actaagggcc agacgagcag aggacggcat cgtcctggac ttgcctcttt 540 

afcccagccca cccccaggac ttccatgaag tagaggactt gataaagact gccataggca 600 



<210> 724 

<211> 530 

<212> DNA 

<213> Homo sapiens 



<400> 724 

tttcgttgcg cgttccggaa ctggtttccc ggaaggagta tgtctgcgcc ttcgatccga 60 

ccggaagttg cacgctgagc cgcggacacc atgcagtcgg atgatgttat ctgggataca 120 

ctaggaaaca agcaattttg ttccttcaaa ataagaacca agactcagag cttctgccga 180 

aafcgaatata gcctgactgg actgtgtaat cggtcatcct gtcccctggc aaatagtcag 240 

tatgccacta ttaaagaaga gaaaggacag tgctacttgt atatgaaggt tatagaacga 300 

gcggcttttc ctcggcgtct ctgggaacgg gtccggctta gtaaaaacta tgagaaagca 360 

ctggagcaaa tagatgaaaa tctgatttac tggccccgtt tcattcgaca caaatgtaag 420 

cagagattca ccaagatcac ccaataccta attcgaatta gaaaacttac actaaagcga 4 80 

cagaggaaac ttgttccttt gagtaagaag gtggagcgta gggagaaaag 530 



<210> 725 

<211> 428 

<212> DNA ' 

<213> Homo sapiens 



<400> 725 

tttcgtagag cggggactcg gcgaccctgc cctcccgacc ctcatgttcg aagagcctga 60 

gtgggccgag gcggccccag tagccgcggg ccttgggccc gtaatctcac gacctccgcc 120 

tgcggcctcc tcgcaaaaca aggtgagtga ctcgcgggag caatgggagc tgtttcaggc 180 

cgcgaagcgg acattggtgg atcccagcgc tgtgtgtatt gcggggaggg acacctgtgg 240 

caccgttaag ggcgagtcct gatctgaaga tccgagaact tccaaaagaa actgacgttg 300 

ggtcagagag agttgttgag taaaagttgg tgaagcgaag agggttcttc agacaggaaa 360 

aagtacgtac aagggccctg ggacaagaga gcatgttctg tcagagtcac aaacacaagt 420 

ggtccttt 428 



<210> 726 
<211> 859 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
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<222> (1) . . . (859) 
<223> n = a,t,c or g 



<400> 726 

gtggtggaat tcctctggag caggaggccc agtggctctt ctgacccaag gccccgccgt 60 

ccagcttcta agtgccagat gatggaggag cgtgccaacc tgatgcacat gatgaaactc 120 

agcatcaagg tgttgctcca gtcggctctg agcctgggcc gcagcctgga tgcggaccat 180 

gcccccttgc agcagttctt tgtagtgatg gagcactgcc tcaaacatgg gctgaaagtt 240 

aagaagagtt ttattggcca aaataaatca ttctttggtc ctttggagct ggtggagaaa 300 

ctttgtccag aagcatcaga tatagcgact agtgtcagaa atcttccaga attaaagaca 360 

gctgtgggaa gaggccgagc gtggctttat cttgcactca tgcaaaagaa actggcagat 420 

tatctgaaag tgcttataga caataaacat ctcttaagcg agttctatga gcctgaggct 480 

ttaatgatgg aggaagaagg gatggtgatt gttggtctgc tggtgggact caatgttctc 540 

gatgccaatc tctggcttga aaggagaaga cttggattct caggttggag taatagattt 600 

ttccctctac cttaaggatg tgcaggatct tgatggtggc aaggagcatg aaagaattac 660 

tgatgtcctt gatcaaaaaa attatgtgga agaacttaac cggcacttga gctgcacagt 720 

tggggatctt caaaccaaga tagatggctt ggaaaagact aactcaaagc ttcaagaang 780 

agtttcagct gcaacagacc gaatttgctc acttcaagaa gaacagcagc agttaagaga 840 

acaaaatgaa ttaattcga 859 



<210> 727 
<211> 450 
<212> DNA 
<213> Homo sapiens 



<400> 727 

tttcgtcagt gtggggcctg gaccgctggg taggcgcgtc cagcggcctg agcaggggag 60 

ggtaatgagg ctgttacgcg ccttctccgc atcttggcgg gagcctgacg ccccgcttct 12 0 

tccctaacgg ggtgttccac cggcgcctgc cgaggcctag gcctccgcag ccgccctccg 180 

tctcctcagc cccgacgctg cgcccgcttt gtgctcattt ttctctgggg aaactgaggc 240 

tccgagtgcg aaagtcagcc gaggtcgccc cgcccaggac agagaagggc tgggggtcgg 3 00 

ctgagccgcg gcattcccgg gccccgctag ggctgcaggg tctcaggatg gcagcctcgg 360 

cgcaggtgtc tgtgaccttt gaggatgtgg ctgtgacatt cacccaggag gagtggggac 42 0 

agttggatgc agcccagaga accttgtatc 450 



<210> 728 
<211> 439 
<212> DNA 
<213> Homo sapiens 



<400> 728 

tttcgtgggt cgctttcctc accttcctcg ctgcgcgggc ggcggttggt aaccggtcag 60 

accagcccga gagggacctg gtgcctgtac ccaggcttct gtcgctctgt cgcctgcgct 120 

atgccctgct gtagtcacag gagctgtaga gaggaccccg gtacatctga aagccgggaa 180 
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atggacccag tggtctttga ggatgtggct gtgaacttca cccaggaaga gtggacattg 240 

ctggatattt cccagaagaa tctcttcagg gaagtgatgc tggaaacttt caggaacctg 300 

acctctatag gaaaaaaatg gagtgaccag aacattgaat atgagtacca aaaccccaga 360 

agaagcttca ggagtctcat agaagagaaa gtcaatgaaa ttaaagaaga cagtcattgt 420 

ggagaaactt ttacccagg 439 



<210> 729 
<211> 236 
<212> DNA 

<213> Homo sapiens 



<400> 729 

cggccgcgtc gaccgacgtt agtgagggac ccaatgtgag tccccggcca gctgaatcca 60 

agccgtgtgt actgcgtggt cagcactgcc cgacagtcct agctaaactt cgccaactcc 12 0 

gctgcctttg ccgtcaccat gccacagaat gaatatattg aattacaccg .taaacgctat 180 

ggattccgtt tggattacca tgagaaaaag agaaagaagc aaagtcgaga ggctca 236 



<210> 730 
<211> 807 
<212> DNA 
<213> Homo sapiens 



<400> 730 

tgggaacaca agttgacgct ttttgtgttc cttgagtcca gtcgggaagg gcccttgtga 60 

ctgggtctca tgccaaacaa cttgttacaa taagagctag ggtcccagac catgcggaaa 120 

cttcatgaga atcctctgta gtctggtgag tgtagtgtcc gactctggag cccaggctgt 180 

tgcttcccgg tctggtggtg aatcctccat agtctggaga tctcagccct gctgagctga 240 

tgatgctgac tataggagat gttattaaac aactgattga agcccacgag caggggaaag 300 

acatcgatct aaataaggtg aaaaccaaga cagctgccaa atatggcctt tctgcccagc 360 

cccgcctggt ggatatcatt gctgccgtcc ctcctcagta tcgcaaggtc ttgatgccca 420 

agttaaaggc gaaacccatc agaactgcta gtgggattgc tgtcgtggct gtgatgtgca 480 

aaccccacag atgtccacac atcagtttta caggaaatat atgtgtatac tgccctggtg 540 

gacctgattc tgattttgag tattccaccc agtcttacac tggctatgag ccaacctcca 600 

tgagagctat ccgtgccaga tatgaccctt tcctacagac aagacaccga atagaacagt 660 

taaaacaact tggtcatagt gtggataaag tggagtttat tgagatgggt ggaacgttta 720 

tggcccttcc agaagaatac agagattatt ttattcgaaa tttacatgat gccttatcag 78 0 

gacatacttc caacaatatt tacgagg 807 



<210> 731 

<211> 944 

<212> DNA 

<213> Homo sapiens 
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<400> 731 

tttcgtgtga ggggaggggc gcgtgctaaa ccagaagagg taaaccaatg cagtgagaga 60 

gaggtggttg tgggctccac agcttctgat ttggaggaag ctgcgagacc gagagcctag 120 

gagcaccttc cacgcccagg gctgtggtac aggttggtgg gggaggggcg ccacgcggtg 180 

tttggcagga aggggaggcc tctctactga ccggaagctg cgctagaaaa agaaggagga 24 0 

gactgcggcg cagcagcgac tagtgggagt ccgatgtggg agaggggctg cggccaccgc 300 

caccgccgcc gccaccagga aggcggagga cgcaggagcc aagagcaagg gacgccgcca 360 

cggtcatctt cgcctgcccc gccgccctct tagagacact cattgcctat ggatcatcct 420 

ctcccagctt ttgcaagcac cgggctgctc gcccgctgat tttcctcctc cataggctca 480 

ctgcggaggc aacggcgagg tgtccgattt gtgcacttga ggcccgcaat ccgggacggt 540 

ggggaatctg cgcctcctgg ccgggcatga agaccccgtt tggaaaggca gctgcagggc 600 

agcggtccag gacgggcgct ggccacggca gtgtgtctgt taccatgata aagaggaagg 660 

ctgcacacaa gaagcatagg agccgaccca cctcccagcc tcgggggaac atcgtgggct 720 

gcataattca gcacggatgg aaagatggag atgaacctct aacacagtgg aaaggaaccg 780 

ttctggatca gctcctttga ataaacctgc ccaccaccaa gaacccatac atgactttct 840 

tttcattgta tcaaacgaat gtgtccaccg gtgtgagcac cagcaactca cttcttcctc 900 

agacatctct aaagctggac agaatatgag ggacaatatc gttt 944 



<210> 732 
<211> 761 
<212> DNA 
<213> Homo sapiens 



<400> 732 

ccgagacctc ggtgtggccc ttgaggcatt tcaatgggcg agggccggcg actgtggatc 60 

tggagctgga cgcgctggag gggaaggagt tgatgcagga cggcgcgtcc ctgagcgaca 120 

gcaccgagga cgaggaggag ggggcgagcc tgggcgacgg cagcggggcg gaaggcggca 180 

gctgcagcag cagcaggcgg tcgggcggcg atggcgggga cgaagtggag ggcagcggtg 24 0 

tgggagctgg cgaaggagag actgtccagc acttcccgct cgcgcggccc aagtctctaa 300 

tgcagaagct ccaatgctcc ttccagacct cctggctcaa ggactttccc tggctgcgct 360 

attccaagga tactggtctt atgtcttgcg gctggtgcca aaagacccct gcagatgggg 420 

gaagcgtgga ccttccccca gtggggcatg atgagctttc gcgagggacc cgcaactaca 480 

agaaaaccct cctcctgagg caccacgtct ctaccgagca caaactccac gaagccaacg 540 

cccaggagtc agaaatacca tcagaggagg ggtactgtga ctttaatagt aggccaaatg 600 

agaactctta ttgctatcaa cttctgcgac aactaaatga acagagaaag aaaggtattc 660 

tttgtgatgt cagcattgtg gtaagcggaa aaatcttcaa agctcataag aacatcctgg 720 

ttgcaggcag ccgtttcttt aagactttat attgcttttc a 761 



<210> 733 
<211> 523 
*212> DNA 
<213> Homo sapiens 

<220> 

<221> misc__feature 
<222> (1) . . . (523) 
<223> n = a,t,c or g 
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<400> 733 



aattcccggg tcgacgattt cgtgcgggag cagagatctg cgggcgnttg cagcttgcgg 
tagggaggcg tggtggtctg aagcctccga gcagccgcgg ccatggcgga tgtaaccgcc 
cgtagtctgc aatacgagta caaggcgaac tcgaatcttg tgctccaagc tgaccgttct 
ctcattgacc ggacccgccg ggatgaaccc acaggagagg tgctgtccct tgttgggaag 
ctggagggca cccgtatggg agacaaggct caacggacca aaccgcagat gcaggaggaa 
agaagagcca agcgaagaaa gcgtgatgag gaccggcatg acatcaacaa gatgaagggt 
tatactctgc tgtcggaggg cattgatgag atggtgggca tcatctacaa gcccaaaact 
aaagagactc gggagaccta tgaggtgcta ctcagcttca tccaggctgc tcttggggac 
cagccacgtg atatcctttg tggggcagct gatgaagttc tag 



60 
120 
180 
240 
300 
360 
420 
480 
523 



<210> 734 

<211> 1341 

<212> DNA 

<213> Homo sapiens 



<400> 734 

tttttttttt ttaaccagat tatttcactt attatttatt ttatcttcca atttcctctt 60 

gccagactcc catccaaaga gtcataagca gccttcttcc caccttctta catgaaatac 120 

atccccacct gaacaaaggc acacggacag gaggaagggg aataggactt cgcaaaactg 180 

gacacggcat cgcttcagat cttggactct gaggttccgt tgttactggt ttcacagtta 240 

caggcttcgg atggtctgca cgtgctgttt caagactaat ggtagtctct attgcttctg 300 

ttatgtcctt atccaacctg ttcagcctgt cctctgactc aaatatggag taatcaatgg 360 

tgaaatctgc actaaagtca tcataactgg gggtgactgt ataataatag accacctgat 420 

aatattcatc ctctcccagt ctttcttcat cctcatattc ttgtcccagg ataagtggca 480 

cagcaaagat ggctacaaag aggacatcca ttctggattc tgcactattg catcaccacc 540 

cagagttgcc tttctctctg aggcttcatc agtctctttt cgtcacagtg gaaatgttct 600 

gaggaagggg tgagcatttt tctagactga aaagaatccc tttcttctgt ctgbctggag 660 

cagccatggg ggctgcggtg tttttcggct gcactttcgt cgcgttcggc ccggccttcg 720 

cgcttttctt gatcactgtg gctggggacc cgcttcgcgt tatcatcctg gtcgcagggt 780 

gagtagaggg cccgggagac gcgggagagc gtcgaagaga gaggtgcgga aggggctgga 840 

ggaactgggg caagcctggg agcctgaatt ggggacgata agtcggaggt gaagtttggg . 900 

cggaggtgag gggttgggtc tgggagattt gtcctttccc gcagttggtt tccaccttcc 960 

aaggatctca cagattcctc ctatattcct cccagcgacg tcagagaagg cccaaggccg 1020 

agactcgtga gggggctgtg ctgacctagg caggccgagt caggtgcctt aggggaggat 1080 

ccaggaacgg atacctcgcc cttccgtgct cgcacactct ggctgtcatc gctctgaaga 1140 

ctctttaatt agatttctcc cctttccagt gcgttcactt ttctacagat gagtctcctg 1200 

gtggagacag ttaccctacc tggtccatgt ctccctaacc atccggaagg ctaacttcca 1260 

cttttcaagc agctttggct ggtttccctc cttgatttct ctggctccca ctactattgc 1320 

ttgtctcact gcccctgtat t 1341 



<210> 735 
<211> 703 
<212> DNA 
<213> Homo sapiens 
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<400> 735 

tttcgtgaga ggcccaggtg aggagcaagc gcccgcgttc cggaagcccg ctcccggggc 60 

catgggggca caggtgaggc tgccgcccgg agagccctgc cgagaaggat atgtgctgtc 120 

tctggtctgt ccaaactcct cccaggcttg gtgtgagatc acaaatgtgt cacagctgct 180 

ggcttctcct gtgctctaca cggacctgaa ttacagcata aacaacttga gcatttcagc 240 

aaatgtagaa aacaaataca gtctttatgt gggcttggta ctggcagtaa gctcaagtat 300 

ttttattggc tccagcttca tactgaaaaa gaagggcctc ttgcaactgg ccagcaaggg 360 

ctttactaga gctggacaag gtggacattc ttacctgaag gaatggctct ggtgggtagg 420 

attgctgtca atactgtcct ggaatgcaag ggaaaaagtt gacctttgaa atattacatt 480 

ttaaccacag acttcttgta ttttcttcac cataacaata gagaaaagta cttttctttc 540 

atattttccc acctcctaat ttgaacaact attgtagctg catattttct caagaaagag 600 

tacagtttcc ttgccaggac aacacggata agtgaaaggc ttctgtggct gcttggtact 660 

gaacaaatgg agaagaaatg aagggtgtca gcactctcct tec 703 



<210> 736 
<211> 401 
<212> DNA 
<213> Homo sapiens 



<400> 736 

tttcgtctgg cgtggacgtt tgtggtgggg cgtgttggtc cgcgctctca gaactgtgct 60 

gggaaggatg gtagggegae tggggctcac ctccgcaccg ttgtaggacc eggggtaggg 120 

ttttgagece gtgggagctg ccccacgcgg cctcgtcctg ccaacggtcg gatggeggag 180 

acgaaggacg cagegcagat gttggtgacc ttcaaggatg tggctgtgac ctttacccgg 240 

g a ggagtgga gacagctgga cctggcccag aggaccctgt accgagaggt gatgetggag 300 

acctgtgggc ttctggtttc actagggcat cgggttccca aaccagagtt ggtccacctg 360 

ctaaagcatg ggcaggagct gtggatagtg aagagaggee t 401 



<210> 737 

<211> 933 

<212> DNA 

<213> Homo sapiens 



<400> 737 

agcggccgct cgcccgtgtt gtgtgtcccc ggtgtcaccg agcgtgttgt gtgtccgtgc 60 

ggcgcggcgc tcgtgtggct ccctcgcgcc caccacgctg gcccccgggc cccggctcgc 120 

ccttcccagg cgccggctgc agcagagttt cagaacaagc ttcctggaac ccatgaccca 180 

tgaagtcttg tcgacattta tacegtctga gggtagcagc tcgaaagtag aagaaagtgt 240 

tgecagggae ggcagtatct ctttgtgtga ccctggcggc ttatgggacg ttggcttcag 300 

acctttgtga tacaccatgc tgcgtgggac gatgaeggeg tggagaggaa tgaggcctga 360 

ggtcacactg gcttgcctcc tcctagccac ageaggctge tttgetgact tgaacgaggt 420 

ccctcaggtc accgtccagc ctgcgtccac cgtccagaag cccggaggca ctgtgatctt 480 

gggctgcgtg gtggaacctc caaggatgaa tgtaacctgg cgcctgaatg gaaaggagct 540 

gaatggctcg gatgatgetc tgggtgtcct catcacccac gggaccctcg tcatcactgc 600 

ccttaacaac cacactgtgg gaeggtacca gtgtgtggcc eggatgectg egggggctgt 660 

ggccagcgtg ccagccactg tgacactagc cagtgagtct gctcctttgc ctccctgcca 720 

tggtgcggtc cctcctcatc tctcccaccc tgaagccccc accattcatg ctgcctcttg 780 
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ttactcttag cataaaatgg gccttaactg cagaaatgtc aaatcagaac agtagctgcc 840 
ttagtaatgc ccagtgatgg gggacccctt gtgcccttgg aaaacctcac tccaagtaga 900 
ggctgtatct ggagtgagtg tctacagaga ggg 933 



<210> 738 
<211> 420 
<212> DNA 

<213> Homo sapiens 



<400> 738 

ctggggtcgg cggagacagc tggtgtctga agccgctcgc gcccagggtg accctgtttg 60 

cagcacgatg tctgaagaag aggcggctca gatccccaga tccagtgtgt gggagcagga 120 

ccagcagaac gtggtgcagc gtgtggtggc tctgcccctg gtcagggcca cgtgcaccgc 180 

ggtctgcgat gtttacagtg cagccaagga caggcacccg ctgctgggct ccgcctgccg 240 

cctggctgag aactgcgtgt gcggcctgac cacccgtgcc ctggaccacg cccagccgct 300 

gctcgagcac ctgcagcccc agctggccac tatgaacagc ctcgcctgca ggggcctgga 360 

caagctggaa gagaagcttc cctttctcca gcaaccttcg gagacggtgg tgacctcagc 420 



<210> 739 

<211> 1248 

<212> DNA 

<213> Homo sapiens 



<400> 739 

tttcgtagcg agtaaagaag cagatttgct ctccctcccg cttcctccct cccatcttcc 60 

cacccgggct gtgcccaggc cacagagcag ctgcaggcct tgggagagga cccacacagc 120 

ctcctgtagg tggcaacagt gccacctgtt tgactcatag ggctgaaccg aggactgaaa 180 

aagggaggag gcagaccact cggagaggag ctgggaagca gtgcagagag gagagcggag 240 

cggagctgcc gctgagcaaa ggccttcacc atggccgagt cccccggctg ctgctccgtc 3 00 

tgggcccgct gcctccactg cctgtatagc tgccactgga ggaaatgccc cagagagagg 360 

atgcaaacca gcaagtgcga ctgtatctgg tttggcctgc tcttcctcac cttcctcctt 420 

tccctgagct ggctgtacat cgggctcgtc cttctcaatg acctgcacaa cttcaatgaa 480 

ttcctcttcc gccgctgggg acactggatg gactggtccc tggcattcct gctggtcatc 540 

tctctactgg gcacatatgc atccttgcta ttggtcctgg ccctgctcct gcggctttgt 600 

agacagcccc tgcatctgca cagcctccac aaggtgctgc tgctcctcat tatgctgctt 660 

gtggcggctg gccttgtggg actggacatc caatggcagc aggagaggca tagcttgcgt 720 

gtgtcactgc agactgcagg tagctctgaa ctccagcagt caggccctaa gaggaaagcg 780 

9gga<jgggca ctggagaaga gcccacctca ccagctcttg tccacaggcc acagccccat 840 

tccttcatat tggagcagcc gctggaattg ccctcctggc ctggcctgtg gctgatacct 900 

tctaccgtat ccaccgaaga gagcccaaga ttctgctact gctcctattt tttggagttg 960 

tcctggtcat ctacttggcc cccctatgca tctcctcacc ctgcatcatg gaacccagag. 1020 

acttaccacc caagcctggg ctggtgggac accgaggggc ccccatgctg gctcccgaga 1080 

acaccctgat gtccttgcgg aagacagctg aatgcggagc tactgtgttt gagactgatg 1140 

tgatggtcag ctccgatggg gtccccttcc tcatgcatga tgagcacctc agcaggacca 1200 

cgaatgtagc ctctgtattc ccaacccgaa tcacagccca cagcagtg 1248 
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<210> 740 
<211> 185 
<212>Amino acid 
<213> Homo sapiens 



<400> 740 



Phe 


Val 


Gly 


Arg 


Leu 


Leu 


Arg Leu Gly Glu Ala Leu Arg 


Leu Arg 


Pro 


1 








5 




10 






15 




Asp 


Pro 


Ser 


Gly 


Gly 


Cys 


Arg Leu Gin Pro Ala 


Leu Val 


Gly Glu 


Thr 








20 






25 




30 






Glu 


Met 


Ser 


Glu 


Lys 


Glu 


Asn Asn Phe Pro Pro 


Leu Pro 


Lys 


Phe 


He 






35 








40 


45 








Pro 


Val 


Lys 


Pro 


Cys 


Phe 


Tyr Gin Asn Phe Ser Asp Glu 


He 


Pro 


Val 




50 










55 


60 








Glu 


His 


Gin 


Val 


Leu 


Val 


Lys Arg lie Tyr Arg 


Leu Trp 


Met 


Phe 


Tyr 


65 










70 


75 








80 


Cys 


Ala 


Thr 


Leu 


Gly 


Val 


Asn Leu lie Ala Cys 


Leu Ala 


Trp 


Trp 


He 










85 




90 






95 




Gly Gly 


Gly 


Ser 


Gly 


Thr 


Asn Phe Gly Leu Ala 


Phe Val 


Trp 


Leu 


Leu 








100 






105 




110 






Leu 


Phe 


Thr 


Pro 


Cys 


Gly 


Tyr Val Cys Trp Phe 


Arg Pro 


Val 


Tyr 


Lys 






115 








120 


125 








Ala 


Phe 


Arg 


Ala 


Asp 


Ser 


Ser Phe Asn Phe Met 


Ala Phe 


Phe 


Phe 


He 




130 










135 


14 0 








Phe 


Arg 


Ser 


Pro 


Val 


Cys 


Pro Asp Arg His Pro 


Gly Asp 


Trp 


Leu 


Leu 


145 










150 


155 








160 


Arg 


Leu 


Gly 


Arg 


Val 


Arg 


Leu Ala Val Gly Asn Trp lie 


Leu 


Pro 


Val 










165 




170 






175 




Gin 


Pro 


Gly 


Arg 


Cys 


Arg 


Gly His Ala 
















180 






185 











<210> 741 
<211> 177 
<212>Amino acid 
<213> Homo sapiens 



<400> 741 



Phe 


Leu 


Gly 


Ala 


Gly 


Ala 


Asp lie 


Phe Cys Ala Tyr Leu 


Arg Met 


Ser 


1 








5 






10 


15 




Ser Lys 


Gin 


Ala 


Thr 


Ser 


Pro Phe 


Ala Cys Ala Ala Asp 


Gly Glu 


Asp 








20 








25 


30 




Ala 


Met 


Thr 


Gin 


Asp 


Leu 


Thr Ser Arg Glu Lys Glu Glu 


Gly Ser 


Asp 






35 








40 


45 






Gin 


His 


Val 


Ala 


Ser 


His 


Leu Pro 


Leu His Pro lie Met 


His Asn 


Lys 




50 










55 


60 






Pro 


His 


Ser 


Glu 


Glu 


Leu 


Pro Thr 


Leu Val Ser Thr lie 


Gin Gin 


Asp 


65 










70 




75 




80 


Ala 


Asp 


Trp 


Asp 


Ser 


Val 


Leu Ser 


Ser Gin Gin Arg Met 


Glu Ser 


Glu 










85 






90 


95 




Asn 


Asn 


Lys 


Leu 


Cys 


Ser 


Leu Tyr 


Ser Phe Arg Asn Thr 


Ser Thr 


Ser 








100 








105 


110 




Pro 


His 


Lys 


Pro 


Asp 


Glu 


Gly Ser Arg Asp Arg Glu He 


Met Thr 


Ser 






115 








12 0 


125 







406 
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Val 


Thr Phe Gly Thr Pro 


Glu Arg Arg Lys 


Gly Ser 


Leu 


Ala 


Asp 


Val 




130 


135 


140 










Val 


Asp Thr Leu Lys Gin 


Lys Lys Leu Glu 


Glu Met 


Thr 


Arg 


Thr 


Glu 


145 


150 




155 








160 


Gin 


Glu Asp Ser Ser Cys 


Met Glu Lys Leu 


Leu Ser 


Lys 


Asp 


Trp 


Lys 




165 


170 








175 





Glu 



177 



<210> 742 
<211> 434 
<212>Amino acid 
<213> Homo sapiens 



<400> 742 



Glu 


Gly 


Tyr 


Leu 


Thr 


Gly 


Arg Pro Thr Arg 


Pro Val 


Ala 


Val 


Arg 


Gly 


1 








5 




10 








15 




Lys 


Ser 


Thr 


Ala 


Asp 


Leu 


Arg Met Met Gly 


Arg Ser 


Pro 


Gly 


Phe 


Ala 








.20 






25 






30 






Met 


Gin 


His 


He 


Val 


Gly 


Val Pro His Val 


Leu Val 


Arg 


Arg 


Gly 


Leu 






35 








40 




45 








Leu 


Gly 


Arg 


Asp 


Leu 


Phe 


Met Thr Arg Thr 


Leu Cys 


Ser 


Pro 


Gly 


Pro 




50 










55 


60 










Ser 


Gin 


Pro 


Gly Glu 


Lys 


Arg Pro Glu Glu 


Val Ala 


Leu 


Gly 


Leu 


His 


65 










70 




75 








80 


His 


Arg 


Leu 


Pro 


Ala 


Leu 


Gly Arg Ala Leu 


Gly His 


Ser 


He 


Gin 


Gin 










85 




90 








95 




Arg 


Ala 


Thr 


Ser 


Thr 


Ala 


Lys Thr Trp Trp 


Asp Arg 


Tyr 


Glu 


Glu 


Phe 








100 






105 






110 






Val 


Gly 


Leu 


Asn 


Glu 


Val 


Arg Glu Ala Gin 


Gly Lys 


Val 


Thr 


Glu 


Ala 






115 








120 




125 








Glu 


Lys 


Val 


Phe 


Met 


Val 


Ala Arg Gly Leu 


Val Arg 


Glu 


Ala 


Afg 


Glu 




130 










135 


140 










Asp 


Leu 


Glu 


Val 


His 


Gin 


Ala Lys Leu Lys 


Glu Val 


Arg 


Asp 


Arg 


Leu 


145 










150 




155 








160 


Asp 


Arg 


Val 


Ser Arg 


Glu 


Asp Ser Gin Tyr 


Leu Glu 


Leu 


Ala 


Thr 


Leu 










165 




170 








175 




Glu 


His 


Arg 


Met 


Leu 


Gin 


Glu Glu Lys Arg 


Leu Arg 


Thr 


Ala 


Tyr 


Leu 








180 






185 






190 






Arg 


Ala 


Glu 


Asp 


Ser 


Glu 


Arg Glu Lys Phe 


Ser Leu 


Phe 


Ser 


Ala 


Ala 






195 








200 




205 








Val 


Arg 


Glu 


Ser 


His 


Glu 


Lys Glu Arg Thr 


Arg Ala 


Glu 


Arg 


Thr 


Lys 




210 










215 


220 










Asn 


Trp 


Ser 


Leu 


He 


Gly 


Ser Val Leu Gly 


Ala Leu 


He 


Gly 


Val 


Ala 


225 










230 




235 








240 


Gly 


Ser 


Thr 


Tyr Val 


Asn 


Arg Val Arg Leu 


Gin Glu 


Leu 


Lys 


Ala 


Leu 










245 




250 








255 




Leu 


Leu 


Glu 


Ala 


Gin 


Lys 


Gly Pro Val Ser 


Leu Gin 


Glu 


Ala 


He 


Arg 








260 






265 






270 






Glu 


Gin 


Ala 


Ser 


Ser 


Tyr 


Ser Arg Gin Gin 


Arg Asp 


Leu 


His 


Asn 


Leu 






275 








280 




285 








Met 


Val 


Asp 


Leu Arg 


Gly 


Leu Val His Ala 


Ala Gly 


Pro 


Gly 


Gin 


Asp 




290 










295 


300 










Ser 


Gly 


Ser 


Gin 


Ala 


Gly 


Ser Pro Pro Thr 


Arg Asp 


Arg 


Asp 


Val 


Asp 


305 










310 




315 








320 


Val 


Leu 


Ser 


Ala 


Ala 


Leu 


Lys Glu Gin Leu 


Ser His 


Ser 


Arg 


Gin 


Val 










325 




330 








335 




His 


Ser 


Cys 


Leu 


Glu 


Gly 


Leu Arg Glu Gin 


Leu Asp 


Gly 


Leu 


Glu 


Lys 








340 






345 






350 
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Thr 


Cys 


Ser 


Gin 


Met Ala Gly Val Val 


Gin Leu Val Lys Ser 


Ala 


Ala 






355 




360 


365 






His 


Pro 


Gly 


Leu 


Val Glu Pro Ala Asp Gly Ala Met Pro Ser 


Phe 


Leu 




370 






375 


380 






Leu 


Glu 


Gin 


Gly 


Ser Met lie Leu Ala 


Leu Ser Asp Thr Glu 


Gin 


Arg 


385 








390 


395 




400 


Leu 


Glu 


Ala 


Gin 


Val Asn Arg Asn Thr 


lie Tyr Ser Thr Leu 


Val 


Thr 










405 


410 


415 




Cys 


Val 


Thr 


Phe 


Val Ala Thr Leu Pro 


Val Leu Tyr Met Leu 


Phe 


Lys 








420 


425 


430 






Ala 


Ser 
















434 















<210> 743 
<211> 211 
<212>Amino acid 
<213> Homo sapiens 





<400> 743 












Asn 


Leu 


Pro 


Pro 


Leu 


Thr 


Pro Gin Pro Gly Pro Arg Leu Ala 


Gly 


Ser 


1 








5 




10 


15 




Gly Pro 


Ser 


His 


Trp 


Phe 


Ser Pro Leu Ser Leu Pro Val Ala 


Ser 


Lys 








20 






25 30 






Ala 


Pro 


Gly 


Thr 


Met 


Ala Gin Ala Leu Gly Glu Asp Leu Val 


Gin 


Pro 






35 








40 45 






Pro 


Glu 


Leu 


Gin 


Asp Asp 


Ser Ser Ser Leu Gly Ser Asp Ser 


Glu 


Leu 




50 










55 60 






Ser Gly 


Pro 


Gly 


Pro 


Tyr Arg Gin Ala Asp Arg Tyr Gly Phe 


He 


Gly 


65 










70 


75 




80 


Gly Ser 


Ser 


Ala 


Glu 


Pro 


Gly Pro Gly His Pro Pro Ala Asp 


Leu 


He 










85 




90 


95 




Arg 


Gin 


Arg 


Glu 
100 


Met 


Lys 


Trp Val Glu Met Thr Ser His Trp 
105 110. 


Glu 


Lys 


Thr 


Met 


Ser 
115 


Arg 


Arg 


Tyr 


Lys Lys Val Lys Met Gin Cys Arg 
120 125 


Lys 


Gly 


He 


Pro 


Ser 


Ala 


Leu Arg Ala Arg Cys Trp Pro Leu Leu Cys 


Gly 


Ala 




13 0 










135 140 






His 


Val 


Cys 


Gin 


Lys 


Asn 


Ser Pro Gly Thr Tyr Gin Glu Leu 


Ala 


Glu 


145 










150 


155 




160 


Ala 


Pro 


Gly 


Asp 


Pro 
165 


Gin 


Trp Met Glu Thr He Gly Arg Asp 
170 


Leu 
175 


His 


Arg 


Gin 


Phe 


Pro 
180 


Leu 


His 


Glu Met Phe Val Ser Pro Gin Gly 
185 190 


His 


Gly 


Gin 


Gin 


Gly 
195 


Leu 


Leu 


Gin 


Val Leu Lys Ala Tyr Thr Leu Tyr 
200 205 


Arg 


Pro 


Glu 


Gin 
210 


Gly 
211 















<210> 744 
<211> 55 
<212>Amino acid 
<213> Homo sapiens 



<400> 744 
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Leu Arg Gly Met Ala Ala Ala Ala 

1 5 
Phe Phe Gin Ser Phe Ser Asp Ala 
20 

Ala Leu Glu Val Gly Glu Pro Phe 
35 40 
Pro Pro Pro Ser Ser Thr Ala 
50 55 



Ala Gly Pro Ala Ala Ser Gin Arg 

10 15 
Leu lie Asp Gin Asp Pro Gin Ala 

25 30 
Leu Leu Pro Pro Leu Pro Ala Asp 
45 



<210> 745 
<211> 182 
<212>Amino acid 
<213> Homo sapiens 





<400> 745 














Trp 


Ala 


Cys 


Phe 


Arg 


Ser 


Ala 


His Cys Ser 


Arg His Leu Arg Asn Arg 


1 








5 






10 




15 


lie 


Phe 


Met 


Tyr 


Leu 


Tyr 


Trp 


Asp Lys Thr 


Arg 


Ser Pro Val Cys Lys 








20 








25 




30 


Gly 


Pro 


Ala 


Leu 


Arg 


Glu 


Glu 


Arg Pro Gin 


Pro 


Arg Leu Lys Leu Glu 






35 










40 




45 


Asp 


Tyr 


Lys 


Asp 


Arg 


Leu Lys 


Ser Gly Glu 


His 


Leu Asn Pro Asp Gin 




50 










55 






60 


Leu 


Glu 


Ala 


Val 


Glu 


Lys 


Tyr 


Glu Glu Val 


Leu 


His Asn Leu Glu Phe 


65 










70 






75 


80 


Ala 


Lys 


Glu 


Leu 


Gin 


Lys 


Thr 


Phe Ser Gly 


Leu 


Ser Leu Asp Leu Leu 










85 






90 




95 


Lys 


Ala 


Gin 


Lys 


Lys 


Ala 


Gin 


Arg Arg Glu 


His 


Met Leu Lys Leu Glu 








100 








105 




110 


Ala 


Glu 


Lys 


Lys 


Lys 


Leu Arg 


Thr lie Leu 


Gin 


Val Gin Tyr Val Leu 






115 










120 




125 


Gin 


Asn 


Leu 


Thr 


Gin 


Glu 


His 


Val Gin Lys 


Asp 


Phe Lys Gly Gly Leu 




130 










135 






140 


Asn Gly 


Ala 


Val 


Tyr 


Leu 


Pro 


Ser Lys Glu 


Leu Asp Tyr Leu lie Lys 


145 










150 






155 


160 


Phe 


Ser 


Lys 


Leu 


Thr 


Cys 


Pro 


Glu Arg Asn 


Glu Ser Leu Arg Gin Thr 










165 






170 




175 


Leu 


Glu 


Gly 


Ser 


Thr 


Val 
















180 




182 











<210> 746 
<211> 136 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> {1} . . . (136) 

<223> X = any amino acid or stop code 



<400> 746 

Xaa Ala Gly Val Gin Met Lys Leu Glu Phe Leu Gin Arg Lys Phe Trp 

15 10 15 

Ala Ala Thr Arg Gin Cys Ser Thr Val Asp Gly Pro Cys Thr Gin Ser 
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20 

Cys Glu Asp Ser Asp Leu Asp Cys 
35 40 
lie Leu lie Ser Lys Arg Ser Arg 

50 55 
Val Asp Gly Ala Val Leu Thr Gin 

65 70 
Gin Val Thr Met Tyr Asp Tyr Gin 
85 

His His Ser Ala Ala Gin Pro Leu 

100 

Thr Ala Thr Arg Trp Leu Leu Gin 
115 120 
Trp Ser Val Trp Gly Ser Xaa * 
130 135 



25 30 
Phe Val lie Asp Asn Asn Gly Phe 
45 

Glu Thr Gly Arg Phe Leu Gly Glu 
60 

Leu Leu Ser Met Gly Val Phe Ser 
75 80 
Ala Met Cys Lys Pro Ser Ser His 

90 95 
Val Ser Pro lie Ser Ala Phe Leu 
105 110 
Glu Leu Val Leu Phe Leu Leu Glu 
125 



<210> 747 
<211> 156 
<212>Amino acid 
<213> Homo sapiens 



<400> 747 
Cys Arg Gly Arg 
1 

Met Ser Ala Gly 
20 

Pro Glu Arg Lys 
35 

Leu Arg Arg Gly 
50 

Arg Asn Lys His 
65 

Cys Ala Val Trp 

Gin Asn Asn Phe 
100 

Leu Val Ala Lys 
115 

Ser Gin Val Cys 
130 

Met Glu Ser Leu 
145 



Leu Ala Gin Leu 
5 

Asp Ala Val Cys 

Leu Gin Arg Tyr 
40 

Arg Met Ser Gly 
55 

Ser Ser Lys Pro 
70 

Lys His Val Gly 
85 

Val Phe lie Val 

Thr Glu Gin Glu 
120 

Asn Leu Gly His 
135 

Ser Tyr Thr Arg 
150 



Glu Glu Ala Ala 
10 

Thr Gly Trp Leu 
25 

Ala Trp Arg Lys 

Asn Pro Asp Val 
60 

lie Arg Val He 
75 

Pro Ser Phe Val 
90 

Lys Thr Thr Ser 
105 

Met Gin Val Trp 

Leu Glu Asp Gly 
140 

Ser Tyr Leu Gin 
155 156 



Val Ala Ala Thr 
15 

Val Lys Ser Pro 
30 

Arg Trp Phe Val 
45 

Leu Glu Tyr Tyr 

Asp Leu Ser Glu 
80 

Arg Lys Glu Phe 
95 

Arg Thr Phe Tyr 
110 

Val His Ser He 
125 

Ala Ala Asp Ser 



<210> 748 

<211> 55 

< 2 12 > Amino acid 

<213> Homo sapiens 



<400> 748 
He Pro Ala Val Pro Leu Thr Ser 

1 5 
Leu Ser Val Arg Asp Tyr Asp Pro 
20 

Tyr Lys He Arg Thr Leu Asp Lys 



Cys Val Thr Val Gly Ser Tyr Ser 

10 15 
Arg Gin Gly Asp Thr Val Lys His 

25 30 
Arg Gly Phe Tyr He Ser Pro Arg 
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35 

Ser Thr Phe Ser Thr Leu Gin 
50 55 



40 



45 



<210> 749 
<211> 381 
<212>Amino acid 
<213> Homo sapiens 



<400> 749 



Lys Asp 


Ser Val 


Leu 


Asn 


He 


Ala 


Arg Gly Lys Lys 


Tyr 


Gly 


Glu 


Lys 


1 




5 










10 










15 




Thr Lys 


Arg Val 
20 


Ser 


Ser 


Arg 


Lys 


Lys 
25 


Pro 


Ala 


Leu 


Lys 


Cys 
30 


Thr 


Ser 


Gin Lys 


Gin Pro 


Ala 


Leu Lys 


Ala 


He 


Cys 


Asp 


Lys 


Glu 


Asp 


Ser 


Val 




35 








40 










45 








Pro Asn 


Thr Ala 


Thr 


Glu 


Lys 


Lys 


Asp 


Glu 


Gin 


He 


Ser 


Gly 


Thr 


Val 


50 








55 










60 










Ser Ser 


Gin Lys 


Gin 


Pro 


*Ala 


Leu 


Lys 


Ala 


Thr 


Ser 


Asp 


Lys 


Lys 


Asp 


65 






70 










75 










80 


Ser Val 


Ser Asn 


He 


Pro 


Thr 


Glu 


He 


Lys Asp Gly 


Gin 


Gin 


Ser 


Gly 






85 










90 










95 




Thr Val 


Ser Ser 
100 


Gin 


Lys 


Gin 


Pro 


Ala 
105 


Trp 


Lys 


Ala 


Thr 


Ser 
110 


Val 


Lys 


Lys Asp 


Ser Val 
115 


Ser 


Asn 


He 


Ala 
120 


Thr 


Glu 


He 


Lys 


Asp 
125 


Gly 


Gin 


He 


Arg Gly 


Thr Val 


Ser 


Ser Gin Arg 


Gin 


Pro 


Ala 


Leu 


Lys 


Ala 


Thr 


Gly 


130 








135 










140 










Asp Glu 


Lys Asp 


Ser 


Val 


Ser 


Asn 


He 


Ala 


Arg 


Glu 


He 


Lys 


Asp 


Gly 


145 






150 










155 










160 


Glu Lys 


Ser Gly 


Thr 
165 


Val 


Ser 


Pro 


Gin 


Lys 
170 


Gin 


Ser 


Ala 


Gin 


Lys 
175 


Val 


lie Phe 


Lys Lys 
180 


Lys 


Val 


Ser 


Leu 


Leu 
185 


Asn 


He 


Ala 


Thr 


Arg 
190 


He 


Thr 


Gly Gly 


Trp Lys 


Ser 


Gly Thr Glu 


Tyr 


Pro 


Glu 


Asn 


Leu 


Pro 


Thr 


Leu 




195 








200 










205 








Lys Ala 


Thr lie 


Glu 


Asn 


Lys 


Asn 


Ser 


Val 


Leu 


Asn 


Thr 


Ala 


Thr 


Lys 


210 








215 










220 










Met Lys 


Asp Val 


Gin 


Thr 


Ser 


Thr 


Pro 


Glu Gin Asp 


Leu 


Glu 


Met 


Ala 


225 






230 










235 










240 


Ser Glu 


Gly Glu 


Gin 


Lys Arg Leu 


Glu 


Glu 


Tyr 


Glu 


Asn 


Asn 


Gin 


Pro 






245 










250 










255 




Gin Val 


Lys Asn 


Gin 


He 


His 


Ser 


Arg Asp Asp Leu 


Asp 


Asp 


He 


He 




260 










265 










270 






Gin Ser 


Ser Gin 


Thr 


Val 


Ser 


Glu 


Asp Gly Asp Ser 


Leu 


Cys 


Cys 


Asn 




275 








280 










285 








Cys Lys 


Asn Val 


He 


Leu 


Leu 


He 


Asp Gin His Glu 


Met 


Lys 


Cys 


Lys 


290 








295 










300 










Asp Cys 


Val His 


Leu 


Leu Lys 


lie 


Lys 


Lys 


Thr 


Phe 


Cys 


Leu 


Cys 


Lys 


305 






310 










315 










320 


Arg Leu 


Thr Glu 


Leu 


Lys Asp Asn 


His 


Cys 


Glu 


Gin 


Leu 


Arg 


Val 


Lys 






325 










330 










335 




lie Arg 


Lys Leu 
340 


Lys 


Asn 


Lys 


Ala 


Ser 
345 


Val 


Leu 


Gin 


Lys 


Arg 
350 


Leu 


Ser 


Glu Lys 


Glu Glu 


He 


Lys 


Ser 


Gin 


Leu Lys 


His 


Glu 


Thr 


Leu 


Glu 


Leu 




355 








360 










365 








Glu Lys 


Glu Leu 


Cys 


Ser 


Leu 


Arg 


Phe 


Ala 


He 


Gin 


Gin 








370 








375 










380 


381 
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<210> 750 
<211> 296 
<212>Amino acid 
<213> Homo sapiens 



<400> 750 



Ser 


Pro 


Leu 


Arg Tyr Arg 


Ala 


Gly 


Gin 


Ser 


Gly 


Ser 


Thr 


He 


Ser 


Ser 


1 






5 










10 










15 




Ser 


Ser 


Cys 


Ala Met 


Trp 


Arg 


Cys 


Gly 


Gly 


Arg 


Gin 


Gly 


Leu 


Cys 


Val 








20 








25 










30 






Leu Arg 


Arg 


Leu Ser 


Gly 


Gly 


His 


Ala 


His 


His 


Arg 


Ala 


Trp Arg 


Trp 






35 








40 










45 








Asn 


Ser 


Asn 


Arg Ala 


Cys 


Glu 


Arg 


Ala 


Leu 


Gin 


Tyr 


Lys 


Leu Gly 


Asp 




50 








55 










60 










Lys 


He 


His 


Gly Phe 


Thr 


Val 


Asn 


Gin 


Val 


Thr 


Ser 


Val 


Pro 


Glu 


Leu 


65 








70 










75 










80 


Phe 


Leu 


Thr 


Ala Val 


Lys 


Leu 


Thr 


His 


Asp 


Asp 


Thr 


Gly 


Ala Arg 


Tyr 








85 










90 










95 




Leu 


His 


Leu 


Ala Arg 


Glu 


Asp 


Thr 


Asn 


Asn 


Leu 


Phe 


Ser 


Val 


Gin 


Phe 








100 








105 










110 






Arg 


Thr 


Thr 


Pro Met 


Asp 


Ser 


Thr 


Gly 


Val 


Pro 


His 


He 


Leu 


Glu 


His 






115 








120 










125 








Thr 


Val 


Leu 


Cys Gly Ser 


Gin 


Lys 


Tyr 


Pro 


Cys 


Arg 


Asp 


Pro 


Phe 


Phe 




130 








135 










140 










Lys 


Met 


Leu 


Asn Arg 


Ser 


Leu 


Ser 


Thr 


Phe 


Met 


Asn 


Ala 


Phe 


Thr 


Ala 


145 








150 










155 










160 


Ser 


Asp 


Tyr 


Thr Leu 


Tyr 


Pro 


Phe 


Ser 


Thr 


Gin 


Asn 


Pro 


Lys 


Asp 


Phe 








165 










170 










175 




Gin 


Asn 


Leu 


Leu Ser 


Val 


Tyr 


Leu 


Asp 


Ala 


Thr 


Phe 


Phe 


Pro 


Cys 


Leu 








180 








185 










190 






Arg 


Glu 


Leu 


Asp Phe 


Trp 


Gin 


Glu 


Gly 


Trp 


Arg 


Leu 


Glu 


His 


Glu 


Asn 






195 








200 










205 








Pro 


Ser 


Asp 


Pro Gin 


Thr 


Pro 


Leu 


Val 


Phe 


Lys 


Gly 


Val 


Val 


Phe 


Asn 




210 








215 










220 










Glu 


Met 


Lys 


Gly Ala 


Phe 


Thr 


Asp 


Asn 


Glu 


Arg 


He 


Phe 


Ser 


Gin 


His 


225 








230 










235 










240 


Leu 


Gin 


Asn 


Arg Leu Leu 


Pro 


Asp 


His 


Thr 


Tyr 


Ser 


Val 


Val 


Ser 


Gly 








245 










250 










255 




Gly Asp 


Pro 


Leu Cys 


He 


Pro 


Glu 


Leu 


Thr 


Trp 


Glu 


Gin 


Leu 


Lys 


Gin 








260 








265 










270 






Phe 


His 


Ala 


Thr His 


Tyr 


His 


Pro 


Ser 


Asn 


Ala 


Arg 


Phe 


Phe 


Thr 


Tyr 






275 








280 










285 








Gly Asn 


Phe 


Pro Leu 


Asp 


Gin 


His 




















290 








295 


296 




















<210> 751 


























<211> 163 


























<212>Amino acid 
























<213> Homo sapiens 
























<400> 751 
























Arg Gly Ala 


Lys Ala 


Lys 


Ser 


Ala 


Val 


Leu 


Pro 


Pro 


Gly 


Pro 


Pro 


Cys 


1 






5 










10 










15 




Ser 


Ser 


He 


Leu He 


Leu 


Ser 


Pro 


Pro 


Ala 


Pro 


Leu 


Thr 


Pro 


Arg 


Ser 
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20 

Pro Gly Thr Glu Ala 
35 

Lys Lys Ser His Trp 
50 

Asn Pro Glu Gly Gin 
65 

Gly Gin Phe Pro Tyr 
85 

Glu Ser Gly Ser Lys 
.100 

Glu Thr Pro Val Ala 
115 

Lys His Cys Lys Asp 
130 

Ser Ser Gly Leu Leu 
145 

Ala Gly Gin 
163 



25 

Thr Arg Pro Thr Ala Met 
40 

Thr Ser Lys Val His Glu 
55 

Leu Gly Phe Glu Leu Lys 
70 75 
Leu Gly Glu Val Lys Pro 
90 

Leu Val Ser Glu Glu Leu 
105 

Gly Leu Thr lie Arg Asp 
120 

Pro Leu Arg Leu Lys Cys 
135 

Ser Val Leu Pro Gly Gly 
150 155 



30 

Ser Lys Ser Leu Lys 
45 

Ser Val lie Gly Arg 
60 

Gly Gly Ala Glu Asn 
80 

Gly Lys Val Ala Tyr 
95 

Leu Leu Glu Val Asn 
110 

Val Leu Ala Val lie 
125 

Val Lys Gin Gly Glu 
140 

Gly Thr Ala Arg Gly 
160 



<210> 752 
,<211> 99 
<212>Amino acid 
<213> Homo sapiens 



<400> 752 



Ser 


His 


Arg 


Pro 


Gin 


Pro Asp Ala 


1 








5 




Cys 


Val 


Gin 


Lys 


Glu 


Lys Met Gin 








20 






Gly 


Pro 


Met 


Arg 


Leu 


Thr Gin Asp 






35 






40 


Ala 


Lys 


Glu 


Asp 


Ser 


Gin Ser Asp 




50 








55 


Ala 


Gly 


Tyr 


Arg 


Cys 


Asn lie Ala 


65 










70 


Cys 


Phe 


Leu 


Asp 


Lys 


His His Glu 










85 




Thr 


Gin 


Asn 









99 



Trp Arg Gin Gly Asn Ala Phe Gin 

10 15 
Val Ser Ser Ala Glu Val Arg lie 

25 30 
Pro lie Gin Val Leu Leu lie Phe 
45 

Gly Phe Trp Trp Ala Cys Asp Arg 
60 

Arg Thr Pro Glu Ser Ala Leu Glu 
75 80 
lie lie Val lie Asp His Arg Gin 
90 95 



<210> 753 
<211> 193 
<212>Amino acid 
<213> Homo sapiens 



<400> 753 
Phe Arg Leu Ala Gly Cys Gly His 

1 5 
Leu Leu Leu Leu Ala Arg Ser Gly 
20 

Cys Asp Glu Ser Lys Cys Glu Glu 
35- 40 
Val Gin Gly Val Cys Gly Cys Cys 



Leu Leu Val Ser Leu Leu Gly Leu 

10 15 
Thr Arg Ala Leu Val Cys Leu Pro 

25 30 
Pro Arg Asn Cys Pro Gly Ser lie 
45 

Tyr Thr Cys Ala Ser Gin Arg Asn 
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50 55 60 

Glu Ser Cys Gly Gly Thr Phe Gly He Tyr Gly Thr Cys Asp Arg Gly 
65 70 75 80 

Leu Arg Cys Val He Arg Pro Pro Leu Asn Gly Asp Ser Leu Thr Glu 

85 90 95 

Tyr Glu Ala Gly Val Cys Glu Asp Glu Asn Trp Thr Asp Asp Gin Leu 

100 105 110 

Leu Gly Phe Lys Pro Cys Asn Glu Asn Leu He Ala Gly Cys Asn He 

115 120 125 

He Asn Gly Lys Cys Glu Cys Asn Thr He Arg Thr Cys Ser Asn Pro 

130 135 140 

Phe Glu Phe Pro Ser Gin Asp Met Cys Leu Ser Ala Leu Lys Arg lie 
145 150 155 160 

Glu Glu Glu Lys Pro Asp Cys Ser Lys Ala Arg Cys Glu Val Gin Phe 

165 170 175 

Ser Pro Arg Cys Pro Glu Asp Ser Val Leu lie Glu Gly Tyr Ala Pro 
180 185 190 

Pro 
193 



<210> 754 
<211> 73 
<2i2>Amino acid 
<213> Homo sapiens 



<400> 754 
Phe Arg Met Ala Ala Asn Val Gly 

1 5 
Phe Asp Leu Gin Gin Leu Gin Arg 
20 

Leu Ala Asn Arg Gin Asp Glu Ser 
35 40 
Glu Gin Ser Arg Glu Phe Lys Lys 

50 55 
Thr He Val Phe Ala Leu Lys Gly 
65 70 



Ser Met Phe Gin Tyr Trp Lys Arg 

10 15 
Glu Leu Asp Ala Thr Ala Thr Val 

25 30 
Glu Gin Ser Arg Lys Arg Leu He 
45 

Asn Thr Pro Glu Val Arg Arg Val 
60 

Ser 
73 



<210> 755 
<211> 83 
<212>Amino acid 
<213> Homo sapiens 



<400> 755 
Glu Thr Leu Ser Cys Arg He Met 

1 5 
Glu Arg Gin Arg Thr Thr Lys Pro 
20 

Ser Arg Pro Ser Gly Ser Ser Ser 
35 40 
Pro Asn Phe Arg Val Gly Lys Lys 

50 55 
Leu Arg Leu Gly Glu Gly Leu Pro 

65 70 
Gly Lys Tyr 



Asp His Pro Ser Arg Glu Lys Asp 

10 15 
Met Ala Gin Arg Ser Ala His Cys 

25 30 
Ser Ser Gly Val Leu Met Val Gly 
45 

lie Gly Cys Gly Asn Phe Gly Glu 
60 

Gin Val Tyr Tyr Phe Gly Pro Cys 
75 80 
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<210> 756 
<211> 100 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (.1) . . . (100) 

<223> X = any amino acid or stop code 



<400> 756 



Gly 


Cys 


Cys 


Lys 


Asp 


Xaa 


His 


Ser Gly Val 


lie 


Gly Arg Ser Trp 


Ala 


1 








5 








10 




15 




Met 


Leu 


Phe 


Ala 


Ser 


Gly 


Gly Phe 


Gin Val 


Lys 


Leu Tyr Asp lie 


Glu 








20 










25 




30 




Gin 


Gin 


Gin 


He 


Arg 


Asn 


Ala 


Leu 


Glu Asn 


lie 


Arg Trp Ala Ser 


Arg 






35 










40 






45 




Arg 


Ser 


Pro 


Glu 


Gly 


Met 


Glu 


Val 


Gly Leu 


Phe 


Leu Ser Val Gly 


Leu 




50 










55 








60 




Val 


Cys 


His 


lie 


Leu 


Lys 


Ala 


Met 


Arg lie 


Cys 


Asp Val . Thr Phe 


Ser 


65 










70 








75 




80 


Ser 


Asp 


Gly 


Tyr 


Cys 


Ser 


Ala 


Ser 


Glu Leu 


Val 


Lys Ala Arg Pro 


Thr 










85 








90 




95 




Val 


Ala 


Gly 


Met 
























100 




















<210> 757 




















<211> 130 




















<212>Amino 


acid 
















<213> Homo 


sapiens 
















<4O0> 757 


















Asn 


Ser 


Arg 


Val 


Asp 


Asp 


Phe 


Val 


Ser Ala 


Arg 


Pro Lys Pro Arg 


Pro 


1 








5 








10 




15 




Leu 


Pro 


Arg 


Ala 


Arg 


Gly 


Met 


Val 


Val Val 


Thr 


Gly Arg Glu Pro 


Asp 








20 










25 




30 




Ser 


Arg 


Arg 


Gin 


Asp 


Gly 


Ala 


Met 


Ser Ser 


Ser 


Asp Ala Glu Asp 


Asp 






35 










40 






45 




Phe 


Leu 


Glu 


Pro 


Ala 


Thr 


Pro 


Thr 


Ala Thr 


Gin 


Ala Gly His Ala 


Leu 




50 










55 








60 




Pro 


Pro 


Ala 


Ala 


Thr 


Gly 


Ser 


Phe 


Leu Arg 


Leu 


Phe Pro Leu Thr 


Ser 


65 










70 








75 




80 


Glu 


Gly 


Leu 


Thr 


Ser 


Leu 


His 


Ala 


Cys Pro 


His 


Cys Gly Ala Thr 


Lys 










85 








90 




95 




Thr 


Pro 


Cys 


Trp 


Gin 


Pro 


Cys 


Ser 


Val Gly 


Gly 


Thr Thr Ser Pro 


Arg 








100 










105 




110 




Thr 


Pro 


Arg 


Ala 


Gly 


Thr 


Ser 


Ser 


Thr Glu 


Met 


Ala His Thr Leu 


Glu 






115 










120 






125 





Met Cys 
130 
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<210> 758 
<211> 121 
<212>Amino acid 
<213> Homo sapiens 



<400> 758 



Arg 


Ala 


Leu 


.Trp 


Val 


Gly Gly Cys Ser Gly Glu Ala 


Cys Gly He 


Gly 


1 








5 


10 






15 




Met 


Ser 


Gly 


Leu 


Leu Thr Asp Pro Glu Gin Arg Ala 


Gin 


Glu 


Pro 


Arg 








20 




25 




30 






Tyr 


Pro 


Gly 


Phe 


Val 


Leu Gly Leu Asp Val Gly Ser 


Ser 


Val 


He 


Arg 






35 






40 


45 








Cys 


His 


Val 


Tyr 


Asp Arg Ala Ala Arg Val Cys Gly 


Ser 


Ser 


Val 


Gin 




.50 








55 60 










Lys 


Val 


Glu 


Asn 


Leu 


Tyr Pro Gin lie Gly Trp Val 


Glu 


He 


Asp 


Pro 


65 










70 75 








80 


Asp 


Val 


Leu 


Trp 


lie 


Gin Phe Val Ala Val lie Lys 


Glu 


Ala 


Val 


Lys 










85 


90 






95 




Ala 


Ala 


Gly 


lie 


Gin 


Met Asn Gin He Val Gly Leu 


Gly 


He 


Ser 


Thr 








100 




. 105 




110 






Gin 


Arg 


Ala 


Thr 


Phe 


He Thr Trp Asn 














115 






120 121 












<210> 759 
















<211> 210 
















<212>Amino 


acid 












<213> Homo 


sapiens 












<400> 759 














Gly 


Leu 


Ala 


Ala 


Glu 


Gin Ser Met Gin Phe Val Lys 


Leu 


Trp 


Cys 


Gly 


1 








5 


10 






15 




Cys 


Ser 


Gly 


Glu 


Phe 


Pro Thr Arg Leu Arg Arg Arg 


Thr 


Pro 


Leu 


Thr 








20 




25 




30 






Glu 


Ala 


Met 


Glu 


Gly 


Gly Pro Ala Val Cys Cys Gin 


Asp 


Pro Arg 


Ala 






35 






40 


45 








Glu 


Leu 


Val 


Glu 


Arg 


Val Ala Ala He Asp Val Thr 


His 


Leu 


Glu 


Glu 




50 








55 60 










Ala 


Asp 


Gly 


Gly 


Pro 


Glu Pro Thr Arg Asn Gly Val 


Asp 


Pro 


Pro 


Pro 


65 










70 75 








80 


Arg 


Ala 


Arg 


Ala 


Ala 


Ser Val He Pro Gly Ser Thr 


Ser Arg Leu 


Leu 










85 


90 






95 




Pro 


Ala 


Arg 


Pro 


Ser 


Leu Ser Ala Arg Lys Leu Ser 


Leu 


Gin 


Glu 


Arg 








100 




105 




110 






Pro 


Ala 


Gly 


Ser 


Tyr 


Leu Glu Ala Gin Ala Gly Pro 


Tyr Ala Thr 


Gly 






115 






120 


125 








Pro 


Ala 


Ser 


His 


lie 


Ser ' Pro Arg Ala Trp Arg Arg 


Pro 


Thr 


He 


Glu 




130 








135 140 










Ser 


His 


His 


Val 


Ala 


He Ser Asp Ala Glu Asp Cys 


Val 


Gin 


Leu 


Asn 


145 










150 155 








160 


Gin 


Tyr 


Lys 


Leu 


Gin 


Ser Glu He Gly Lys Gly Ala 


Tyr Gly Val 


Val 










165 


170 






175 




Arg 


Leu 


Ala 


Tyr 


Asn 


Glu Ser Glu Asp Arg His Tyr 


Ala 


Met 


Lys 


Val 








180 




185 




190 






Leu 


Ser 


Lys 


Lys 


Lys 


Leu Leu Lys Gin Tyr Gly Phe 


Pro Arg Arg 


Pro 






195 






200 


205 
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Pro Pro 
210 



<210> 760 
<211> 172 
<212>Amino acid 
<213> Homo sapiens 



<400> 760 



Phe 


Val 


Tyr 


Gly 


Lys 


Pro 


Val Thr Leu Trp Pro 


Thr He 


Ser Ser 


Val 


1 








5 




10 






15 




Val 


Pro 


Ser 


Thr 


Phe 


Leu 


Gly Leu Gly Asn Tyr 


Glu Val 


Glu Val 


Glu 








20 






25 






30 




Ala 


Glu 


Pro 


Asp 


Val 


Arg 


Gly Pro Glu He 


Val 


Thr Met 


Gly Glu 


Asn 






35 








40 




45 






Asp 


Pro 


Pro 


Ala 


Val 


Glu 


Ala Pro Phe Ser 


Phe 


Arg Ser 


Leu Phe 


Gly 




50 










55 




60 






Leu Asp 


Asp 


Leu 


Lys 


He 


Ser Pro Val Ala 


Pro 


Asp Ala Asp Ala 


Val 


65 










70 




75 






80 


Ala 


Ala 


Gin 


He 


Leu 


Ser 


Leu Leu Pro Leu 


Lys 


Phe Phe 


Pro lie 


He 










85 




90 






95 




Val 


lie 


Gly 


He 


He 


Ala 


Leu He Leu Ala 


Leu 


Ala He 


Gly Leu 


Gly 








100 






105 






110 




lie 


His 


Phe 


Asp 


Cys 


Ser 


Gly Lys Tyr Arg 


Cys 


Arg Ser 


Ser Phe 


Lys 






115 








120 




125 






Cys 


He 


Glu 


Leu 


He 


Ala 


Arg Cys Asp Gly Val 


Ser Asp 


Cys Lys 


Asp 




130 










135 




140 






Gly Glu 


Asp 


Glu 


Tyr 


Arg 


Cys Val Arg Val 


Gly 


Gly Gin Asn Ala 


Ala 


145 










150 




155 






160 


Leu 


Gin 


Val 


Phe 


Thr 


Ala 


Ala Ser Arg Lys 


Thr 


Met 














165 




170 




172 







<210> 761 
<211> 104 
<212>Amino acid 
<213> Homo sapiens 



<400> 761 












Ser Leu 


Ala 


Met 


Pro 


Phe 


Gly Cys Val Thr Leu 


Gly Asp Lys Lys 


Asn 


1 






5 




10 


15 




Tyr Asn 


Gin 


Pro 


Ser 


Glu 


Val Thr Asp Arg Tyr 


Asp Leu Gly Gin 


Val 






20 






25 


30 




lie Lys 


Thr 


Glu 


Glu 


Phe 


Cys Glu He Phe Arg 


Ala Lys Asp Lys 


Thr 




35 








40 


45 




Thr Gly 


Lys 


Leu 


His 


Thr 


Cys Lys Lys Phe Gin 


Lys Arg Asp Gly 


Arg 


50 










55 


60 




Lys Val 


Arg 


Lys 


Ala 


Ala 


Lys Asn Glu He Gly 


He Leu Lys Met 


Val 


65 








70 


75 




80 


Lys His 


Pro 


Asn 


He 


Leu 


Gin Leu Val Asp Val 


Phe Val Thr Arg 


Lys 








85 




90 


95 




Glu Tyr 


Phe 


He 


Phe 


Leu 


Glu Leu 










100 






104 
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<210> 762 
<211> 249 
<212>Amino acid . 
<213> Homo sapiens 



<400> 762 
Gin Arg Arg .Arg 
1 

Asp Gly Leu Arg 
20 

Arg Val Gly Glu 
35 

Leu Leu Leu Asp 
50 

Ser Trp Cys Cys 
65 

Gly Gin His Trp 

Thr Arg Phe Glu 
100 

Gly Ser Phe Gin 
115 

Tyr Lys Gin Ala 
130 

Trp Asp Pro lie 
145. 

Asp Met Thr Lys 

Lys lie lie Glu 
180 

Arg Val He Gly 
195 

Arg Ser Ser Asp 
210 

Pro Asn Ala Lys 
225 

Ala Glu Ser Glu 



Phe Arg Ala Gly Leu Trp Gly Gly His Gly Leu Thr 

5 10 15 

Arg Asn Gly Gly Cys Gly Cys Ser Ala Arg Val Pro 

25 30 
Arg Leu Arg Gly His Arg Cys Pro Asp Pro Leu Cys 

40 45 
Met Leu Phe Leu Ser Phe His Ala Gly Ser Trp Glu 

55 60 
Cys Cys Leu He Pro Ala Asp Arg Pro Trp Asp Arg 
70 75 80 

Gin Leu Glu Met Ala Asp Thr Arg Ser Val His Glu 

85 90 95 

Ala Ala Val Lys Val He Gin Ser Leu Pro Lys Asn 

105 110 
Pro Thr Asn Glu Met Met Leu Lys Phe Tyr Ser Phe 

120 125 
Thr Glu Gly Pro Cys Lys Leu Ser Arg Pro Gly Phe 

135 140 
Gly Arg Tyr Lys Trp Asp Ala Trp Ser Ser Leu Gly 
150 155 160 

Glu Glu Ala Met He Ala Tyr Val Glu Glu Met Lys 
165 170 175 

Thr Met Pro Met Thr Glu Lys Val Glu Glu Leu Leu 

185 190 
Pro Phe Tyr Glu He Val Glu Asp Lys Lys Ser Gly 

200 205 
He Thr Ser Asp Leu Gly Asn Val Leu Thr Ser Thr 

215 220 
Thr Val Asn Gly Lys Ala Glu Ser Ser Asp Ser Gly 
230 235 240 

Glu Glu Glu Ala Cys 
245 249 



<210> 763 
<211> 184 
<212>Amino acid 
<213> Homo sapiens 



<400> 763 
Ser Cys Phe Lys Gly Arg Thr Gly 

1 5 
Ser Ser Arg Trp Ala Arg Cys Gly 
20 

Glu Pro Pro Leu Ser Gin Pro Cys 
35 40 
Arg Gly Cys Ala Val Pro Ser Ser 

50 55 
Arg Arg Thr Leu Gly Arg Arg Ser 
65 70 



Gly Arg Ser Gly Ser Ser Gly Asp 

10 15 
Arg His Phe Ser Ala Ser Thr Glu 

25 30 
Ser Ala Leu Pro Arg Ser Gly Arg 
45 

Val Thr Lys Met Leu Ser Phe Phe 
60 

Met Arg Lys His Ala Glu Lys Glu 
75 80 



418 
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Arg Leu 


Arg 


Glu 


Ala 


Gin Arg Ala 


Ala 








85 








Asp Ser 


Lys 


Ser 


He 


He 


Thr Cys 


Arg 






100 








105 


Asp Val 


Ser 


Val 


Asp 


Leu 


Pro Lys 


Lys 




115 








120 




Asp Gin 


lie 


Met 


Tyr 


His 


Leu Asp 


Leu 


130 










135 




Leu Arg 


Phe 


Met Asp 


Ser 


Ala Gin 


Val 


145 








150 






Lys Ser 


He 


.Lys 


Lys 


Gin 


Val Lys 


He 








165 








Leu Arg 


Val 


Lys 


Phe 


Tyr 


Ser Ser 








180 






184 





PCTrtJSOO/35017 



Thr 


His 


He Pro Ala 


Ala Gly 


90 






95 


Val 


Ser 


Leu Leu Asp 


Gly Thr 






110 




Ala 


Lys 


Gly Gin Glu 


Leu Phe 






125 




He 


Glu 


Ser Asp Tyr 


Phe Gly 






140 




Ala 


His 


Trp Leu Asp 


Gly Thr 




155 




160 


Gly Ser 


Pro Tyr Cys 


Leu His 


170 






175 



<210> 764 
<211> 138 
<212>Amino acid 
<213> Homo sapiens 



<400> 764 



Glu 


Ser Arg 


Glu Arg 


Ser Gly Asn 


1 




5 




Thr 


Cys Gly 


Leu Gin 


Ser Pro Ser 






20 




Trp 


Leu Pro 


Gly Pro 


Leu His Ser 




35 




40 


Leu 


Leu Ala 


Leu Gly 


Ala Gly Trp 




50 




55 


Leu 


Leu Glu 


Gly Glu 


Cys Leu Val 


65 






70 


Ala 


Gly Gly 


Pro Gly 


Gly Ala Ala 






85 




Val 


Ala Phe 


Ala Ala 


Val Arg Ser 






100 




Thr 


Gly Asn 


Gly Thr 


Ser Gly Ala 




115 




120 


Asn Glu Gly 


Gly Gly 


Phe Asp Arg 




130 




135 



Arg Arg Gly Ala Glu Asp Arg Gly 

10 15 
Ala Met Leu Gly Ala Lys Pro His 

25 30 
Pro Gly Leu Pro Leu Val Leu Val 
45 

Ala Gin Glu Gly Ser Glu Pro Val 
60 

Val Cys Glu Pro Gly Arg Ala Ala 
75 80 
Leu Gly Glu Ala Pro Pro Gly Arg 

90 95 
His His His Glu Pro Ala Gly Glu 
105 110 
He Tyr Phe Asp Gin Val Leu Val 
125 

Ala Ser 
138 



<210> 765 
<211> 168 
<212>Amino acid 
<213> Homo sapiens 



<400> 765 
Glu Asp Val Lys Ser Tyr Tyr Thr 

1 5 
He Asn Ser Gly Glu Thr Arg Thr 
20 

Trp Pro Asp Phe Gly Val Pro Gin 
35 40 
Leu Phe Lys Val Arg Glu Ser Gly 
50 55 



Val His Leu Pro Gin Leu Glu Asn 

10 15 
He Ser His Phe His Tyr Thr Thr 

25 30 
Ser Pro Ala Ser Phe Leu Asn Phe 
45 

Ser Leu Asn Pro Asp His Gly Pro 
60 
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Val 


Val 


lie 


His 


Arg 


Ser 


Ala Gly Thr Gly Arg 


Ser Ser 


Thr 


Phe 


Ser 


65 










70 


75 








80 


Val 


Val 


His 


Thr 


Cys 


Leu 


Val Leu Met Glu Lys 


Gly Asp Asp 


He 


Asn 










85 




90 






95 




lie 


Lys 


Gin 


Val 


Leu 


Leu 


Asn lie Arg Lys Phe 


Gin Met 


Gly Leu 


He 








100 






105 




110 






Gin 


Thr 


Pro 
115 


Asp 


Gin 


Leu 


Arg Phe Ser Tyr Met 
120 


Ala He 
125 


Thr 


Glu 


Gly 


Ala Lys 


Cys 


Val 


Lys 


Gly 


Asp Ser Ser lie Gin 


Lys Arg 


Trp 


Lys 


Glu 




130 










135 


140 








Leu 


Ser 


Lys 


Glu 


Asp 


Leu 


Pro Pro Ala Phe Asp 


His Ser 


Pro 


Asn 


Lys 


145 










150 


155 








160 


lie 


Met 


Thr 


Glu 


Lys 
165 


Tyr 


Asn Arg 
168 











<210> 766 
<211> 255 
<212>Amino acid 
<213> Homo sapiens 



<400> 766 



Leu 


Asn 


Arg 


Gin 


Arg 


Cys 


Gly Asp Gin Val Leu 


Val Pro Gly Thr 


Gly 


1 








5 




10 




15 




Leu 


Ala 


Ala 


He 


Leu 


Arg 


Thr Leu Pro Met Phe 


His Asp Glu 


Glu 


His 








20 






25 


30 






Ala 


Arg 


Ala 


Arg 


Gly 


Leu 


Ser Glu Asp Thr Leu 


Val Leu Pro 


Pro 


Ala 






35 








40 


45 






Ser 


Arg 


Asn 


Gin 


Arg 


He 


Leu Tyr Thr Val Leu 


Glu Cys Gin 


Pro 


Leu 




50 










55 


60 






Phe 


Asp 


Ser 


Ser 


Asp 


Met 


Thr He Ala Glu Trp 


Val Cys Leu 


Ala 


Gin 


65 










70 


75 






80 


Thr 


He 


Lys 


Arg 


His 


Tyr 


Glu Gin Tyr His Gly 


Phe Val Val 


lie 


His 










85 




90 




95 




Gly Thr 


Asp 


Thr 


Met 


Ala 


Phe Ala Ala Ser Met 


Leu Ser Phe 


Met 


Leu 








100 






105 


110 






Glu 


Asn 


Leu 


Gin 


Lys 


Thr 


Val He Leu Thr Gly 


Ala Gin Val 


Pro 


He 






115 








120 


125 






His 


Ala 


Leu 


Trp 


Ser 


Asp 


Gly Arg Glu Asn Leu 


Leu Gly Ala Leu 


Leu 




130 










135 


140 






Met 


Ala 


Gly 


Gin 


Tyr 


Val 


He Pro Glu Val Cys 


Leu Phe Phe 


Gin 


Asn 


145 










150 


155 






160 


Gin 


Leu 


Phe 


Arg 


Gly 


Asn 


Arg Ala Thr Lys Val 


Asp Ala Arg Arg 


Phe 










165 




170 




175 




Ala 


Ala 


Phe 


Cys 


Ser 


Pro 


Asn Leu Leu Pro Leu 


Ala Thr Val 


Gly 


Ala 








180 






185 


190 






Asp 


He 


Thr 


He 


Asn 


Arg 


Glu Leu Val Arg Lys 


Val Asp Gly Lys 


Ala 






195 








200 


205 






Gly Leu 


Val 


Val 


His 


Ser 


Ser Met Glu Gin Asp 


Val Gly Leu Leu 


Arg 




210 










215 


220 






Leu Tyr 


Pro 


Gly 


He 


Pro 


Ala Ala Leu Val Arg 


Ala Phe Leu 


Gin 


Pro 


225 










230 


235 






240 


Pro 


Leu 


Lys 


Gly 


Val 


Val 


Met Glu Thr Phe Gly 


Ser Gly Asn Gly 





245 250 255 



<210> 767 
<211> 260 
<212>Amino acid 
<213> Homo sapiens 



420 
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<400> 767 



Leu Phe Arg Leu Ala 


Pro Gly Phe Leu 


Arg 


Ser Leu Ala Arg 


Gin 


Gly 


1 


5 




10 








15 




Tyr His 


Gin lie Trp 


Ala Phe Pro Phe 


Leu 


Pro Ser Gly Ala 


Thr 


Ala 




20 


25 








30 






Thr Trp 


Pro .Ala Ala 


Ser Arg Ser Arg 


Ser 


Leu Ala Ala Arg 


Ser 


Leu 




35 


40 






45 








Pro Arg 


Ser Pro Ala 


Arg Pro Gly Pro 


Asn 


Asp Ala Leu Leu 


Gly 


Glu 


50 




55 




60 










His Asp Phe Arg Gly 


Gin Gly Val Arg 


Ala 


Gin Arg Phe Arg 


Phe 


Ser 


65 




70 




75 








80 


Glu Glu Pro Gly Pro 


Gly Ala Asp Gly 


Ala 


Val Leu 


Glu 


Val 


His 


Val 




85 




90 








95 




Pro Gin 


lie Gly Ala 


Gly Val Ser Leu 


Pro 


Gly lie Leu Ala 


Ala 


Lys 




100 


105 








110 






Cys Gly Ala Glu Val 


lie Leu Ser Asp 


Ser 


Ser Glu 


Leu 


Pro 


His 


Cys 




115 


120 






125 








Leu Glu 


Val Cys Arg 


Gin Ser Cys Gin 


Met 


Asn Asn 


Leu 


Pro 


His 


Leu 


130 




135 




140 










Gin Val 


Val Gly Leu 


Thr Trp Gly His 


He 


Ser Trp 


Asp 


Leu 


Leu 


Ala 


145 




150 




155 








160 


Leu Pro 


Pro Gin Asp 


lie He Leu Ala 


Ser 


Asp Val 


Phe 


Phe 


Glu 


Pro 




165 




170 








175 




Glu Asp 


Phe Glu Asp 


He Leu Ala Thr 


He 


Tyr Phe 


Leu 


Met 


His 


Lys 




180 


185 








190 






Asn Pro 


Lys Val Gin 


Leu Trp Ser Thr 


Tyr 


Gin Val 


Arg 


Ser 


Ala 


Asp 




195 


200 






205 








Trp Ser 


Leu Glu Ala 


Leu Leu Tyr Lys 


Trp 


Asp Met 


Lys 


Cys 


Val 


His 


210 




215 




220 










lie Pro 


Leu Glu Ser 


Phe Asp Ala Asp 


Lys 


Glu Asp 


He 


Ala 


Glu 


Ser 


225 




230 




235 








240 


Thr Leu 


Pro Gly Arg 


His Thr Val Glu 


Met 


Leu Val 


He 


Ser 


Phe 


Ala 




245 




250 








255 





Lys Asp Ser Leu 
260 



<210> 768 
<211> 200 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_ feature 
<222> (1) . . . (200) 

<223> X = any amino acid or stop code 



<400> 768 
Ser Phe He Tyr Lys His Thr His 

1 5 
He Val Ala Ser Pro Ala Leu Thr 
20 

Ala Ser Cys Arg Val Gly Met Trp 
35 40 
Leu His Pro Thr Asn Thr Leu Val 



Arg Ala Arg Phe Gly Pro Arg Ala 

10 15 
Ala Gly Pro His Val Ser Leu Thr 

25 30 
Val Ser Cys Ser Pro Ser Pro Phe 
45 

Ala Val Leu Glu Arg Asp Thr Leu 
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50 






55 


Gly He 


Arg 


Glu 


Val Arg Leu Phe 


65 






70 


Ala Glu 


Cys 


Gin 


Arg Gin Gin Leu 








85 


Lys Val 


Leu 


Gly 


Lys Ala Leu Gly 






100 




He Glu 


Glu 


Phe 


Ala Ala Gly Asn 




115 




120 


Trp Glu 


Gly 


Ser 


Gly Thr Gin Val 


130 






135 


Ala Pro 


Glu 


Phe 


Thr Ala Glu Ser 


145 






150 


He Gly 


Arg 


Asn 


Leu Ala Cys Glu 








165 


Xaa Pro 


Arg 


Pro 


Gly Ser Val Pro 






180 




Leu Ser 


Cys 


Leu 


Ser Ser Cys Phe 




195 




200 



60 



Asn 


Ala 


Val Val Arg Trp Ser Glu 






75 80 


Gin 


Val 


Thr Pro Glu Asn Arg Arg 




90 


95 


Leu 


He 


Arg Phe Pro Leu Met Thr 


105 




110 


Arg 


Ala 


Arg Ala Gin Gly Leu Val 






125 


Gly 


He 


Trp Cys Thr Glu Asp Ser 






140 


Leu 


Ala 


Asp Ala Trp His He Gin 






155 160 


Asp 


Ala 


Ser Thr Trp Ala He Cys 




170 


175 


Thr 


Val 


His Thr Ala Arg Pro Arg 


185 




190 



<210> 769 
<211> 33 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (33) 

<223> X = any amino acid or stop code 



<400> 769 

Met Ala Ser Thr Gin Asp Ala Glu Leu Ala Val Ser Arg Xaa Arg Ala 

15 10 15 

He Ala Leu Xaa Pro Gly Xaa Gin Ser Xaa Xaa Pro Ser Gin Lys Lys 
20 25 30 

Lys 
33 



<210> 770 
<211> 599 
<212>Amino acid 
<213> Homo sapiens 



<400> 770 



Leu Leu Lys Ser 


Cys 


Gly Val Leu Leu Ser 


Gly Val 


Cys 


He Pro Cys 


1 


5 


10 






15 


Glu Gly Lys Gly 


Pro 


Thr Val Leu Val He 


Gin Thr 


Ala 


Val Pro Gin 


20 




25 






30 


Asp Arg Pro Thr 


Lys 


Ser Ser Met Arg Ser 


Ala Ala 


Lys 


Pro Trp Asn 


35 




40 




45 




Pro Ala He Arg 


Ala 


Gly Gly His Gly Pro 


Asp Arg Val Arg Pro Leu 


50 




55 


60 






Pro Ala Ala Ser 


Ser 


Gly Met Lys Ser Ser 


Lys Ser 


Ser 


Thr Ser Leu 



65 70 75 80 
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Ala 


Phe 


Glu 


Ser 


Arg 


Leu 


Ser Arg 


Leu Lys 


Arg 


Ala 


Ser 


Ser 


Glu Asp 










85 








90 










95 




Thr 


Leu 


Asn 


Lys 


Pro 


Gly 


Ser 


Thr 


Ala Ala 


Ser 


Gly Val 


Val 


Arg 


Leu 








100 










105 








110 






Lys 


Lys 


Thr 


Ala 


Thr 


Ala 


Gly Ala 


He Ser 


Glu 


Leu 


Thr 


Glu 


Ser 


Arg 






115 










120 








125 








Leu Arg 


Ser 


Gly 


Thr 


Gly 


Ala 


Phe 


Thr Thr 


Thr 


Lys Arg 


Thr 


Gly He 




130 










135 








140 










Pro 


Ala 


Pro 


Arg 


Glu 


Phe 


Ser Val 


Thr Val 


Ser 


Arg Glu 


Arg 


Ser 


Val 


145 










150 








155 










160 


Pro Arg 


Gly 


.Pro 


Ser 


Asn 


Pro Arg 


Lys Ser 


Val 


Ser 


Ser 


Pro 


Thr 


Ser 










165 








170 










175 




Ser 


Asn 


Thr 


Pro 


Thr 


Pro 


Thr Lys 


His Leu 


Arg 


Thr 


Pro 


Ser 


Thr 


Lys 








180 










185 








190 






Pro 


Lys 


Gin 


Glu 


Asn 


Glu 


Gly Gly 


Glu Lys 


Val 


Arg Leu 


Ser 


Pro 


Lys 






195 










200 








205 








Phe Arg 


Glu 


Leu 


Leu 


Ala 


Glu 


Ala 


Lys Ala 


Lys 


Asp Ser 


Glu 


He 


Asn 




210 










215 








220 










Arg Leu 


Arg 


Ser 


Glu 


Leu 


Lys 


Lys 


Tyr Lys 


Glu 


Lys Arg 


Thr 


Leu 


Asn 


225 










230 








235 










240 


Ala 


Glu 


Gly 


Thr 


Asp Ala 


Leu Gly 


Pro Asn 


val 


Asp Gly 


Thr 


Ser 


Val 










245 








250 










255 




Ser 


Pro 


Gly 


Asp 


Thr 


Glu 


Pro 


Met 


lie Arg 


Ala 


Leu 


Glu 


Glu 


Lys 


Asn 








260 










265 








270 






Lys 


Asn 


Phe 


Gin 


Lys 


Glu 


Leu 


Ser 


Asp Leu 


Glu 


Glu 


Glu 


Asn 


Arg Val 






275 










280 








285 








Leu 


Lys 


Glu 


Lys 


Leu 


He 


Tyr 


Leu 


Glu His 


Ser 


Pro 


Asn 


Ser 


Glu 


Gly 




290 










295 








300 










Ala 


Ala 


Ser 


His 


Thr Gly 


Asp 


Ser 


Ser Cys 


Pro 


Thr 


Ser 


He 


Thr 


Gin 


305 










310 








315 










320 


Glu 


Ser 


Ser 


Phe 


Gly Ser 


Pro 


Thr 


Gly Asn 


Gin 


Leu 


Ser 


Ser 


Asp 


He 










325 








330 










335 




Asp 


Glu 


Tyr 


Lys 


Lys 


Asn 


He 


His 


Gly Asn 


Ala 


Leu Arg 


Thr 


Ser 


Gly 








340 










345 








350 






Ser 


Ser 


Ser 


Ser 


Asp Val 


Thr 


Lys 


Ala Ser 


Leu 


Ser 


Pro 


Asp 


Ala 


Ser 






355 










360 








365 








Asp 


Phe 


Glu 


His 


He 


Thr 


Ala 


Glu 


Thr Pro 


Ser 


Arg 


Pro 


Leu 


Ser 


Ser 




370 










375 








380 










Thr 


Ser 


Asn 


Pro 


Phe 


Lys 


Ser 


Ser 


Lys Cys 


Ser 


Thr 


Ala 


Gly 


Ser 


Ser 


385 










390 








395 










400 


Pro 


Asn 


Ser 


Val 


Ser 


Glu 


Leu 


Ser 


Leu Ala 


Ser 


Leu 


Thr 


Glu 


Lys 


He 










405 








410 










415 




Gin 


Lys 


Met 


Glu 


Glu' 


Asn 


His 


His 


Ser Thr 


Ala 


Glu 


Glu 


Leu 


Gin 


Ala 








420 










425 








430 






Thr 


Leu 


Gin 


Glu 


Leu 


Ser 


Asp Gin 


Gin Gin 


Met 


Val 


Gin 


Glu 


Leu 


Thr 






435 










440 








445 








Ala 


Glu 


Asn 


Glu 


Lys 


Leu 


Val 


Asp 


Glu Lys 


Thr 


He 


Leu 


Glu 


Thr 


Ser 




450 










455 








460 










Phe 


His 


Gin 


His 


Arg 


Glu 


Arg Ala 


Glu Gin 


Leu 


Ser 


Gin 


Glu 


Asn 


Glu 


465 










470 








475 










480 


Lys 


Leu 


Met 


Asn 


Leu 


Leu 


Gin 


Glu 


Arg Val 


Lys 


Asn 


Glu 


Glu 


Pro 


Thr 










485 








490 










495 




Thr 


Gin 


Glu 


Gly 


Lys 


lie 


He 


Glu 


Leu Glu 


Gin 


Lys 


Cys 


Thr 


Gly He 








500 










505 








510 






Leu 


Glu 


Gin 


Gly 


Arg 


Phe 


Glu Arg 


Glu Lys 


Leu 


Leu 


Asn 


He 


Gin 


Gin 






515 










520 








525 








Gin 


Leu 


Thr 


Cys 


Ser 


Leu 


Arg Lys 


Val Glu 


Glu 


Glu 


Asn 


Gin 


Gly Ala 




530 










535 








540 










Leu 


Glu 


Met 


He 


Lys 


Arg 


Leu Lys 


Glu Glu 


Asn 


Glu 


Lys 


Leu 


Asn 


Glu 


545 










550 








555 










560 


Phe 


Leu 


Glu 


Leu 


Glu Arg 


His 


Asn 


Asn Asn 


Met 


Met 


Ala 


Lys 


Thr 


Leu 










565 








570 










575 




Glu 


Glu 


Cys 


Arg 


Val 


Thr 


Leu 


Glu 


Gly Leu 


Lys 


Met 


Glu 


Asn 


Gly Ser 








580 










585 








590 
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Leu Lys Ser His Leu Gin Gly 
595 599 



<210> 771 
<211> 103 
<212>Amino acid 
<213> Homo sapiens 



<400> 771 



Ser Gin 


Met 


His Arg Leu 


lie Phe Val 


1 




5 




Phe Cys 


Ser 


Cys Arg Asp 


Thr Ser Ala 






20 


25 


Lys Ala 


Leu 


Arg Asn Ala 


Asn Leu Arg 




35 




40 


Thr Asp 


Leu 


Tyr Arg Arg 


Asp Glu Thr 


50 






55 


Tyr Val 


Gin 


Ser Pro Arg 


Phe Pro Asn 


65 




70 




Leu Thr 


Trp 


Arg Leu His 


Ser Gin Glu 






85 




Phe Asp 


Asn 


Gin Phe Gly 


Leu 






100 


103 



<210> 772 
<211> 218 
<212>Amino acid 
<213> Homo sapiens 



<400> 772 






Pro Phe 


Lys 


Lys Met 


Thr 


Asp Leu Leu 


1 




5 






Asp Val 


Phe 


Tyr Lys 


Tyr 


Thr Lys Gin 






20 




25 


Ser Lys 


Gly 


Glu Leu 


Lys 


Glu Leu Leu 




35 






40 


Leu Lys 


Asn 


Pro Asp 


Asp 


Pro Asp Thr 


50 








55 


Leu Asp 


Arg 


Asp His 


Asp 


Arg Arg Leu 


65 






70 




Met He 


Phe 


Lys Leu 


Thr 


Met Ala Cys 






85 






Tyr Cys 


Lys 


Ala Ser 


Gly 


Ser Lys Lys 






100 




105 


Gin Glu 


Glu 


Glu Ser 


Glu 


Thr Glu Glu 




115 






120 


His Lys 


Ser 


Gly Tyr 


Arg 


His Ser Ser 


130 








135 


Gly Tyr 


Ser 


Ser Gly 


His 


Ser Arg Gly 


145 






150 




Ser Asn 


Ser 


Arg Arg 


Leu 


Gly Arg Gin 






165 






Asn Gin 


Glu 


Gly Ser 


Gin 


Lys Arg Tyr 






180 




185 



PCT/US00/35017 



Tyr 


Thr 


Leu 


He 


Cys Ala 


Asn 


10 








15 




Thr 


Pro 


Gin 


Ser 


Ala Ser 


He 










30 




Arg Asp 


Glu 


Ser 


Asn His 


Leu 








45 






He 


Gin 


Val 


Lys 


Gly Asn 


Gly 






60 








Ser Tyr 


Pro 


Arg 


Asn Leu 


Leu 




75 








80 


Asn 


Thr 


Arg 


He 


Gin Leu 


Val 


90 








95 




Arg 


Ser 


Val 


Val 


Thr Val 


He 


10 








15 




Asp Gly 


Glu 


Cys 


Gly Thr 


Leu 










30 




Glu 


Lys 


Glu 


Leu 


His Pro 


Val 








45 






Val 


Asp 


Val 


He 


Met His 


Met 






60 








Asp 


Phe 


Thr 


Glu 


Phe Leu 


Leu 




75 








80 


Asn 


Lys 


Val 


Leu 


Ser Lys 


Glu 


90 








95 




His 


Arg 


Arg Gly His Arg 


His 










110 




Asp 


Glu 


Glu Asp 


Thr Pro 


Gly 








125 






Trp 


Ser 


Glu 


Gly Glu Glu 


His 






140 








Thr 


Val 


Lys 


Cys Arg His 


Gly 




155 








160 


Gly Asn 


Leu 


Ser 


Ser Ser 


Gly 


170 








175 




His 


Arg 


Ser 


Ser 


Cys Gly 

i on 


His 
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Ser Trp Ser Gly Gly Lys Asp Arg His Gly Ser Ser Ser Val Glu Leu 

195 200 205 

Arg Glu Arg He Asn Lys Ser His He Lys 
210 215 218 



<210> 773 
<211> 130 
<212>Amino acid 
<213> Homo sapiens 



<400> 773 



Val Pro 


Lys 


He 


Ser Gly Pro Asp His 


He Asp Phe 


lie 


Pro 


Trp Asp 


1 






5 




10 








15 


Gin Leu 


Phe 


Met 


Ala Ser 


Ser Ser Ser 


Val Thr 


Glu 


Phe 


Leu 


Val Leu 






20 




25 








30 




Gly Phe 


Ser 


Ser 


Leu Gly Glu Leu Gin 


Leu Val 


Leu 


Phe 


Ala 


Val Phe 




35 






40 






45 






Leu Cys 


Leu 


Tyr 


Leu He 


He Leu Ser 


Gly Asn 


He 


He 


He 


He Ser 


50 








55 




60 








Val He 


His 


Leu 


Asp His 


Ser Leu His 


Thr Pro 


Met 


Tyr 


Phe 


Phe Leu 


65 






70 




75 








80 


Gly He 


Leu 


Ser 


He Ser 


Glu He Phe 


Tyr Thr 


Thr 


Val 


He 


Leu Pro 








85 




90 








95 


Lys Met 


Leu 


He 


Asn Leu 


Phe Ser Val 


Phe Arg 


Thr 


Leu 


Ser 


Phe Val 






100 




105 








110 




Ser Cys 


Ala 


Thr 


Gin Met 


Phe Tyr Glu 


He Val 


Gly Pro Gly Thr Gin 




115 






120 






125 






Glu Arg 




















130 





















<210> 774 
<211> 204 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (204) 

<223> X = any amino acid or stop code 



<400> 774 



Asp 


His 


Ser 


Thr 


Glu 


Thr 


Pro 


Gly 


He 


Pro 


Ala Ala 


Glu 


Pro 


Val 


Ser 


1 








5 










10 








15 




His 


Gly 


Thr 


Gly 


Lys 


Leu 


Glu 


Arg 


Ala 


Pro 


Thr Leu Pro Ala Gly Ala 








20 










25 








30 






Glu 


Leu 


Pro 


Ala 


Pro 


Ala 


Ala 


Val 


Pro 


Cys 


Pro Thr 


Leu 


Xaa 


Val 


Cys 






35 










40 








45 








Leu 


Tyr 


Pro 


Gin 


Leu 


Leu 


Gly 


Leu 


Ser 


Val 


Ala Thr 


Met 


Val 


Thr 


Leu 




50 










55 








60 










Thr Tyr 


Phe 


Gly 


Ala 


His 


Phe 


Ala 


Val 


He 


Arg Arg 


Ala 


Ser 


Leu 


Glu 


65 










70 










75 








80 


Lys 


Asn 


Pro 


Tyr 


Gin 


Ala 


Val 


His 


Gin 


Trp 


Gly Thr 


Gin 


Gin 


Arg 


Leu 










85 










90 








95 




He 


Gin 


His 


Pro 


Glu 


Ser 


Gly 


Ser 


Glu 


Gly 


Gin Ser 


Leu 


Leu 


Gly 


Pro 
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100 105 110 

Leu Arg Ala Phe Ser Ala Gly Leu Ser Leu Val Gly Leu Leu Thr Leu 

115 120 125 

Gly Ala Val Leu Ser Ala Ala Ala Thr Val Arg Glu Ala Gin Gly Leu 

130 135 140 

Met Ala Gly Gly Phe Leu Cys Phe Ser Leu Ala Phe Cys Ala Gin Val 
145 150 155 160 

Gin Val Val Phe Trp Arg Leu His Ser Pro Thr Gin Val Glu Asp Ala 

165 170 175 

Met Leu Asp Thr Tyr Asp Leu Val Tyr Glu Gin Ala Met Lys Gly Thr 

•180 185 190 

Ser His Val Arg Arg Gin Glu Leu Ala Ala lie Gin 
195 200 204 



<210> 775 
<211> 121 
<212>Amino acid 
<213> Homo sapiens 



<400> 775 

Gin Pro Gly Tyr Ser Glu Tyr Asp Lys Asn Arg Gly Gin Gly Met Leu 

15 10 15 

Leu Asn Met Met Cys Gly Arg Gin Leu Ser Ala lie Ser Leu Cys Leu 

20 25 30 

Ala Val Thr Phe Ala Pro Leu Phe Asn Ala Gin Ala Asp Glu Pro Glu 

35 40 45 

Val lie Pro Gly Asp Ser Pro Val Ala Val Ser Glu Gin Gly Glu Ala 

50 55 60 

Leu Pro Gin Ala Gin Ala Thr Ala He Met Ala Gly He Gin Pro Leu 
65 70 75 80 

Pro Glu Gly Ala Ala Glu Lys Ala Arg Thr Gin He Glu Ser Gin Leu 

85 90 95 

Pro Ala Gly Tyr Lys Pro Val Tyr Leu Asn Gin Leu Gin Leu Leu Tyr 

100 105 110 

Ala Ala Arg Gly He Ser Cys Ser Val 
115 120 121 



<210> 776 
<211> 142 
<212>Amino acid 
<213> Homo sapiens 



<400> 776 
Arg Thr Arg Ala Ala Asp Val Tyr 

1 5 
Arg Asn Val Ser Ser Ser Thr Val 
20 

Ser Ala Leu Ala Leu Phe Asp Leu 
35 40 
Thr Gin Val Glu Phe Thr Asp Pro 

50 55 
Tyr Pro Ser Pro Asn Gly His Gly 

65 70 
Pro Ala Lys Met Ser Gly Lys Thr 



Val Phe Ser Leu Thr Gly Lys Ser 

10 15 
Arg Arg Ser Ala Val Gly Gly Met 

25 30 
Leu Lys Pro Asn Tyr Ala Leu Ala 
45 

Glu He Val Ala Glu Tyr He Thr 
60 

Glu Val Arg Gly Tyr Leu Val Lys 
75 80 
Pro Ala Val Val Val Val His Glu 
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85 90 95 

Asn Arg Gly Leu Asn Pro Tyr lie Glu Asp Val Ala Arg Arg Val Ala 

100 105 no 

Lys Ala Gly Tyr lie Ala Leu Ala Pro Asp Gly Leu Ser Ser Val Gly 

115 120 125 

Gly Tyr Pro Gly Asn Asp lie Lys Val Val Ser Ala Ala Ala 
130 135 140 142 



<210> 777 
<211> 150 
<212>Amino acid 
<213> Homo sapiens 





<400> ' 


777 


Val 


Lys 


Gin 


Arg His Gly Asn Ser 


1 






5 


He 


Ser 


Cys 


Arg Leu Gly Val Pro 








20 


Ala 


He 


Arg 


He Glu Glu Val Lys 






35 


40 


Val 


Leu 


Leu 


Ala Gly Cys Ser Ser 




50 




55 


Trp Asn 


Ala 


Lys Val Pro Val Gin 


65 






70 


Ser 


Gin 


Lys 


Ala Gly Ala Ala Trp 








85 


Ala 


He 


He 


Ala He Glu Ser Gly 








100 


Ser 


Asn 


Ala 


He Gly Leu Met Gin 






115 


120 


Asp Val 


Tyr 


Arg Arg Met Gly Trp 




130 




135 


Leu 


Lys 


Asn 


Ser Ser Arg 


14 5 






150 



Leu Leu 


Thr 


Thr 


Glu 


Thr 


Lys 


Cys 


10 










15 




Leu Ser 


Pro 


Gin 


Arg Arg 


Phe 


Gin 


25 








30 






Leu Arg 


Trp 


Phe 


Ala 
45 


Phe 


Leu 


He 


Lys His 


Asp 


Tyr 
SO 


Thr 


Asn 


Pro 


Pro 


Arg Ala 


Met 


Gin 


Trp Met 


Pro 


He 




75 










80 


Gly Val 


Asp 


Pro 


Gin 


Leu 


He 


Thr 


90 










95 




Gly Asn 


Pro 


Asn 


Ala 


Val 


Ser 


Lys 


105 








110 






Leu Lys 


Ala 


Ser 


Thr 


Ser Gly Arg 








125 








Ser Gly Glu Pro 


Thr 


Thr 


Ser 


Glu 



140 



<210> 778 
<211> 296 
<212>Amino acid 
<213> Homo sapiens 





<400> 778 


His 


Ala 


Ala 


Gly He Arg His Glu 


1 






5 


Ala 


Ala 


Arg 


Asp Leu Tyr Lys Tyr 








20 


Asp 


He 


Arg 


Tyr Gin Asn Asp Leu 






35 


40 


Lys 


He 


Pro 


Phe Lys Pro Asp Gly 




50 




55 


Lys 


Trp 


Lys 


Gly Asp Tyr Glu Lys 


65 






70 


Gin Trp 


Leu 


Phe Pro Leu Arg Glu 








85 


Glu 


Leu 


Thr 


Thr Tyr Glu He Glu 



Ala Lys Pro Lys Arg Ser Phe Tyr 

10 15 
Arg His Gin Tyr Pro Asn Phe Lys 

25 30 
Ser Asn Leu Arg Phe Tyr Lys Asn 
45 

Val Tyr He Glu Glu Val Leu Ser 
60 

Leu Glu His Asn His Thr Tyr He 
75 80 
Gin Gly Leu Asn Phe Tyr Ala Lys 

90 95 
Glu Phe Lys Lys Thr Lys Glu Ala 
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100 






105 


110 










Arg 


Phe 


Leu 


Leu 


Ala Tyr Lys 


Met Met Leu Glu Phe 


Phe 


Gly 






115 








120 


125 






lie 


Lys 


Leu 


Thr 


Asp 


Lys Thr Gly Asn 


Val Ala Arg Ala Val 


Asn 


Trp 




130 










135 


140 




vain 




Arg 


Pile 


Gin 


His 


Leu Asn Glu 


Ser Gin His Asn Tyr 


Leu 


Arg 


145 










150 




155 




160 


He 


Thr 


Arg 


He 


Leu 


Lys 


Ser Leu Gly 


Glu Leu Gly Tyr Glu 


Ser 


Phe 










165 






170 


175 




Lys 


Ser 


Pro 


Leu 


Val 


Lys 


Phe He Leu 


His Glu Ala Leu Val 


Glu 


Asn 








.180 






185 


190 






Thr 


He 


Pro 


Asn 


He 


Lys 


Gin Ser Ala 


Leu Glu Tyr Phe Val 


Tyr 


Thr 






195 








200 


205 




He Arg 


Asp 


Arg Arg 


Glu Arg Arg Lys 


Leu Leu Arg Phe Ala 


Gin 


Lys 




210 










215 


220 






His 


Tyr 


Thr 


Pro 


Ser 


Glu 


Asn Phe He 


Trp Gly Pro Pro Arg 


Lys 


Glu 


225 










230 




235 




240 


Gin 


Ser 


Glu 


Gly Ser 


Lys 


Ala Gin Lys 


Met Ser Ser Pro Leu 


Ala 


Ser 










245 






250 


255 




Ser 


His 


Asn 


Ser 


Gin 


Thr 


Ser Met His 


Lys Lys Ala Lys Asp 


Ser 


Lys 








260 






265 


270 






Asn 


Ser 


Ser 


Ser 


Ala 


Val 


His Leu Asn 


Ser Lys Thr Ala Glu 


Asp 


Lys 






275 








280 


285 






Lys 


Val 


Ala 


Pro 


Lys 


Glu 


Pro Val 









290 295 296 



<210> 779 
<211> 90 
<212>Amino acid 
<213> Homo sapiens 



<400> 779 
Glu Leu Gin Val Phe Gin Pro He 

1 5 
Gin Leu Gly Ser Met Gly Ser Leu 
20 

Thr Val He Ser Ala Lys Leu Lys 
35 40 
Pro Ser Pro Tyr Val Glu Val Thr 

50 55 
Glu Lys Cys Asn Asn Thr Asn Ser 

65 70 
Val He Val Thr Pro Val Ser Lys 
85 



Gly Gly Met Ser Asp Ser Gly Ser 

10 15 
Thr Met Lys Ser Gin Leu Gin He 

25 30 
Glu Asn Lys Lys Asn Trp Phe Gly 
45 

Val Asp Gly Gin Ser Lys Lys Thr 
60 

Pro Lys Trp Lys Gin Pro Leu Thr 
75 80 

Leu His 
90 



<210> 780 
<211> 88 
<212>Amino acid 
<213> Homo sapiens 



<400> 780 

He Glu Thr Leu Ser Phe Val He Arg Asn Trp Asn Thr His Ala Met 

1 5 io 15 

Ser Lys Pro He Val Met Glu Arg Gly Val Lys Tyr Arg Asp Ala Asp 
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20 25 30 

Lys Met Ala Leu He Pro Val Lys Asn Val Ala Thr Glu Arg Glu Ala 

35 40 45 

Leu Leu Arg Lys Pro Glu Trp Met Lys He Lys Leu Pro Ala Asp Ser 

50 55 60 

Thr Arg He Gin Gly He Lys Ala Ala Met Arg Lys Asn Gly Leu His 
65 70 75 80 

Ser Val Cys Glu Glu Ala Ser Cys 
85 88 



<210> 781 
<211> 35 
<212>Amino acid 
<213> Homo sapiens 



<400> 781 

Pro Arg Met Val Leu Gly Lys Pro Gin Thr Asp Pro Thr Leu Glu Trp 

1 5 10 15 

Phe Leu Ser His Cys His He His Lys Tyr Pro Ser Lys Ser Thr Leu 
20 25 30 

He Pro Gin 
35 



<210> 782 
<211> 145 
<212>Amino acid 
<213> Homo sapiens 





<400> 782 




Gly Leu 


Arg 


He 


Ser Val Gin Glu 


1 








5 


Ser 


He 


Gin 


Thr 


Gin He Ala Ala 








20 




Ser 


Arg 


Ala 


Ala 


Met Thr Leu Val 






35 




40 


He 


Leu 


Cys 


Cys 


Gly Asn Gly Thr 




50 






55 


Ala 


Ala 


Ser 


Met 


He Asn Arg Phe 


65 








70 


Ala 


He 


Ala 


Leu Asn Thr Asp Asn 










85 


Asp Arg 


Leu 


His 


Asp Glu Val Tyr 








100 




His 


Ala 


Gly 


Asp Val Leu Leu Ala 






115 




120 


Asp 


He 


Val 


Lys 


Ala Val Glu Ala 




130 






135 


Val 










145 











Arg He Lys Ala Cys Phe Thr Glu 

10 15 
Ala Glu Ala Leu Pro Asp Ala He 

25 30 
Gin Ser Leu Leu Asn Gly Asn Lys 
45 

Ser Ala Ala Asn Ala Gin His Phe 
60 

Glu Thr Glu Arg Pro Ser Leu Pro 
75 80 
Val Val Leu Thr Ala He Ala Asn 

90 95 
Ala Lys Gin Val Arg Ala Leu Gly 
105 110 
He Ser Thr Arg Gly Asn Ser Arg 
125 

Ala Val Thr Arg Asp Thr Thr He 
140 



<210> 783 
<211> 102 
<212>Amino acid 
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<213> Homo sapiens 



<400> 783 

Lys Gin Thr Gin His Ala Pro Gly Met Met Lys Lys Tyr Leu Ala Leu 

15 10 15 

Ala Leu lie Ala Pro Leu Leu lie Ser Cys Ser Thr Thr Lys Lys Gly 

. 20 25 30 

Asp Thr Tyr Asn Glu Ala Trp Val Lys Asp Thr Asn Gly Phe Asp He 

35 40 45 

Leu Met Gly Gin Phe Ala His Asn He Glu Asn He Trp Gly Phe Lys 

50 55 60 

Glu Val Val He Ala Gly Pro Lys Asp Tyr Val Lys Tyr Thr Asp Gin 
65 70 75 80 

Tyr Gin Thr Arg Ser His He Asn Phe Asp Asp Gly Thr lie Thr lie 

85 90 95 

Glu Pro He Pro Gly Thr 
100 102 



<210> 784 
<211> 78 
<212>Amino acid 
<213> Homo sapiens 



<400> 784 
Thr Asp Arg Thr Ala Leu Asn Pro 

1 5 
Leu Phe Ser Gly Arg Ser Asp Met 
20 

Pro Ser Leu Leu Leu Leu Gly Gly 
35 40 
Asn He Glu He Ser Phe Leu Arg 

50 55 
Ser Thr Phe Val Gly Val Ser Asn 
65 70 



Gly Gin Glu Ser Ala Met Asn Arg 

10 15 
Pro Phe Ala Leu Leu Leu Leu Ala 

25 30 
Leu Val Ala Trp Pro Met Val Ser 
45 

Leu Pro Leu Asn Pro Asn He Glu 
60 

Tyr Val Arg He Leu Ser 
75 78 



<210> 785 
<211> 148 
<212>Amino acid 
<213> Homo sapiens 



<400> 785 
Lys Glu Leu Val Asp Glu Lys Ser 

1 5 
Val Ser Gin Leu Ala Ser Ala Gly 
20 

Leu Ala Phe Leu Arg Ala Leu Glu 
35 40 
Ala Thr Cys Gly Gly Tyr Ser Gly 

50 55 
Val Asn Lys Thr Glu Ser Asn Leu 



Glu Arg Gly Arg Ala Met Asp Pro 

10 15 
Thr Phe Arg Val Leu Lys Glu Pro 

25 30 
Leu Leu Phe Ala He Phe Ala Phe 
45 

Gly Leu Arg Leu Ser Val Asp Cys 
60 

Ser lie Asp He Ala Phe Ala Tyr 
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65 






70 








75 










80 


Pro Phe Arg 


Leu 


His 


Gin 


Val 


Thr 


Phe 


Glu val 


Pro 


Thr 


Cys 


Glu 


Gly 






85 










90 








95 




Lys Glu Arg 


Gin 


Lys 


Leu 


Ala 


Leu 


He 


Gly Asp 


Ser 


Ser 


Ser 


Ser 


Ala 




100 










105 








110 






Glu Phe Phe 


Val 


Thr 


Val 


Ala 


Val 


Phe 


Ala Phe 


Leu 


Tyr 


Ser 


Leu 


Ala 


115 










120 








125 








Ala Thr Gly 


Arg 


Tyr 


lie 


Phe 


Phe 


His 


Asn Lys 


Asn 


Arg 


Glu 


Asn 


Asn 


130 








135 








140 










Arg Gly Pro 


Leu 

























145 .148 



<210> 786 
<211> 246 
<212>Amino acid 
<213> Homo sapiens 



<400> 786 



Leu Gly 


Thr 


Val 


Ser 


Tyr 


Gly 


Ala 


1 






5 








His Val 


Arg 


Asp 


Ser 


Tyr 


Ser 


Gin 






20 










Asn Thr 


Gly 


Ser 


Thr 


Pro 


Leu 


Arg 




35 










40 


Val Arg 


Lys 


Ser 


Val 


Ser 


Ser 


Arg 


50 










55 




Val Leu 


Cys 


His 


Asn 


Val 


Thr 


Pro 


65 








70 






Thr Glu 


Glu 


Thr 


Glu 


Phe 


Ala 


Glu 








85 








Asn Arg 


Thr 


Tyr 


Gin 


Ala 


Ser 


Ser 






100 










Trp Thr 


Glu 


Ser 


Val 


Gly 


Leu 


Thr 




115 










120 


Met Gin 


Leu 


Lys 


Thr 


Pro 


Ser 


Gly 


130 










135 




Gin Leu 


Phe 


Pro 


Phe 


Thr 


Ser 


Glu 


145 








150 






Arg Asp 


Glu 


Ser 


Thr 


Ala 


Glu 


lie 








165 








Val Ala 


Met 


Ser 


Pro 


He 


Val 


Gin 






180 










Cys Gly 


Asn 


Met 


Ala 


Arg 


Glu 


Gly 




195 










200 


Lys Ala 


Leu 


Thr 


Glu 


Glu 


Gin 


Tyr 


210 










215 




Pro Gly 


He 


Pro 


Ser 


Ser 


Tyr 


Asp 


225 








230 






Val Leu 


Pro 


Val 


Phe 


Val 












245 


246 







Asp 


Thr 
10 


Met 


Asp 


Glu 


He 


Gin 
15 


Ser 


Met 


Gin 


Ser 


Gin 


Ala 


Gly 


Gly 


Asn 


25 










30 






Lys 


Ala 


Gin 


Ser 


Ser 
45 


Ala 


Pro 


Lys 


He 


His 


Glu 


Ala 
60 


Val 


Lys 


Ala 


He 


Val 


Tyr 


Glu 
75 


Ser 


Arg 


Ala 


Gly 


Val 
80 


Ala 


Asp 
90 


Gin 


Asp 


Phe 


Ser 


Asp 
95 


Glu 


Pro 


Asp 


Glu 


Val 


Ala 


Leu 


Val 


Gin 


105 










110 






Leu 


Val 


Ser 


Arg 


Asp 
125 


Leu 


Thr 


Ser 


Gin 


Val 


Leu 


Ser 
140 


Phe 


Cys 


He 


Leu 


Ser 


Lys Arg 


Met 


Gly 


Val 


He 


Val 






155 










160 


Thr 


Phe 
170 


Tyr 


Met 


Lys 


Gly 


Ala 
175 


Asp 


Tyr 


Asn Asp 


Trp 


Leu 


Glu 


Glu 


Glu 


185 










190 






Leu 


Arg Thr 


Leu 


Val 


Val 


Ala 


Lys 










205 








Gin 


Asp 


Phe 


Glu 
220 


Val 


Ser 


Arg 


Leu 


Gly 


Ala 


Phe 
235 


Leu 


Thr 


Leu 


Lys 


Leu 
240 



<210> 787 
<211> 176 
<212>Amino acid 
<213> Homo sapiens 
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<400> 787 



Glu 


Gly 


Pro 


His 


Arg 


Arg 


Leu Phe Gin Met 


Val 


Lys 


Ala 


Leu 


Gin Glu 


1 








5 




10 










15 


Ala 


Pro 


Glu Asp 


Pro 


Asn 


Gin He Leu He 


Gly 


Tyr 


Ser 


Arg 


Gly Leu 








20 






25 








30 




Val 


Val 


lie Trp 


Asp 


Leu 


Gin Gly Ser Arg 


Val 


Leu 


Tyr 


His 


Phe Leu 






35 








40 






45 






Ser 


Ser 


Gin 


Gin 


Leu 


Glu 


Asn He Trp Trp 


Gin 


Arg 


Asp 


Gly 


Arg Leu 




50 










55 




60 








Leu 


Val 


Ser Cys 


His 


Ser 


Asp Gly Ser Tyr 


Cys 


Gin 


Trp 


Pro 


Val Ser 


65 










70 




75 








80 


Ser 


Glu 


Ala 


Gin 


Gin 


Pro 


Glu Pro Leu Arg 


Ser 


Leu 


Val 


Pro 


Tyr Gly 










85 




90 










95 


Pro 


Phe 


Pro 


Cys 


Lys 


Ala 


He Thr Arg He 


Leu 


Trp 


Leu 


Thr 


Thr Arg 








100 






105 








110 




Gin 


Gly 


Leu 


Pro 


Phe 


Thr 


He Phe Gin Gly 


Gly 


Met 


Pro 


Arg 


Ala Ser 






115 








120 






125 






Tyr 


Gly 


Asp Arg 


His 


Cys 


He Ser Val He 


His 


Asp 


Gly 


Gin 


Gin Thr 




130 










135 




140 








Ala 


Phe 


Asp 


Phe 


Thr 


Ser 


Arg Val He Gly 


Phe 


Thr 


Val 


Leu 


Thr Glu 


145 










150 




155 








160 


Ala 


Asp 


Pro 


Ala 


Ala 


Ser 


Arg Arg Ala Ser 


Gly 


Val 


Gly 


Ala 


Gin Gly 










165 




170 










175 176 




<210> 788 




















<211> 180 




















<212>Amino 


acid 
















<213> Homo 


sapiens 


« 














<400> 788 


















Lys 


Gin 


Gly 


Leu 


Glu 


Val 


Arg Asp Leu His 


Phe 


Lys 


Glu 


He 


Thr Ser 


1 








5 




10 










15 


Gly 


Arg 


Ala 


Leu 


Leu Arg 


Val Ala Cys Lys 


Arg 


Pro 


Ser 


Met 


Val Pro 








20 






25 








30 




Gly 


Gly 


Gin 


Leu 


Gin Arg 


Ala Gly Ala Gly 


Ala 


Gin 


Ala 


Arg 


He Thr 






35 








40 






45 






Gly 


Leu 


Ser 


Pro 


Ala 


Leu 


Trp Gly Ala Arg 


Val 


His 


Gly 


Trp 


He Pro 




50 










55 




60 








Glu 


Leu 


Pro 


Ala 


Gly Leu 


.Pro Pro Gly Ala 


Cys 


Leu 


Trp 


Pro 


Leu He 


65 










70 




75 








80 


Pro 


Ala 


Cys 


Pro 


Ser Arg 


His Trp Gly Trp 


Val 


Ser 


Ala 


Pro 


Val Lys 










85 




90 










95 


Gly 


Trp 


Ala 


Gin 


Ala 


He 


Leu Gly Leu Ala 


Leu 


Cys 


Leu 


Arg 


Gly Glu 








100 






105 








110 




His 


Arg 


Gly 


Leu 


Gly Ala 


Gly Val Ser Lys 


Val 


Arg 


Ser 


Leu 


Lys Met 






115 








120 






125 






Asp 


Arg 


Lys 


Val 


Trp 


Thr 


Glu Thr Leu He 


Glu 


Val 


Gly 


Met 


Pro Leu 




130 










135 




140 








Leu 


Ala 


Thr 


Asp 


Thr Trp 


Gly Leu Pro His 


Ser 


Thr 


Ala 


Val 


Trp Val 


145 










150 




155 








160 


Ser 


Gin 


Pro 


Pro 


Pro 


Tyr 


Leu Ser Asp His 


Ser 


Thr 


Leu 


Glu 


Leu Glu 










165 




170 










175 


Arg 


Asp 


Pro 


Leu 



















180 
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<210> 789 
<211> 145 
<212>Amino acid 
<213> Homo sapiens 





<400> 789 


Leu 


Ser 


Cys 


Asn 


1 








Arg Glu 


Leu 


Leu 








20 


Ser 


Ser 


Phe 


Tyr 






35 




Ser 


Glu 


Pro 


Pro 




50 






His 


His 


Met 


Phe 


65 








Phe 


Phe 


Ala 


Ala 


Ser 


Pro 


Phe 


Pro 








100 


He 


Leu 


His 


His 






115 




Thr Gly 


Gin 


Leu 




130 






Pro 








145 









Ser Glu Gin 
5 

Arg Arg Arg 

Lys Gly Leu 

Pro Thr Pro 
55 

Pro Ser His 
70 

Pro Phe Pro 
85 

Ser Pro Pro 

Asp Leu Asn 

Phe Gly Gly 
135 



Ala Leu 

Tyr Gin 
25 

Gly Thr 

40 
Arg His 

Arg Ser 

Ser Asp 

Pro Ala 
105 
Gly Gly 
120 

Leu Val 



Leu Ser 

10 
Ser Ser 

Cys Pro 

Leu Ser 

Leu Cys 
75 

Asn Leu 

90 
Thr Pro 

Pro Asp 

Arg Asp 



Leu Val 

Pro Ala 

Ser Gin 
45 

Val Ala 

60 
Pro His 

Pro Tyr 

Ser Asp 

Asp Pro 
125 
He Arg 
140 



Pro Val Gin 
15 

Lys Pro Asp 
30 

Leu Arg Leu 

Ser Val Ser 

Leu Pro Asp 
80 

Thr Leu Gin 
95 

His Ala Leu 
110 

Leu Gin Gin 
Arg Arg Tyr 



<210> 790 
<211> 65 
<212>Amino acid 
<213> Homo sapiens 



<400> 790 

Ser Pro Ser Ser Lys Leu Val Gly Met Trp Trp Ala Gly Arg Ala Gly 

15 10 15 

Ser Ser Arg Thr Thr Ser Val Ser Leu Leu Cys Leu Pro Ser Ala Pro 

20 25 30 

Phe Gly Ala Ser Asn Leu Leu Val Asn Pro Leu Glu Pro Gin Asn Ala 

35 40 45 

Asp Lys He Lys He Lys He Ala Asp Leu Gly Asn Ala Cys Trp Val 
50 55 60 

Val 
65 



<210> 791 
<211> 144 
<212>Amino acid 
<213> Homo sapiens 
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<400> 791 



Arg Val 


Asp 


Pro 


Arg 


Val 


Arg 


Ala Pro Arg Cys 


Gly 


Asp Lys He Lys 


1 






5 






10 




15 


Asn His 


Met 


Tyr 


Lys 


Cys 


Asp 


Cys Gly Ser Leu 


Lys 


Asp Cys Ala Ser 






20 








25 




30 


Asp Arg 


Cys 


Cys 


Glu 


Thr 


Ser 


Cys Thr Leu Ser 


Leu 


Gly Ser Val Cys 




35 










40 




45 


Asn Thr 


Gly 


Leu 


Cys 


Cys 


His 


Lys Cys Lys Tyr 


Ala 


Ala Pro Gly Val 


50 










55 




60 




Val Cys 


Arg 


Asp 


Leu Gly Gly 


He Cys Asp Leu 


Pro 


Glu Tyr Cys Asp 


65 








70 




75 




80 


Gly Lys 


Lys 


Glu 


Glu 


Cys 


Pro 


Asn Asp He Tyr 


He 


Gin Asp Gly Thr 








85 






90 




95 


Pro Cys 


Ser 


Ala 


Val 


Ser 


Val 


Cys He Arg Gly 


Asn 


Cys Ser Asp Arg 






100 








105 




110 


Asp Met 


Gin 


Cys 


Gin 


Ala 


Leu 


Phe Gly Tyr Gin 


Val 


Lys Asp Gly Ser 




115 










120 




125 


Pro Ala 


Cys 


Tyr 


Arg 


Lys 


Leu 


Asn Arg He Gly 


Asn 


Arg Phe Gly Thr 


130 










135 




140 


144 


<210> 792 














<211> 242 














< 2 12 > Amino 


acid 










<213> Homo 


sapiens 










<400> 792 














Pro Gly 


Arg 


Pro 


Thr 


Arg 


Pro 


Asp Ala Ser Leu 


Ala 


Gin Asp Pro Arg 


1 






5 






10 




15 


Thr Thr 


Met 


Phe 


Arg 


He 


Pro 


Glu Phe Lys Trp 


Ser 


Pro Met His Gin 






20 








25 




30 


Arg Leu 


Leu 


Thr 


Asp 


Leu 


Leu 


Phe Ala Leu Glu 


Thr 


Asp Val His Val 




35 










40 




45 


Trp Arg 


Ser 


His 


Ser 


Thr Lys 


Ser Val Met Asp 


Phe 


Val Asn Ser Asn 


50 










55 




60 




Glu Asn 


He 


He 


Phe 


Val 


His 


Asn Thr He His 


Leu 


He Ser Gin Met 


65 








70 




75 




80 


Val Asp 


Asn 


He 


He 


He 


Ala 


Cys Gly Gly He 


Leu 


Pro Leu Leu Ser 








85 






90 




95 


Ala Ala 


Thr 


Ser 


Pro 


Thr Gly 


Ser Lys Thr Glu 


Leu 


Glu Asn He Glu 






100 








105 




110 


Val Thr 


Gin 


Gly 


Met 


Ser 


Ala 


Glu Thr Ala Val 


Thr 


Phe Leu Ser Arg 




115 










120 




125 


Leu Met 


Ala 


Met 


Val 


Asp Val 


Leu Val Phe Ala 


Ser 


Ser Leu Asn Phe 


130 










135 




140 




Ser Glu 


He 


Glu 


Ala 


Glu Lys 


Asn Met Ser Ser 


Gly 


Gly Leu Met Arg 


145 








150 




155 




160 


Gin Cys 


Leu 


Lys 


Leu 


Val 


Cys 


Cys Val Ala Val 


Arg 


Asn Cys Leu Glu 








165 






170 




175 


Cys Arg 


Gin 


Arg 


Gin 


Arg Asp 


Arg Gly Asn Lys 


Ser 


Ser His Gly Ser 






180 








185 




190 


Ser Lys 


Pro 


Gin 


Glu 


Val 


Pro 


Gin. Ser Val Thr 


Ala 


Thr Ala Ala Ser 




195 










200 




205 


Lys Thr 


Pro 


Leu 


Glu 


Asn 


Val 


Pro Gly Asn Leu 


Ser 


Pro He Lys Asp 


210 










215 




220 




Pro Asp 


Arg 


Leu 


Leu 


Gin Asp 


Val Asp He Asn 


Arg 


Leu Arg Ala Val 


225 








230 




235 




240 



Val Phe 
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242 



<210> 793 
<211> 412 
<212>Amino acid 
<213> Homo sapiens 



<400> 793 
Asn Ser Ser Gly Val 
1 5 
Asn Gly Lys Asp His 
20 

Ala Phe lie His Phe 
35 

Ser Asp Lys Glu Thr 
50 

Pro Gly Ala Gin His 
65 

Lys Phe Ala Ala Asn 
85 

Gly Pro Lys Leu His 
100 

Glu Ser Leu Gin Glu 
115 

Ala Gly Glu Glu Trp 
130 

lie Phe Ser His Asp 
145 

Phe Val Ser Ser Leu 
165 

Gly Leu His Met Met 
180 

Leu Leu Glu Val Val 
195 

Val His Leu Glu Leu 
210 

lie Val Leu Gin Gin 
225 

Glu Gin Glu Leu Leu 
245 

Ser Leu Ser Ser Trp 
260 

He Leu Phe Trp He 
275 

Ser Asp Leu Thr Arg 
290 

Ala Thr Val Asp Gly 
305 

Gly Ala Arg Val Ala 
325 

Thr Ser Arg Val Ser 
340 

Ser Glu Ala Gly Ser 
355 

Glu Trp His Arg Glu 
370 

Cys Lys Asp Pro He 
385 

Glu Gly Leu Phe Tyr 



Lys Leu Leu Gin Ala Leu Gly Leu Ser Pro Gly 

10 15 
Ser He Leu His Ser Arg Asn Asp Leu Glu Glu 

25 30 
Met Gly Lys Gly Ala Ala Ala Glu Arg Phe Phe 

40 45 
Phe His Asp He Ala Gin Val Ala Ser Glu Phe 

55 60 
Tyr Val Gly Gly Asn Ala Ala Leu He Gly Gin 
70 75 80 

Ser Asp Leu Lys Val Leu Leu Cys Gly Pro Val 

90 95 
Glu Leu Leu Asp Asp Asn Val Phe Val Pro Pro 

105 110 
Val Asp Glu Phe His Leu He Leu Glu Tyr Gin 

120 125 
Gly Gin Leu Lys Ala Pro His Ala Asn Arg Phe 

135 140 
Leu Ser Asn Gly Ala Met Asn Met Leu Glu Val 
150 155 160 

Glu Glu Phe Gin Pro Asp Leu Gly Gly Leu Ser 

170 175 
Glu Gly Gin Ser Lys Glu Leu Gin Arg Lys Arg 

185 190 
Thr Ser He Ser Asp He Pro Thr Gly He Pro 

200 205 
Gly Ser Met Thr Asn Arg Glu Leu Met Ser Ser 

215 220 
Val Phe Pro Ala Val Thr Ser Leu Gly Leu Asn 
230 235 240 

Phe Leu Thr Gin Ser Ala Ser Gly Pro His Ser 

250 255 
Asn Gly Val Pro Asp Val Gly Met Val Ser Asp 

265 270 
Leu Lys Glu His Gly Arg Ser Lys Ser Arg Ala 

280 285 
He His Phe His Thr Leu Val Tyr His He Leu 

295 300 
His Trp Ala Asn Gin Leu Ala Ala Val Ala Ala 
310. 315 320 

Gly Thr Gin Ala Cys Ala Thr Glu Thr He Asp 

330 335 
Leu Arg Ala Pro Gin Glu Phe Met Thr Ser His 

345 350 
Arg He Val Leu Asn Pro Asn Lys Pro Val Val 

360 365 
Gly He Ser Phe His Phe Thr Pro Val Leu Val 

375 380 
Arg Thr Val Gly Leu Gly Asp Ala He Ser Ala 
390 395 400 

Ser Glu Val His Pro His Tyr 
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405 410 412 



<210> 794 
<211> 83 
<2l2>Amino acid 
<213> Homo sapiens 



<400> 794 

Asp Asp Ser Ser Gly Trp Gly Leu Glu Gin Leu Val Val Arg Trp Ser 

15 10 15 

Leu Ala Leu Trp Pro Arg Leu Glu Cys Ser Gly Met lie Ser Ala His 

20 25 30 

Cys Asn Leu Cys Leu Leu Gly Ser Ser Asp Ser Pro Ala Ser Ala Pro 

35 40 45 

Arg Val Ala Gly He Thr Asp Val Cys His His Ala Trp Leu Val Phe 

50 55 60 

Val Phe Leu Val Val Met Gly Phe Pro His Val Gly His Val Gly Leu 
65 70 75 80 

Glu Leu Leu 
83 



<210> 795 
<211> 391 
<2l2>Amino acid 
<213> Homo sapiens 



<400> 795 

Leu Gly Glu Val Leu Lys Cys Gin Gin Gly Val Ser Ser Leu Ala Phe 

15 10 15 

Ala Leu Ala Phe Leu Gin Arg Met Asp Met Lys Pro Leu Val Val Leu 

20 25 30 

Gly Leu Pro Ala Pro Thr Ala Pro Ser Gly Cys Leu Ser Phe Trp Glu 

35 40 45 

Ala Lys Ala Gin Leu Ala Lys Ser Cys Lys Val Leu Val Asp Ala Leu 

50 55 60 

Arg His Asn Ala Ala Ala Ala Val Pro Phe Phe Gly Gly Gly Ser Val 
65 70 75 80 

Leu Arg Ala Ala Glu Pro Ala Pro His Ala Ser Tyr Gly Gly He Val 

85 90 95 

Ser Val Glu Thr Asp Leu Leu Gin Trp Cys Leu Glu Ser Gly Ser He 

100 105 HO 

Pro He Leu Cys Pro He Gly Glu Thr Ala Ala Arg Arg Ser Val Leu 

115 120 125 

Leu Asp Ser Leu Glu Val Thr Ala Ser Leu Ala Lys Ala Leu Arg Pro 

130 135 140 

Thr Lys He He Phe Leu Asn Asn Thr Gly Gly Leu Arg Asp Ser Ser 
145 150 155 160 

His Lys Val Leu Ser Asn Val Asn Leu Pro Ala Asp Leu Asp Leu Val 

165 170 175 

Cys Asn Ala Glu Trp Val Ser Thr Lys Glu Arg Gin Gin Met Arg Leu 

180 185 190 

He Val Asp Val Leu Ser Arg Leu Pro His His Ser Ser Ala Val He 

195 200 205 

Thr Ala Ala Ser Thr Leu Leu Thr Glu Leu Phe Ser Asn Lys Gly Ser 
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210 








215 








220 






Gly Thr 


Leu 


Phe 


Lys Asn 


Ala 


Glu 


Arg 


Met 


Leu Arg 


Val Arg Ser 


Leu 


225 






230 










235 




240 


Asp Lys 


Leu 


Asp 


Gin Gly 


Arg 


Leu 


Val 


Asp 


Leu Val 


Asn Ala Ser 


Phe 








245 








250 




255 




Gly Lys 


Lys 


Leu 


Arg Asp 


Asp 


Tyr 


Leu 


Ala 


Ser Leu 


Arg Pro Arg Leu 






260 








265 






270 




His Ser 


lie 


Tyr 


Val Ser 


Glu 


Gly 


Tyr 


Asn 


Ala Ala 


Ala He Leu 


Thr 




275 








280 








285 




Met Giu 


Pro 


Val 


Leu Gly 


Gly 


Thr 


Pro 


Tyr 


Leu Asp 


Lys Phe Val 


Val 


290 








295 








300 






Ser Ser 


Ser 


Arg 


Gin Gly 


Gin 


Gly 


Ser 


Gly 


Gin Met 


Leu Trp Glu Cys 


305 






310 










315 




320 


Leu Arg 


Arg 


Asp 


Leu Gin 


Thr 


Leu 


Phe 


Trp 


Arg Ser 


Arg Val Thr 


Asn 








325 








330 




335 




Pro He 


Asn 


Pro 


Trp Tyr 


Phe 


Lys 


His 


Ser 


Asp Gly 


Ser Phe Ser 


Asn 






340 








345 






350 




Lys Gin 


Trp 


He 


Phe Phe 


Trp 


Phe 


Gly 


Leu 


Ala Asp 


He Arg Asp 


Ser 




355 








360 








365 




Tyr Glu 


Leu 


Val 


Asn His 


Ala 


Lys 


Gly 


Leu 


Pro Asp 


Ser Phe His 


Lys 


370 








375 








380 





Pro Ala Ser Asp Pro Gly Ser 
385 390 391 



<210> 796 
<211> 127 
<2l2>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc__f eature 
<222> (1) . . . (127) 

<223> X = any amino acid or stop code 



<400> 796 



Tyr His 


Ala 


Pro 


Ala Leu 


Gin Pro 


1 






5 




Gin Glu 


Lys 


Lys 


Asn Phe 


Phe Arg 






20 






Asn Pro 


Ser 


Thr Leu Gly 


Gly Arg 




35 






40 


Asp Arg 


Asp 


His 


Pro Gly 


Xaa His 


50 








55 


He Gin 


Lys 


Lys 


Leu Ala 


Gly Arg 


65 






70 




Leu Leu 


Gly Arg Leu Arg 


Gin Glu 








85 




Gly Cys 


Ser 


Glu 


Pro Arg 


Leu Arg 






100 






Ser Glu 


Thr 


He 


Ser Arg 


Lys Lys 




115 






120 



Gly 


Gin 


Gin 


Ser 


Lys 


Thr Leu Ser 




10 








15 


Pro 


Gly 


Ala 


Val 


Ala 


His Thr Cys 


25 










30 


Gly 


Gly 


Arg 


He 


Thr 


Arg Ser Gly 










45 




Gly 


Glu 


Thr 


Pro 


Ser 


Leu Leu Lys 








60 






Asp 


Gly 


Gly Arg Leu 


Xaa Ser Gin 






75 






80 


Asn 


Gly 


Val 


Asn 


Pro 


Gly Gly Gly 




90 








95 


His 


Cys 


Thr 


Pro 


Ala 


Trp Xaa Gin 


105 










110 


Arg 


Lys 


Lys 


Glu 


Arg 


Lys Tyr 



125 127 



<210> 797 
<211> 159 
<212>Amino acid 
<213> Homo sapiens 
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<400> 797 

Phe Arg Pro lie Gly lie lie Arg Gin Ala Leu Cys Ser Ala Asp Gly 

15 10 15 

His Gin Arg Arg lie Leu Thr Leu Arg Leu Gly Leu Leu Val lie Pro 

20 25 30 

Phe Leu Pro Ala Ser Asn Leu Phe Phe Arg Val Gly Phe Val Val Pro 

35 40 45 

Ser Val Gly .Cys Cys Val Met Leu Leu Phe Gly Phe Gly Ala Leu Arg 

50 55 60 

Lys His Thr Glu Lys Lys Lys Leu lie Ala Ala Val Val Leu Gly lie 
65 70 75 80 

Leu Leu Ser Asn Asp Ala Glu Arg Leu Arg Cys Ala Val Arg Gly Gly 

85 90 95 

Glu Trp Arg Ser Glu Glu Ala Val Phe Arg Gly Ala Val Ser Val Cys 

100 105 110 

Pro Leu Ser Ala Glu Val Arg Cys Asn He Gly Arg Asn Leu Ala Ala 

115 120 125 

Lys Gly Asn Gin Thr Gly Ala He Arg Tyr His Arg Glu Ala Val Ser 

130 135 140 

Leu Asn Pro Lys Thr Lys Ser Ser Thr Arg Glu Phe Arg Pro Cys 
145 150 155 159 



<210> 798 
<211> 236 
<212>Amino acid 
<213> Homo sapiens 



<400> 798 



Lys 


He 


Ala 


Asp 


Phe 


i 








5 


Leu 


Lys 


Thr 


Trp 


Cys 








20 




Glu Gly 


Lys 


Glu 


Tyr 






35 






Val 


Val 


Leu 


Tyr 


Val 




50 








Thr 


Leu 


Gin 


Asn 


Leu 


65 










Pro 


Phe 


Phe 


Met 


Ser 










85 


Val 


Leu 


Asp 


Pro 


Asn 








100 




Lys 


Trp 


Met 


Lys 


Leu 






115 






Ala 


Glu 


Cys 


Gin 


Gin 




130 








Glu Asp 


Val 


Leu 


Leu 


145 










Thr 


Leu 


Gin 


Ser 


Leu 










165 


Tyr 


Ser 


Leu 


Leu 


Cys 








180 




Gly Ala 


Leu 


Pro 


Ser 






195 






Gin 


Tyr 


Pro 


Ala 


Glu 



210 



Gly Phe Ser Asn Leu Phe 
10 

Gly Ser Pro Pro Tyr Ala 
25 

Asp Gly Pro Lys Val Asp 
40 

Leu Val Cys Gly Ala Leu 
55 

Arg Ala Arg Val Leu Ser 
70 75 
Thr Glu Cys Glu His Leu 
90 

Lys Arg Leu Ser Met Glu 
105 

Gly Asp Ala Asp Pro Asn 
120 

Leu Lys Glu Glu Arg Gin 
135 

Ala Met Glu Asp Met Gly 
150 155 
Arg Ser Asp Ala Tyr Asp 
170 

Asp Arg His Lys Arg His 
185 

Met Pro Arg Ala Leu Gly 
200 

Gin Ala Gly Thr Ala Met 
215 



Thr Pro Gly Gin Leu 
15 

Ala Pro Glu Leu Phe 
30 

He Trp Ser Leu Gly 
45 

Pro Phe Asp Gly Ser 
60 

Gly Lys Phe Arg He 
80 

He Arg His Met Leu 
95 

Gin He Cys Lys His 
110 

Phe Asp Arg Leu He 
125 

Val Asp Pro Leu Asn 
140 

Leu Asp Lys Glu Gin 
160 

His Tyr Ser Ala He 
175 

Lys Thr Leu Arg Leu 
190 

Leu Ser Ser Thr Ser 
205 

Asn He Ser Val Pro 
220 
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Gin Val Gin Leu lie Asn Pro Glu Asn Gin He Val 
225 230 235 236 



<210> 799 
<211> 114 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (114) 

<223> X = any amino acid or stop code 



<400> 799 



Ala 


Arg 


Glu 


Phe 


Leu 


Gly His 


Arg Ala 


Ser 


He 


Thr 


Trp Ser 


Xaa Ala 


1 








5 








10 








15 


Arg 


Val 


His 


His 
20 


Arg 


Phe 


Pro 


Lys Ala 
25 


Glu 


Val 


Ala 


Xaa Pro 
30 


Ser Leu 


Leu Arg 


Thr 


Asp 


Leu 


Thr 


Glu 


Asp Arg 


Thr 


Lys 


Cys 


Cys His 


Gly Asp 






35 










40 








45 




Leu 


Leu 
50 


Glu 


Cys 


Ala 


Asp 


Asp 
55 


Arg Ala 


Asp 


Leu 


Val 
60 


Glu Asp 


He Trp 


Glu 


Asn 


Gin 


Asp 


Ser 


lie 


Ser 


Thr He 


Leu 


He 


Glu 


Cys Cys 


Glu Lys 


65 










70 








75 






80 


Pro 


Leu 


Leu 


Glu 


Lys 


Ser 


His 


Cys He 


Ala 


Glu 


Val 


Glu Asn Asp Glu 










85 








90 








95 


Met 


Pro 


Ala 


Asp 
100 


Leu 


Pro 


Ser 


Leu Ala 
105 


Ala 


Asp 


Phe 


Val Glu 
110 


Ser Lys 



Asp Val 
114 



<210> 800 
<211> 328 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (328) 

<223> X = any amino acid or stop code 



<400> 800 



Val 


Pro 


Pro Lys 


Met 


Lys 


Arg Gly 


Thr 


Ser 


Leu His Ser Arg Arg Gly 


1 






5 








10 


15 


Lys 


Pro 


Glu Ala 


Pro 


Lys 


Gly Ser 


Pro 


Gin 


He Asn Arg Lys Ser Gly 






20 








25 




30 


Gin 


Glu 


Met Thr 


Ala 


Val 


Met Gin 


Ser 


Gly 


Arg Pro Arg Ser Ser Ser 






35 






40 






45 


Thr 


Thr 


Asp Ala 


Pro 


Thr 


Gly Ser 


Ala 


Met 


Met Glu He Ala Cys Ala 




50 








55 






60 


Ala 


Ala 


Ala Ala 


Ala 


Ala 


Ala Cys 


Leu 


Pro 


Gly Glu Glu Gly Thr Ala 


65 








70 








75 80 


Glu Arg 


He Glu 


Arg 


Leu 


Glu Val 


Ser 


Ser 


Leu Ala Gin Thr Ser Ser 








85 








90 


95 
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Ala Val 


Ala 


Ser 


Ser 


Thr 


Asp Gly 


Ser 






100 








105 


Gly Thr 


Pro 


Asp 


Pro 


Gin 


Arg Thr 


Lys 




115 








120 




Gin Lys 


He 


Leu 


Lys 


Leu 


Thr Glu 


Gin 


130 










135 




Arg Arg 


Asn 


Arg 


Arg 


Pro 


Gly Ser 


Xaa 


145 








150 






Cys Leu 


Arg 


Lys 


Ser 


Asp 


Glu Ala 


Leu 








165 








Arg Val 


Pro 


.Pro 


Lys 


Met 


Lys Arg 


Gly 






180 








185 


Gly Lys 


Pro 


Glu 


Ala 


Pro 


Lys Gly 


Ser 




195 








200 




Gly Gin 


Glu 


Met 


Thr 


Ala 


Val Met 


Gin 


210 










215 




Ser Thr 


Thr 


Asp 


Ala 


Pro 


Thr Gly 


Ser 


225 








230 






Ala Ala 


Ala 


Ala 


Ala 


Ala 


Ala Ala 


Cys 








245 








Ala Glu 


Arg 


He 


Glu 


Arg 


Leu Glu 


Val 






260 








265 


Ser Ala 


Val 


Ala 


Ser 


Ser 


Thr Asp 


Gly 




275 








280 




Asp Gly 


Thr 


Pro 


Asp 


Pro 


Gin Arg 


Thr 


290 










295 




Gin Gin 


Lys 


He 


Leu 


Lys 


Leu Thr 


Glu 


305 








310 






Ala Arg 


Arg 


Asn 


Arg 


Arg 


Pro Gly 










325 




328 
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He 


His 


Thr 


Asp 


Ser 
110 


val 


Asp 


Ala 


Ala 


He 


Ala 
125 


His 


Leu 


Gin 


lie 


Lys 


He 
140 


Ala 


Gin 


Thr 


Ala 


Lys 


Asp 
155 


Cys 


Thr 


Pro 


Xaa 


Lys 
160 


Asn 


Arg 


Val 


Leu 


Gin 


Gin 


He 


170 










175 




Thr 


Ser 


Leu 


His 


Ser 
190 


Arg 


Arg 


Pro 


Gin 


He 


Asn 
205 


Arg 


Lys 


Ser 


Ser 


Gly 


Arg 
220 


Pro 


Arg 


Ser 


Ser 


Ala 


Met 
235 


Met 


Glu 


He 


Ala 


Cys 
240 


Leu 


Pro 


Gly 


Glu 


Glu 


Gly 


Thr 


250 










255 




Ser 


Ser 


Leu 


Ala 


Gin 
270 


Thr 


Ser 


Ser 


He 


His 


Thr 
285 


Asp 


Ser 


Val 


Lys 


Ala 


Ala 
300 


He 


Ala 


His 


Leu 


Gin 


He 
315 


Lys 


He 


Ala 


Gin 


Thr 
320 



<210> 801 
<211> 356 
<212>Amino acid 
<213> Homo sapiens 



<400> 801 



Met 


Gin 


Thr 


He 


Glu 


Arg 


Leu Val 


Lys 


Glu 


Arg 


Asp 


Asp 


Leu 


Met 


Ser 


1 








5 








10 










15 




Ala 


Leu 


Val 


Ser 
20 


Val 


Arg 


Ser Ser 


Leu 
25 


Ala 


Asp 


Thr 


Gin 


Gin 
30 


Arg 


Glu 


Ala 


Ser 


Ala 
35 


Tyr 


Glu 


Gin 


Val Lys 
40 


Gin 


Val 


Leu 


Gin 


He 
45 


Ser 


Glu 


Glu 


Ala 


Asn 
50 


Phe 


Glu 


Lys 


Thr 


Lys Ala 
55 


Leu 


He 


Gin 


Cys 
60 


Asp 


Gin 


Leu 


Arg 


Lys 


Glu 


Leu 


Glu 


Arg 


Gin 


Ala Glu 


Arg 


Leu 


Glu 


Lys 


Glu 


Leu 


Ala 


Ser 


65 










70 








75 










80 


Gin 


Gin 


Glu 


Lys 


Arg 
85 


Ala 


He Glu 


Lys 


Asp 
90 


Met 


Met 


Lys 


Lys 


Glu 
95 


He 


Thr Lys 


Glu 


Arg 


Glu 


Tyr 


Met Gly 


Ser 


Lys 


Met 


Leu 


He 


Leu 


Ser 


Gin 








100 








105 










110 






Asn 


He 


Ala 
115 


Gin 


Leu 


Glu 


Ala Gin 
120 


Val 


Glu 


Lys 


Val 


Thr 
125 


Lys 


Glu 


Lys 


He 


Ser 
130 


Ala 


He 


Asn 


Gin 


Leu Glu 
135 


Glu 


He 


Gin 


Ser 
140 


Gin 


Leu 


Ala 


Ser 


Arg Glu 


Met 


Asp 


Val 


Thr 


Lys Val 


Cys 


Gly 


Glu 


Met 


Arg 


Tyr 


Gin 


Leu 


145 










150 








155 










160 


Asn 


Lys 


Thr 


Asn 


Met 
165 


Glu 


Lys Asp 


Glu 


Ala 
170 


Glu 


Lys 


Glu 


His 


Arg 
175 


Glu 
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Phe Arg Ala Lys Thr Asia Arg Asp Leu Glu lie Lys Asp Gin Glu He 

180 185 190 

Glu Lys Leu Arg He Glu Leu Asp Glu Ser Lys Gin His Leu Glu Gin 

195 200 205 

Glu Gin Gin Lys Ala Ala Leu Ala Arg Glu Glu Cys Leu Arg Leu Thr 

210 215 220 

Glu Leu Leu Gly Glu Ser Glu His Gin Leu His Leu Thr Arg Gin Glu 
225 230 235 240 

Lys Asp Ser He Gin Gin Ser Phe Ser Lys Glu Ala Lys Ala Gin Ala 

245 250 255 

Leu Gin Ala .Gin Gin Arg Glu Gin Glu Leu Thr Gin Lys He Gin Gin 

260 265 270 

Met Glu Ala Gin His Asp Lys Thr Glu Asn Glu Gin Tyr Leu Leu Leu 

275 280 285 

Thr Ser Gin Asn Thr Phe Leu Thr Lys Leu Lys Glu Glu Cys Cys Thr 

290 295 300 

Leu Ala Lys Lys Leu Glu Gin He Ser Gin Lys Thr Arg Ser Glu He 
305 310 315 320 

Ala Gin Leu Ser Gin Glu Lys Arg Tyr Thr Tyr Asp Lys Leu Gly Lys 

325 330 335 

Leu Gin Arg Arg Asn Glu Glu Leu Glu Glu Gin Cys Val Gin His Gly 

340 345 350 

Arg Ser Thr * 
355 



<210> 802 
<211> 210 
<212>Amino acid 
<213> Homo sapiens 



<400> 802 

Ser Tyr Pro Val Trp Trp Asn Ser Pro Leu Thr Ala Glu Val Pro Pro 

15 10 15 

Glu Leu Leu Ala Ala Ala Gly Phe Phe His Thr Gly His Gin Asp Lys 

20 25 30 

Val Arg Cys Phe Phe Cys Tyr Gly Gly Leu Gin Ser Trp Lys Arg Gly 

35 40 45 

Asp Asp Pro Trp Thr Glu His Ala Lys Trp Phe Pro Ser Cys Gin Phe 

50 55 60 

Leu Leu Arg Ser Lys Gly Arg Asp Phe Val His Ser Val Gin Glu Thr 
65 70 75 ' 80 

His Ser Gin Leu Leu Gly Ser Trp Asp Pro Trp Glu Glu Pro Glu Asp 

85 90 95 

Ala Ala Pro Val Ala Pro Ser Val Pro Ala Ser Gly Tyr Pro Glu Leu 

100 105 no 

Pro Thr Pro Arg Arg Glu Val Gin Ser Glu Ser Ala Gin Glu Pro Gly 

115 120 125 

Gly Val Ser Pro Ala Glu Ala Gin Arg Ala Trp Trp Val Leu Glu Pro 

130 135 140 

Pro Gly Ala Arg Asp Val Glu Ala Gin Leu Arg Arg Leu Gin Glu Glu 
145 150 155 160 

Arg Thr Cys Lys Val Cys Leu Asp Arg Ala Val Ser He Val Phe Val 

165 170 175 

Pro Cys Gly His Leu Val Cys Ala Glu Cys Ala Pro Gly Leu Gin Leu 

180 185 190 

Cys Pro He Cys Arg Ser Pro Cys Gly Pro Leu Arg Pro Cys Leu Trp 
195 200 205 

Val Pro 
210 
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<210> 803 

<211> 130 

<2 12 > Amino acid 

<213> Homo sapiens 



<400> 803 
















Met Cys 


Ser 


Tyr 


Arg 


Glu 


Lys 


Lys 


Ala Glu 


Pro Gin Glu Leu Leu 


Gin 


1 






5 








10 


15 




Leu Asp 


Gly 


Tyr 


Thr 


Val 


Asp 


Tyr 


Thr Asp 


Pro Gin Pro Gly Leu 


Glu 






20 










25 


30 




Gly Gly 


Arg 


Ala 


Phe 


Phe 


Asn 


Ala 


Val Lys 


Glu Gly Asp Thr Val 


He 




35 










40 




45 




Phe Ala 


Ser 


Asp 


Asp 


Glu 


Gin 


Asp 


Arg He 


Leu Trp Val Gin Ala 


Met 


50 










55 






60 




Tyr Arg 


Ala 


Thr 


Gly Gin 


Ser 


His 


Lys Pro 


Val Pro Pro Thr Gin 


Val 


65 








70 








75 


80 


Gin Lys 


Leu 


Asn 


Ala 


Lys 


Gly Gly Asn Val 


Pro Gin Leu Asp Ala 


Pro 








85 








90 


95 




He Ser 


Gin 


Phe 


Tyr Ala Asp Arg Ala Gin 


Lys His Gly Met Asp 


Glu 






100 










105 


110 




Phe lie 


Ser 


Ser 


Asn 


Pro 


Cys 


Asn 


Phe Asp 


His Ala Ser Leu Phe 


Glu 




115 










120 




125 





Met * 
129 



<210> 804 
<211> 458 
<212>Amino acid 
<213> Homo sapiens 





<400> 804 




















Lys 


Gin 


Leu 


He 


Val 


Leu 


Gly Asn Lys Val 


Asp Leu 


Leu 


Pro Gin 


Asp 


1 








5 








10 






15 




Ala 


Pro 


Gly 


Tyr 


Arg 


Gin Arg 


Leu Arg Glu 


Arg Leu 


Trp 


Glu Asp 


Cys 








20 










25 






30 




Ala Arg 


Ala 


Gly 


Leu 


Leu 


Leu 


Ala 


Pro Gly 


His Gin Gly Pro Gin 


Arg 






35 










40 






45 






Pro 


Val 
50 


Lys 


Asp 


Glu 


Pro 


Gin 
55 


Asp 


Gly Glu 


Asn Pro 
60 


Asn 


Pro Pro 


Asn 


Trp 


Ser 


Arg 


Thr 


Val 


Val 


Arg Asp Val Arg 


Leu He 


Ser 


Ala Lys 


Thr 


65 










70 








75 






80 


Gly Tyr 


Gly 


Val 


Glu 


Glu 


Leu 


He 


Ser Ala 


Leu Gin Arg 


Ser Trp 


Arg 










85 








90 






95 




Tyr Arg 


Gly 


Asp 


Val 


Tyr 


Leu 


Val 


Gly Ala 


Thr Asn Ala Gly Lys 


Ser 








100 










105 






110 




Thr 


Leu 


Phe 
115 


Asn 


Thr 


Leu 


Leu 


Glu 
12 0 


Ser Asp 


Tyr Cys 


Thr 
125 


Ala Lys 


Gly 


Ser 


Glu 


Ala 


He 


Asp 


Arg Ala 


Thr 


He Ser 


Pro Trp 


Pro 


Gly Thr 


Thr 




130 










135 






140 








Leu 


Asn 


Leu 


Leu 


Lys 


Phe 


Pro 


He 


Cys Asn 


Pro Thr 


Pro 


Tyr Arg 


Met 


145 










150 








155 






160 


Phe 


Lys 


Arg 


His 


Gin 
165 


Arg 


Leu 


Lys 


Lys Asp 
170 


Ser Thr 


Gin 


Ala Glu 
175 


Glu 
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Asp Leu Ser Glu Gin Glu Gin Asn Gin Leu Asn Val Leu Lys Lys His 

180 185 190 

Gly Tyr Val Val Gly Arg Val Gly Arg Thr Phe Leu Tyr Ser Glu Glu 

195 200 205 

Gin Lys Asp Asn lie Pro Phe Glu Phe Asp Ala Asp Ser Leu Ala Phe 

210 215 220 

Asp Met Glu Asn Asp Pro Val Met Gly Thr His Lys Ser Thr Lys Gin 
225 230 235 240 

Val Glu Leu Thr Ala Gin Asp Val Lys Asp Ala His Trp Phe Tyr Asp 

245 250 255 

Thr Pro Gly. lie Thr Lys Glu Asn Cys lie Leu Asn Leu Leu Thr Glu 

260 265 270 

Lys Glu Val Asn lie Val Leu Pro Thr Gin Ser He Val Pro Arg Thr 

275 280 285 

Phe Val Leu Lys Pro Gly Met Val Leu Phe Leu Gly Ala He Gly Arg 

290 295 300 

He Asp Phe Leu Gin Gly Asn Gin Ser Ala Trp Phe Thr Val Val Ala 
305 310 315 320 

Ser Asn He Leu Pro Val His He Thr Ser Leu Asp Arg Ala Asp Ala 

325 330 335 

Leu Tyr Gin Lys His Ala Gly His Thr Leu Leu Gin He Pro Met Gly 

340 345 350 

Gly Lys Glu Arg Met Ala Gly Phe Pro Pro Leu Val Ala Glu Asp lie 

355 360 365 

Met Leu Lys Glu Gly Leu Gly Ala Ser Glu Ala Val Ala Asp He Lys 

370 375 380 

Phe Ser Ser Ala Gly Trp Val Ser Val Thr Pro Asn Phe Lys Asp Arg 
385 390 395 400 

Leu His Leu Arg Gly Tyr Thr Pro Glu Gly Thr Val Leu Thr Val Arg 

405 410 415 

Pro Pro Leu Leu Pro Tyr He Val Asn He Lys Gly Gin Arg He Lys 

420 425 430 

Lys Ser Val Ala Tyr Lys Thr Lys Lys Pro Pro Ser Leu Met Tyr Asn 

435 440 445 

Val Arg Lys Lys Lys Gly Lys He Asn Val 
450 455 458 



<210> 805 
<211> 290 
<212>Amino acid 
<213> Homo sapiens 



<400> 805 

Ser Thr Val Ala Ser Met Met His Arg Gin Glu Thr Val Glu Cys Leu 

15 10 15 

Arg Lys Phe Asn Ala Arg Arg Lys Leu Lys Gly Ala He Leu Thr Thr 

20 25 30 

Met Leu Val Ser Arg Asn Phe Ser Ala Ala Lys Ser Leu Leu Asn Lys 

35 40 45 

Lys Ser Asp Gly Gly Val Lys Pro Gin Ser Asn Asn Lys Asn Ser Leu 

50 55 60 

Val Ser Pro Ala Gin Glu Pro Ala Pro Leu Gin Thr Ala Met Glu Pro 
65 70 75 80 

Gin Thr Thr Val Val His Asn Ala Thr Asp Gly He Lys Gly Ser Thr 

85 90 95 

Glu Ser Cys Asn Thr Thr Thr Glu Asp Glu Asp Leu Lys Ala Ala Pro 

100 105 110 

Leu Arg Thr Gly Asn Gly Ser Ser Val Pro Glu Gly Arg Ser Ser Arg 
115 120 125 
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Asp 


Arg 


Thr 


Ala Pro 


Ser 


Ala Gly Met 


Gin 


Pro 


Gin 


Pro 


Ser 


Leu 


Cys 




130 








135 








140 










Ser 


Ser 


Ala 


Met Arg 


Lys 


Gin Glu 


He 


He 


Lys 


He 


Thr 


Glu 


Gin 


Leu 


145 








150 








155 










160 


He 


Glu 


Ala 


He Asn 


Asn 


Gly Asp Phe 


Glu 


Ala 


Tyr 


Thr 


Lys 


He 


Cys 








165 








170 










175 




Asp 


Pro 


Gly 


Leu Thr 


Ser 


Phe Glu* Pro 


Glu 


Ala 


Leu 


Gly 


Asn 


Leu 


Val 








180 






185 










190 






Glu 


Gly 


Met 
195 


Asp Phe 


His 


Lys Phe 
200 


Tyr 


Phe 


Glu 


Asn 


Leu 
205 


Leu 


Ser 


Lys 


Asn 


Ser 
210 


Lys 


.Pro He 


His 


Thr Thr 
215 


He 


Leu 


Asn 


Pro 
220 


His 


Val 


His 


Val 


He 


Gly 


Glu 


Asp Ala Ala 


Cys He 


Ala 


Tyr 


He 


Arg 


Leu 


Thr 


Gin 


Tyr 


225 








230 








235 










240 


He 


Asp 


Gly 


Gin Gly Arg 


Pro Ser 


Asn 


Pro 


Ala 


Lys 


Ser 


Glu 


Glu 


Thr 








245 








250 










255 




Arg 


Val 


Trp 


His Arg Arg 


Asp Gly 


Lys 


Trp 


Leu 


Asn 


Val 


His 


Tyr 


His 








260 






265 










270 






Cys 


Ser 


Gly 


Ala Pro 


Cys 


Pro His 


Arg 


Cys 


Ser 


Glu 


Leu 


Ser 


His 


Arg 



275 280 285 



Gly Phe 
290 



<210> 806 
<211> 570 
<212>Amino acid 
<213> Homo sapiens 



<400> 806 



Leu 


Pro 


Lys 


Asn Val 


Val 


Phe Val 


Leu 


Asp 


Ser 


Ser 


Ala 


Ser 


Met 


Val 


1 






5 








10 










15 




Gly 


Thr 


Lys 


Leu Arg 


Gin 


Thr Lys 


Asp 


Ala 


Leu 


Phe 


Thr 


He 


Leu 


His 








20 






25 










30 






Asp 


Leu 


Arg 


Pro Gin 


Asp 


Arg Phe 


Ser 


He 


He 


Gly 


Phe 


Ser 


Asn 


Arg 






35 






40 










45 








He 


Lys 


Val 


Trp Lys 


Asp 


His Leu 


He 


Ser 


Val 


Thr 


Pro 


Asp 


Ser 


He 




50 








55 








60 










Arg 


Asp 


Gly 


Lys Val 


Tyr 


lie His 


His 


Met 


Ser 


Pro 


Thr 


Gly 


Gly 


Thr 


65 








70 








75 










80 


Asp 


He 


Asn 


Gly Ala 


Leu 


Gin Arg 


Ala 


He 


Arg 


Leu 


Leu 


Asn 


Lys 


Tyr 








85 








90 










95 




Val 


Ala 


His 


Ser Gly 


He 


Gly Asp 


Arg 


Arg 


Val 


Ser 


Leu 


He 


Val 


Phe 








100 






105 










110 






Leu 


Thr 


Asp 


Gly Lys 


Pro 


Thr Val 


Gly 


Glu 


Thr 


His 


Thr 


Leu 


Lys 


lie 






115 






120 










125 








Leu 


Asn 


Asn 


Thr Arg 


Glu 


Ala Ala 


Arg 


Gly 


Gin 


Val 


Cys 


He 


Phe 


Thr 




130 








135 








140 










He 


Gly 


He 


Gly Asn 


Asp 


Val Asp 


Phe 


Arg 


Leu 


Leu 


Glu 


Lys 


Leu 


Ser 


145 








150 








155 










160 


Leu 


Glu 


Asn 


Cys Gly 


Leu 


Thr Arg 


Arg 


Val 


His 


Glu 


Glu 


Glu 


Asp 


Ala 








165 








170 










175 




Gly 


Ser 


Gin 


Leu He 


Gly 


Phe Tyr 


Asp 


Glu 


He 


Arg 


Thr 


Pro 


Leu 


Leu 








180 






185 










190 






Ser 


Asp 


He 


Arg He 


Asp 


Tyr Pro 


Pro 


Ser 


Ser 


Val 


Val 


Gin 


Ala 


Thr 






195 






200 










205 








Lys 


Thr 


Leu 


Phe Pro 


Asn 


Tyr Phe 


Asn 


Gly 


Ser 


Glu 


He 


He 


lie 


Ala 




210 








215 








220 










Gly 


Lys 


Leu 


Val Asp 


Ar 9 


Lys Leu 


Asp 


His 


Leu 


His 


Val 


Glu 


Val 


Thr 


225 








230 








235 










240 
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Ala Ser Asn Ser Lys Lys Phe He He Leu Lys Thr Asp Val Pro Val 

245 250 255 

Arg Pro Gin Lys Ala Gly Lys Asp Val Thr Gly Ser Pro Arg Pro Gly 

260 265 270 

Gly Asp Gly Glu Gly Asp Thr Asn His He Glu Arg Leu Trp Ser Tyr 

275 280 285 

Leu Thr Thr Lys Glu Leu Leu Ser Ser Trp Leu Gin Ser Asp Asp Glu 

290 295 300 

Pro Glu Lys Glu Arg Leu Arg Gin Arg Ala Gin Ala Leu Ala Val Ser 
305 310 315 320 

Tyr Arg Phe .Leu Thr Pro Phe Thr Ser Met Lys Leu Arg Gly Pro Val 

325 330 335 

Pro Arg Met Asp Gly Leu Glu Glu Ala His Gly Met Ser Ala Ala Met 

340 345 350 

Gly Pro Glu Pro Val Val Gin Ser Val Arg Gly Ala Gly Thr Gin Pro 

355 360 365 

Gly Pro Leu Leu Lys Lys Pro Tyr Gin Pro Arg lie Lys He Ser Lys 

370 375 380 

Thr Ser Val Asp Gly Asp Pro His Phe Val Val Asp Phe Pro Leu Ser 
385 390 395 400 

Arg Leu Thr Val Cys Phe Asn He Asp Gly Gin Pro Gly Asp He Leu 

405 410 415 

Arg Leu Val Ser Asp His Arg Asp Ser Gly Val Thr Val Asn Gly Glu 

420 425 430 

Leu He Gly Ala Pro Ala Pro Pro Asn Gly His Lys Lys Gin Arg Thr 

435 440 445 

Tyr Leu Arg Thr He Thr He Leu He Asn Lys Pro Glu Arg Ser Tyr 

450 455 460 

Leu Glu He Thr Pro Ser Arg Val He Leu Asp Gly Gly Asp Arg Leu 
465 470 475 480 

Val Leu Pro Cys Asn Gin Ser Val Val Val Gly Ser Trp Gly Leu Glu 

485 490 495 

Val Ser Val Ser Ala Asn Ala Asn Val Thr Val Thr He Gin Gly Ser 

500 505 510 

He Ala Phe Val He Leu He His Leu Tyr Lys Lys Pro Ala Pro Phe 

515 520 525 

Gin Arg His His Leu Gly Phe Tyr He Ala Asn Ser Glu Gly Leu Ser 

530 535 540 

Ser Asn Cys Arg Val Phe Cys Glu Ser Gly He Leu He Gin Glu Leu 
545 550 555 560 

Thr Gin Gin Ser Val Ala Val Ala Gly Arg 
565 570 



<210> 807 
<211> 279 
<212>Amino acid 
<213> Homo sapiens 



<400> 807 

Phe Phe Leu Glu Gin Val Ser Gin Tyr Thr Phe Ala Met Cys Ser Tyr 

15 10 15 

Arg Glu Lys Lys Ser Glu Pro Gin Glu Leu Met Gin Leu Glu Gly Tyr 

20 25 30 

Thr Val Asp Tyr Thr Asp Pro His Pro Gly Leu Gin Gly Gly Cys Met 

35 40 45 

Phe Phe Asn Ala Val Lys Glu Gly Asp Thr Val He Phe Ala Ser Asp 

50 55 60 

Asp Glu Gin Asp Arg He Leu Trp Val Gin Ala Met Tyr Arg Ala Thr 
65 70 75 80 
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Gly Gin 


Ser 


Tyr Lys 


Pro Val 


Pro 


Ala 


lie 


Gin 


Thr Gin Lys Leu 


Asn 






85 








90 




95 




Pro Lys 


Gly 


Gly Thr 


Leu His 


Ala 


Asp 


Ala 


Gin 


Leu Tyr Ala Asp 


Arg 






100 






105 






110 




Phe Gin 


Lys 


His Gly 


Met Asp 


Glu 


Phe 


lie 


Ser 


Ala Asn Pro Cys 


Lys 




115 






120 








125 




Leu Asp 


His 


Ala Phe 


Leu Phe 


Arg 


lie 


Leu 


Gin 


Arg Gin Thr Leu 


Asp 


130 






135 










140 




His Arg 


Leu 


Asn Asp 


Ser Tyr 


Ser 


Cys 


Leu 


Gly 


Trp Phe Ser Pro 


Gly 


145 






150 








155 




160 


Gin Val 


Phe 


.Val Leu 


Asp Glu 


Tyr 


Cys 


Ala 


Arg 


Tyr Gly Val Arg 


Gly 






165 








170 




175 




Cys His 


Arg 


His Leu 


Cys Tyr 


Leu 


Ala 


Glu 


Leu 


Met Glu His Ser 


Glu 






180 






185 






190 




Asn Gly 


Ala 


Val lie 


Asp Pro 


Thr 


Leu 


Leu 


His 


Tyr Ser Phe Ala 


Phe 




195 






200 








205 




Cys Ala. 


ber 


His vai 


His Gly 


Asn 


Arg 


Pro 


Asp 


Gly lie Gly Thr 


Val 


210 






215 










220 




Ser Val 


Glu 


Glu Lys 


Glu Arg 


Phe 


Glu 


Glu 


lie 


Lys Glu Arg Leu 


Ser 


225 






230 








235 




240 


Ser Leu 


Leu 


Glu Asn 


Gin lie 


Ser 


His 


Phe 


Arg 


Tyr Cys Phe Pro 


Phe 






245 








250 




255 




Gly Arg 


.Pro 


Glu Gly 


Ala Leu 


Lys 


Ala 


Thr 


Leu 


Ser Leu Leu Glu 


Arg 



260 265 270 

Val Leu Met Lys Asp lie Ala 
275 279 



<210> 808 
<211> 251 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (251) 

<223> X = any amino acid or stop code 



<400> 808 



Asp Gly 


Leu 


Leu 


His 


Glu 


Val 


Leu 


Asn 


Gly 


Leu Leu Asp Arg Pro Asp 


1 






5 










10 


15 


Trp Glu 


Glu 


Ala 


Val 


Lys 


Met 


Pro 


Val 


Gly 


lie Leu Pro Cys Gly Ser 






20 










25 




30 


Gly Asn 


Ala 


Leu 


Ala 


Gly 


Ala 


Val 


Asn 


Gin 


His Gly Gly Phe Glu Pro 




35 










40 






45 


Ala Leu 


Gly 


I*eu 


Asp 


Leu 


Leu 


Leu 


Asn 


Cys 


Ser Leu Leu Leu Cys Arg 


50 










55 








60 


Gly Gly 


Gly 


His 


Pro 


Leu 


Asp 


Leu 


Leu 


Ser 


Val Thr Leu Ala Ser Gly 


65 








70 










75 80 


Ser Arg 


Cys 


Phe 


Ser 


Phe 


Leu 


Ser 


Val 


Ala 


Trp Gly Phe Val Ser Asp 








85 










90 


95 


Val Asp 


lie 


Gin 


Ser 


Glu 


Arg 


Phe 


Arg 


Ala 


Leu Gly Ser Ala Arg Phe 






100 










105 




110 


Thr Leu 


Gly 


Thr 


Val 


Leu 


Gly 


Leu 


Ala 


Thr 


Leu His Thr Tyr Arg Gly 




115 










120 






125 


Arg Leu 


Ser 


Tyr 


Leu 


Pro 


Ala 


Thr 


Val 


Glu 


Pro Ala Ser Pro Thr Pro 


130 










135 








140 


Ala His 


Ser 


Leu 


Pro 


Arg 


Ala 


Lys 


Ser 


Glu 


Leu Thr Leu Thr Pro Asp 


145 








150 










155 160 


Pro Ala 


Pro 


Pro 


Met 


Ala 


His 


Ser 


Pro 


Leu 


His Arg Ser Val Ser Asp 
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165 170 175 

Leu Pro Leu Pro Leu Pro Gin Pro Ala Leu Ala Ser Pro Gly Ser Pro 

180 185 190 

Glu Pro Leu Pro lie Leu Ser Leu Asn Gly Gly Gly Pro Glu Leu Ala 

195 200 205 

Gly Asp Trp Gly Gly Ala Gly Asp Ala Pro Leu Ser Pro Asp Pro Gin 

210 215 220 

Leu Ser Ser Pro Pro Gly Ser Pro Lys Ala Ala Leu His Ser Pro Val 
225 230 235 240 

Xaa Lys Lys Ala Pro Val He Pro Pro Asp Met 
245 250 251 



<210> 809 
<211> 174 
<212>Amino acid 
<213> Homo sapiens 



<400> 809 

Lys Gly Val Pro Thr Leii Leu Met Ala Ala Gly Ser Phe Tyr Asp lie 

15 10 15 

Leu Ala He Thr Gly Phe Asn Thr Cys Leu Gly He Ala Phe Ser Thr 

20 25 30 

Gly Ser Thr Val Phe Asn Val Leu Arg Gly Val Leu Glu Val Val He 

35 40 45 

Gly Val Ala Thr Gly Ser Val Leu Gly Phe Phe He Gin Tyr Phe Pro 

50 55 60 

Ser Arg Asp Gin Asp Lys Leu Val Cys Lys Arg Thr Phe Leu Val Leu 
65 70 75 80 

Gly Leu Ser Val Leu Ala Val Phe Ser Ser Val His Phe Gly Phe Pro 

85 90 95 

Gly Ser Gly Gly Leu Cys Thr Leu Val Met Ala Phe Leu Ala Gly Met 

100 105 no 

Gly Trp Thr Ser Glu Lys Ala Glu Val Glu Lys lie lie Ala Val Ala 

115 120 125 

Trp Asp lie Phe Gin Pro Leu Leu Phe Gly Leu lie Gly Ala Glu Val 

130 135 140 

Ser He Ser Ser Leu Arg Pro Glu Thr Val Gly Leu Cys Val Ala Thr 
145 150 155 160 

Val Gly lie Ala Val Leu He Arg He Phe Asp Tyr He Phe 
165 170 174 



<210> 810 
<211> 104 
<212>Amino acid 
<213> Homo sapiens 



<400> 810 

Leu Leu Lys Glu Val Val Val Gin Ala Ser Pro Val Cys Lys Thr Cys . 

15 10 15 

Cys Ser Gin Leu Val Arg Thr Pro Val Thr Phe Thr Glu Val Gin Asn 

20 25 30 

Val Cys Arg Cys Ser Ala Gly Tyr Leu lie Ser Val Cys Ser Tyr Thr 

35 40 45 

Ser Ser Asp His Asn Gin Cys Tyr Ala Gly Thr Ala Ser Leu Ala Leu 
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50 55 60 

Leu Trp lie Gly Gly He Leu Lys Gly Cys Leu Leu Trp Lys Gin Phe 
65 70 75 80 

Arg Trp Thr Glu Arg Ser His Trp Asn Phe Gly Tyr Trp Ala Leu Trp 

85 90 95 

Ser Pro Gly Asn Gly Asn Gly Cys 
100 104 



<210> 811 
<211> 77 
<212>Amino acid 
<213> Homo sapiens 



<400> 811 
He Cys Thr Ser Thr Tyr Leu Gin 

1 5 
Phe Met Cys Lys Gly Arg Leu Met 
20 

Leu Gly His Tyr Thr Ser Leu His 
35 40 
Asp Pro Asn Val Asp Ala Cys Pro 

50 55 
Met Thr His Thr Val Pro Ala Leu 
65 70 



lie Phe Pro Gly Lys Pro Ser Cys 

10 15 
Cys He Tyr Phe He Leu Trp Tyr 

25 30 
Trp Asn Trp Cys Arg Tyr He Ser 
45 

Asp Pro Arg Asn Ala Glu Val Ser 
60 

Met Glu Leu He Asp 
75 77 



<210> 812 
<211> 194 
<212>Amino acid 
<213> Homo sapiens 



<400> 812 

Leu Glu Ser Leu Pro Gly Phe Lys Glu He Val Ser Arg Gly Val Lys 

15 10 15 

Val Asp Tyr Leu Thr Pro Asp Phe Pro Ser Leu Ser Tyr Pro Asn Tyr 

20 25 30 

Tyr Thr Leu Met Thr Gly Arg His Cys Glu Val His Gin Met He Gly 

35 40 45 

Asn Tyr Met Trp Asp Pro Thr Thr Asn Lys Ser Phe Asp He Gly Val 

50 55 60 

Asn Lys Asp Ser Leu Met Pro Leu Trp Trp Asn Gly Ser Glu Pro Leu 
65 70 75 80 

Trp Val Thr Leu Thr Lys Ala Lys Arg Lys Val Tyr Met Tyr Tyr Trp 

85 90 95 

Pro Gly Cys Glu Val Glu He Leu Gly Val Arg Pro Thr Tyr Cys Leu 

100 105 110 

Glu Tyr Lys Asn Val Pro Thr Asp He Asn Phe Ala Asn Ala Val Ser 

115 120 125 

Asp Ala Leu Asp Ser Phe Lys Ser Gly Arg Ala Asp Leu Ala Ala He 

130 135 140 

Tyr His Glu Arg He Asp Val Glu Gly His His Tyr Gly Pro Ala Ser 
145 150 155 160 

Pro Gin Arg Lys Asp Ala Leu Lys Ala Val Asp Thr Val Leu Lys Tyr 

1^5 170 175 

Met Thr Lys Trp He Gin Glu Arg Gly Leu Gin Asp Arg Leu Asn Val 
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180 



185 



190 



lie He 
194 



<210> 813 
<211> 116 
<212>Amino acid 
<213> Homo sapiens 

<220> . 

<22l> misc_feature 
<222> (1) . . . (116) 

<223> X = any amino acid or stop code 



<400> 813 



Ala 


Arg 


Asp 


Phe 


His 


Pro 


Lys 


Gin 


Thr 


Leu 


Asp Phe 


Leu Arg 


Ser 


Asp 


1 








5 










10 






15 




Met 


Ala 


Asn 


Ser 
20 


Lys 


He 


Thr 


Glu 


Glu 
25 


Val 


Lys Arg 


Ser He 
30 


Ala 


Gin 


Gin 


Tyr 


Leu 
35 


Asp 


Leu 


Thr 


Val 


Ala 
40 


Leu 


Glu 


Gin Val 


Asp Pro 
45 


Asp 


Ala 


Glu 


Val 
50 


Asp 


Ala 


Ala 


Pro 


Ser 
55 


Thr 


Thr 


Ser 


Ser Cys 
60 


Gly His 


Xaa 


Asp 


Ser 


His 


Ala 


Gly 


Ser 


Xaa 


Arg 


Val 


Leu 


Ser 


Leu Leu Gly Asp Xaa 


Gly 


65 










70 










75 






80 


Pro 


Ala 


Xaa 


Thr 


Gly 
85 


Ala 


Asn 


Ser 


Met 


Ala 
90 


Gly Lys 


Leu Leu 


Leu 
95 


Val 


Ala 


Trp 


Leu 


Gly 
100 


Phe 


Pro 


Asp 


Pro 


Phe 
105 


Trp 


Gly Lys 


Glu Leu 
110 


Ser 


Asp 


Pro 


Ala 


Phe 
115 


Lys 
116 























<210> 814 
<211> 121 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc__feature 
<222> (1) . . . (121) 

<223> X = any amino acid or stop code 



<400> 814 



Lys Gin Ser Gly Asp 


Val 


Thr 


Cys 


Asn 


Cys 


Thr Asp Gly Arg Leu Ala 


1 


5 










10 






15 


Pro 


Ser Cys Leu Thr 


Cys 


Val 


Gly His 


Cys 


He 


Phe 


Gly Gly Tyr Cys 




20 








25 








30 


Thr 


Met Asn Ser Lys 


Met 


Met 


Pro 


Glu 


Cys 


Gin 


Ser 


Pro Pro His Met 




35 






40 










45 


Thr 


Gly Pro Arg Cys 


Glu 


Glu 


His 


Val 


Phe 


Ser 


Gin 


His Gin Pro Gly 




50 




55 










60 


His 


He Thr Ser He 


Leu 


He 


Pro 


Met 


Leu 


Xaa 


Leu 


Leu Leu Leu Val 


65 




70 










75 




80 


Leu 


Val Ala Gly Val 


He 


Phe 


Cys 


His 


Lys 


Arg 


Arg 


Val Gin Gly Ala 
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85 90 95 

Lys Gly Phe Gin His Gin Arg Met Thr Asn Gly Ala Met Asn Ala Gin 

100 105 110 

He Ala Asn Pro Thr Tyr Lys Met Tyr 
115 120 121 



<210> 815 
<211> 86 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (86) 

<223> X = any amino acid or stop code 



<400> 815 



Thr 


Val 


Glu 


Asn 


Ala 


Gly Arg 


Trp Leu Xaa 


Glu 


Glu 


Ala Glu He 


Gin 


• 1 








5 






10 






15 




Ala 


Glu 


Leu 


Glu 
20 


Arg 


Leu 


Glu 


Arg Val Arg 
25 


Asn 


Leu 


His He Arg 
30 


Glu 


Leu Lys 


Arg 


He 


Asn 


Asn 


Glu 


Asp Asn Ser 


Gin 


Phe 


Lys Asp His 


Pro 






35 










40 






45 




Thr 


Leu 


Asn 


Glu 


Arg 


Tyr 


Leu 


Leu Leu His 


Leu 


Leu Gly Arg Gly Gly 




50 










55 






60 






Phe 


Ser 


Glu 


Val 


Tyr 


Lys 


Val 


Met Tyr Gly 


Leu 


Phe 


Trp Phe Phe 


Tyr 


65 










70 






75 






80 


Thr 


Asn 


Val 


Ala 


Arg 
85 


He 
86 















<210> 816 
<211> 130 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (130) 

<223> X = any amino acid or stop code 



<400> 816 



Met Cys 


Glu Glu 


Phe 


Leu 


Val 


Met 


1 




5 








Xaa He 


Leu Leu 


Ser 


Asn 


Pro 


Gin 




20 










Pro Glu 


Thr Asp 


Asn 


Arg 


Gin 


Glu 




35 








40 


Arg Val 


Ser Asp 


Met 


Ala 


Phe 


Val 


50 








55 




Gly Val 


Ala Trp 


Gly 


Asn 


Leu 


Gly 


65 






70 






Val Arg 


Ala Glu 


Thr 


Leu 


Ala 


Pro 






85 








Leu Arg 


Gly His 


Pro 


Arg 


Ser 


Asn 



Gly 


Lys 


Gly Cys Ser 


Cys 


Val 


Phe 




10 






15 




Met 


Trp 


Trp Leu Asn 


Asp 


Ser 


Asn 


25 






30 






Ser 


Pro 


Ser Gin Glu 


Asn 


He 


Asp 






45 








Pro 


Ser 


Ala Trp Thr 


Ala 


Ser 


Gly 






60 








Glu 


Ser 


Gly Ser Arg 


Thr Gly Gly 






75 






80 


Arg 


Leu 


Gin Val Xaa 


Pro 


Ala 


His 




90 






95 




Arg 


Gly 


Gin Gly Arg 


Pro 


Pro 


Trp 
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100 105 110 

Lys Ala Gly Lys Leu Gly Lys Cys Gin Glu Val Leu Phe Arg Phe Ala 
115 120 125 

Ala Phe 
130 



<210> 817 

<211> 119 
<212>Amino acid 

<213> Homo sapiens 

<220> 

<22l> misc__feature 

<222> (1) . . . (119) 

<223> X = any amino acid or stop code 



<400> 817 



Phe Arg 


Ala 


Met 


Phe Leu Ala 


Val 


Gin 


His 


Asp Cys Arg Pro Met Asp 


'l 






5 






10 


15 


Lys Ser 


Ala 


Gly 


Ser Gly His 


Lys 


Ser 


Glu 


Glu Lys Arg Glu Lys Met 






20 






25 




30 


Lys Arg 


Thr 


Leu 


Leu Lys Asp 


Trp 


Lys 


Thr 


Arg Leu Ser Tyr Phe Leu 




35 






40 






45 


Gin Asn 


Ser 


Ser 


Thr Pro Gly 


Lys 


Pro 


Lys 


Thr Gly Lys Lys Ser Lys 


50 






55 








60 


Gin Gin 


Ala 


Phe 


lie Lys Xaa 


Val 


Glu 


Asn 


Pro Glu Leu Ala Asn He 


65 






70 








75 80 


Asn Ser 


Xaa 


Leu 


Leu Asn Xaa 


Lys 


Gly 


Glu 


Leu Xaa Xaa Ala Xaa Ala 








85 






90 


95 


Asn lie 


Gin 


Asn 


Leu Ser Cys 


Arg 


Pro 


Ser 


Pro Glu Glu Ala Gin Leu 






100 






105 




110 


Trp Ser 


Glu 


Ala 


Phe Asp Glu 












115 




119 











<210> 818 
<211> 131 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (131) 

<223> X = any amino acid or stop code 



<400> 818 



Gly Phe Phe Asn Phe 


Ser 


Ser 


Pro 


Lys 


Leu Lys 


Gly Trp Lys He Asn 


1 5 










10 


15 


Ser Ser Leu Val Leu 


Glu 


He 


Arg 


Lys 


Asn He 


Leu Arg Phe Leu Asp 


20 








25 




30 


Ala Glu Arg Asp Val 


Ser 


Val 


Val 


Lys 


Ser Ser 


Phe Pro Ser Lys Asp 


35 






40 






45 


Ala Arg His Ser Ser 


Val 


His 


Arg 


Xaa 


Phe Thr 


Gin Leu His Trp Gly 


50 




55 








60 


Pro Pro Ser His Thr 


Pro 


Ala 


Arg 


Pro 


Xaa Arg 


Gly Phe Phe Asn Phe 
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65 70 
Ser Ser Pro Lys Leu Lys Gly Trp 
85 

Glu lie Arg Lys Asn lie Leu Arg 
100 

Ser Val Val Lys Ser Ser Phe Pro 
115 120 
Val His Arg 
130 131 



75 80 
Lys lie Asn Ser Ser Leu Val Leu 

90 95 
Phe Leu Asp Ala Glu Arg Asp Val 
105 110 . 

Ser Lys Asp Ala Arg His Ser Ser 
125 



<210> 819 
<211> 85 
<2i2>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (85) 

<223> X = any amino acid or stop code 



<400> 819 

Arg lie Asp Asp Gin Gin Glu Leu Lys Arg Val Thr Xaa Tyr Ser Gin 

15 10 15 

Lys Glu Tyr Thr Lys Lys Lys Leu His Lys Lys Cys Asn lie lie Gin 

20 25 30 

Ala Asp He Lys Pro Asp Asn He Leu Asp Asn Glu Ser He Thr He 

35 40 45 

Leu Lys Leu Ser Asp Phe Gly Ser Ala Ser His Val Ala Asp Asn Asp 

50 55 60 

He Thr Pro Ser Ser Ser Gin Thr Thr Ser Ala Ala Ser Ser Pro Pro 
65 70 75 80 

Arg Thr Leu Arg Arg 
85 



<210> 820 
<211> 44 
<2l2>Amino acid 
<213> Homo sapiens 

<220> 

<221> mi sc_f eature 
<222> (1) . . . (44) 

<223> X = any amino acid or stop code 



<400> 820 
Ser Ser Lys Pro 
1 

Thr Lys Asn Met 
20 

Glu Arg Cys Tyr 
35 



Trp Asp Xaa Ser 

5 

Asp Cys Tyr Cys 

Gly Thr Cys He 
40 



Leu Ala Pro Lys 
10 

He He Pro Thr 
25 

Gly Asp Thr Val 
44 



His Ser Gly Xaa 
15 

Cys He Gly Arg 
30 



<210> 821 
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<211> 105 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1) . . . (105) 

<223> X = any amino acid or stop code 



<400> 821 



Asn 


Ser 


Ser 


Lys 


Lys 


Leu 


Val Met Glu 


His 


Gin Trp Lys .Lys Tyr Leu 


1 








5 






10 


15 


Arg 


Arg 


Asn 


Tyr 


Gin 


Arg 


Met Leu Asn 


Arg 


Leu lie Thr Leu He Gly 








20 






25 




30 


Ser 


Cys 


Gly 


Val 


Leu 


Xaa 


Leu lie Ser 


Thr 


He Pro Thr Ser Arg Leu 






35 








40 




45 


Lys 


Phe 


Leu 


Lys 


Glu 


Thr 


Gly His Gly 


Thr 


Pro Met Glu Glu He Pro 




50 










55 




60 


Glu 


Glu 


Glu 


Leu 


Ser 


Glu 


Asp Val Glu 


Gin 


He Asp His Ala Asp Arg 


65 










70 






75 80 


Glu 


Leu 


Arg 


Arg 


Gly 


Gin 


Asn Leu Arg 


Cys 


Lys Gly He His Arg Leu 










85 






90 


95 


Pro 


Thr 


His 


lie 


Gin 


Val 


Gly Gin Asn 












100 






105 







<210> 822 
<211> 172 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> {!)... (172) 

<223> X =B any amino acid or stop code 



<400> 822 



Lys 


Trp 


Met 


Leu 


Leu 


His 


Ser 


Phe 


Lys 


He 


Phe Cys Leu Ser Leu Tyr 


1 








5 










10 


15 


Pro 


Gin 


Leu 


Xaa 


Cys 


Pro 


Phe 


Glu 


Phe 


Phe 


Ser His Ser Ala Thr He 








20 










25 




30 


Phe 


His 


Glu 


Leu 


Val 


Tyr 


Lys 


Gin 


Thr 


Lys 


He He Ser Ser Asn Gin 






35 










40 






45 


Glu 


Leu 


He 


Tyr 


Glu 


Gly 


Arg 


Arg 


Leu 


Val 


Leu Glu Pro Gly Arg Leu 




50 










55 








60 


Ala 


Gin 


His 


Phe 


Pro 


Lys 


Thr 


Thr 


Glu 


Glu 


Asn Pro He Phe Val Val 


65 










70 










75 80 


Ser 


Arg 


Glu 


Pro 


Leu 


Asn 


Thr 


He 


Gly 


Leu 


He Tyr Glu Lys He Ser 










85 










90 


95 


Leu 


Pro 


Lys 


Val 


His 


Pro 


Arg 


Tyr 


Asp 


Leu 


Asp Gly Asp Ala Ser Met 








100 










105 




110 


Ala 


Lys 


Ala 


He 


Thr 


Gly 


Val 


Val 


Cys 


Tyr 


Ala Cys Arg He Ala Ser 






115 










120 






125 


Thr 


Leu 


Leu 


Leu 


Tyr 


Gin 


Glu 


Leu 


Met 


Arg 


Lys Gly He Arg Trp Leu 




130 










135 








140 


He 


Glu 


Leu 


He 


Lys 


Asp 


Asp 


Tyr 


Asn 


Glu 


Thr Val His Lys Lys Thr 
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145 150 155 

Glu Val Val lie Thr Leu Gly Phe Leu Val Ser Arg 
165 170 172 



160 



<210> 823 
<211> 104 
<212>Amino acid 
<213> Homo sapiens 

<220> . 

<221> misc_f eature 
<222> (1) . . . (104) 

<223> X = any amino acid or stop code 



<400> 823 



Gly Thr 


Arg 


Lys 


Met 


Gly Pro 


Thr 


Val 


Ser 


Pro 


lie Cys 


Leu Pro Gly 


1 






5 








10 






15 


Thr Trp 


Gly 


Asp 


Tyr 


Asn Leu 


Met 


Asp 


Gly 


Asp 


Leu Gly Leu lie Ser 






20 








25 








30 


Gly Trp 


Gly 
35 


Arg 


Thr 


Glu Lys 


Arg 
40 


Asp 


Arg 


Ala 


Asp Arg 
45 


Leu Lys Ala 


Gly Arg 


Ser 


Pro 


Ala 


Ala Gly 


Xaa 


Arg 


Lys 


Trp 


Glu Pro 


Gly Arg Gly 


50 








55 










60 




Asp Pro 


Thr 


Trp 


Glu 


Glu Ser 


Glu 


Glu 


Asp 


Val 


His Lys 


Ser Lys Trp 


65 








70 








75 




80 


Thr Arg 


Cys 


Val 


Asp 
85 


Glu Lys 


Gly 


Ala 


Xaa 
90 


Cys 


Xaa Thr 


Asp Asn Lys 
95 


Arg Pro 


Leu 


Arg 
100 


Cys 


Gly Val 


Thr 
104 













<210> 824 
<211> 99 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (99) 

<223> X = any amino acid or stop code 



<400> 824 



His Glu 


Leu 


Glu 


Asn 


Leu He Lys 


1 






5 




Xaa Gly 


Xaa 


Tyr 


Leu 


His Gly Ala 






20 






Phe Cys 


Pro 


Arg 


Arg 


Gly Trp Asn 




35 






40 


Arg Met 


Asn 


Phe 


Arg 


Pro Gly Val 


50 








55 


Pro Gly 


Pro 


Pro 


Asp 


Gly Pro Asp 


65 








70 


Arg Leu 


Ala 


Met 


Val 


Thr Ala Ala 








85 




Thr His 


Leu 









Ser 


Ala 


His Ser Tyr Ser Leu Tyr 




10 


15 


Xaa 


Thr 


Ala Glu Pro Glu Ala Ser 


25 




30 


Arg 


Gin 


Ala Gly Ala Ala Gly Ser 






45 


Leu 


Ser 


Ser Arg Gin Leu Gly Leu 






60 


Tyr 


Thr 


Val Tyr Tyr Pro Phe His 






75 80 


Ser 


Arg 


Leu Glu Arg Glu His Leu 




90 


95 
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99 



<210> 825 
<211> 111 
<212>Amino acid 
<213> Homo sapiens 



<220> 

<221> mis cofeature 
<222> CD . . . (Ill) 

<223>. X = any amino acid or stop code 



<400> 825 
Pro Val Pro Leu Pro His Pro lie 

1 5 
Glu Pro Gin Ser Ala He Ser Leu 
20 

Ala Ser Arg Ala Ser Pro Gly Pro 
35 40 
Gly Arg Lys Ala Lys Val Ala Ser 

50 55 
Pro Pro Thr Xaa Pro Arg Pro Ala 

65 70 
Pro Arg Pro Pro Arg Pro Arg Thr 
85 

Ala Arg Arg Ala Ala Ala Arg Thr 
100 



Leu 


Glu 


Val Cys Pro 


Gly Gin 


Xaa 




10 




15 




Thr 


Ala 


Phe Gin Val 


Gin Ala 


Gly 


25 






30 




Pro 


Ala 


Pro Ser Ser 


Ser Lys 


Pro 






45 






Pro 


Cys 


Pro Asp Arg 


Pro Ala 


Pro 






60 






Ala 


Ala 


Pro Gly Ser 


Glu Ser 


Ser 






75 




80 


Gly Arg Arg Gin Gin 


Arg Ala 


His 




90 




95 




Ala 


Pro 


Trp Arg Pro 


Ser Cys 




105 






110 111 





<210> 826 
<211> 95 
<212>Amino acid 
<213> Homo sapiens 



<400> 826 



His Glu Gly Arg 


Arg 


Arg 


Gly Trp 


1 


5 






Arg Asn Trp Ala 


Phe 


Leu 


Thr Pro 


20 








Gin Lys Ala Phe 


Gly 


Lys 


Leu Pro 


35 






40 


Ser Asp Leu Gly 


Phe 


His 


His Arg 


50 






55 


Phe Lys Pro Ser 


Gly 


Thr 


Lys Phe 


65 




70 




Val Asp Gly He 


Leu 
85 


Ser 


Glu Asp 



Ala Ser Ala Ser Gin Arg Phe Leu 

10 15 
Ser Lys Val Arg Arg Leu Lys Gly 

25 30 
Ser His Ser Asp Thr Ser Leu Thr 
45 

Phe Asn Pro Asn Ala Ser Ser Ser 
60 

Ala He Gin Tyr Gly Thr Gly Arg 
75 80 
Lys Leu Thr Val Ser Gly Leu 
90 95 



<210> 827 
<211> 33 
<212>Amino acid 
<213> Homo sapiens 



<220> 
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<221> misc_feature 
<222> (1) . . . (33) 

<223> X = any amino acid or stop code 



<400> 827 
Gly Arg Asn lie Met His Tyr Pro 

1 5 
Asn Gly His Cys lie He Leu Xaa 
20 

Val 
33 



Asn Gly His Ala He Cys He Ala 

10 15 

Asn Ser His Asn He Lys Val Trp 
25 30 



<210> 828 
<211> 178 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (178) 

<223> X = any amino acid or stop code 



<400> 828 

lie Asn Leu Gly Asn Thr Cys Tyr Met Asn Ser Val He Xaa Ala Leu 

15 10 15 

Phe Met Ala Thr Asp Phe Arg Arg Gin Val Leu Ser Leu Asn Leu Asn 

20 25 30 

Gly Cys Asn Ser Leu Met Lys Lys Leu Gin His Leu Phe Ala Phe Leu 

35 40 45 

Ala His Thr Gin Arg Glu Ala Tyr Ala Pro Arg He Phe Phe Glu Ala 

50 55 60 

Ser Arg Pro Pro Trp Phe Thr Pro Arg Ser Gin Gin Asp Cys Ser Glu 
65 70 75 80 

Tyr Leu Arg Phe Leu Leu Asp Arg Leu His Glu Glu Glu Lys He Leu 

85 90 95 

Lys Val Gin Ala Ser His Lys Pro Ser Glu He Leu Glu Cys Ser Glu 

100 105 110 

Thr Ser Leu Gin Glu Val Ala Ser Lys Ala Ala Val Leu Thr Glu Thr * 

115 120 125 

Pro Arg Thr Ser Asp Gly Glu Lys Thr Leu He Glu Lys Met Phe Gly 

130 135 140 

Gly Lys Leu Arg Thr His He Arg Cys Leu Asn Cys Thr Ser Thr Ser 
145 150 155 160 

Gin Lys Val Glu Ala Phe Thr Asp Leu Ser Leu Ala Phe Trp Pro Ser 
165 170 175 

Ser Ser 
178 



<210> 829 
<211> 43 
<212>Amino acid 
<213> Homo sapiens 

<220> 
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<221> misc_£eature 
<222> (1) . . . (43) 

<223> X s= any amino acid or stop code 



<400> 829 
Ala Arg Asp Asp Pro Arg Val Arg 

l . 5 

Xaa Leu Ala Ser Lys Leu Gly Lys 
20 

Ala Asn Ser Leu Ser Gly Thr Asn 
35 40 



Leu Ser Leu Ser Pro Asn Phe Phe 

10 15 
Gin Trp Thr Pro Leu lie lie Leu 

25 30 
Met Gly Glu 
43 



<210> 830 
<211> 259 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (259) 

<223> X = any amino acid or stop code 



<400> 830 

Met His Arg lie Lys Leu Asn Asp Arg Met Thr Phe Pro Glu Glu Leu 

15 10 15 

Asp Met Ser Thr Phe lie Asp Val Glu Asp Glu Lys Ser Pro Gin Thr 

20 25 30 

Glu Ser Cys Thr Asp Ser Gly Ala Glu Asn Glu Gly Ser Cys His Ser 

35 40 45 

Asp Gin Met Ser Asn Asp Phe Ser Asn Asp Asp Gly Val Asp Glu Gly 

50 55 60 

lie Cys Leu Glu Thr Asn Ser Gly Thr Glu Lys lie Ser Lys Ser Gly 
65 70 75 80 

Leu Glu Lys Asn Ser Leu lie Tyr Glu Leu Phe Ser Val Met Val His 

85 90 95 

Ser Gly Ser Ala Ala Gly Gly His Tyr Tyr Ala Cys lie Lys Ser Phe 

100 105 110 

Ser Asp Glu Gin Trp Tyr Ser Phe Asn Asp Gin His Val Ser Arg lie 

115 120 * 125 

Thr Gin Glu Asp lie Lys Lys Thr His Gly Gly Ser Ser Gly Ser Arg 

130 135 140 

Gly Tyr Tyr Ser Ser Ala Phe Ala Ser Ser Thr Asn Ala Tyr Met Leu 
145 150 155 160 

He Tyr Arg Leu Lys Asp Pro Ala Arg Asn Ala Lys Phe Leu Glu Val 

165 170 175 

Asp Glu Tyr Pro Glu His He Lys Asn Leu Val Gin Lys Glu Arg Glu 

180 185 190 

Leu Glu Glu Gin Glu Lys Arg Gin Arg Glu He Glu Arg Asn Thr Cys 

195 200 205 

Lys lie Lys Leu Phe Cys Leu His Pro Thr Lys 'Gin Val Met Met Glu 

210 215 220 

Asp Xaa He Glu Val His Lys Asp Lys Thr Leu Lys Glu Ala Val Glu 
225 230 235 240 

Met Ala Tyr, Lys Met Met Asp Leu Glu Glu Val He Pro Leu Asp Cys 
245 250 255 
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Cys Arg Leu 
259 



<210> 831 . 
<211> 200 
<212>Amino acid 
<213> Homo sapiens 



<400> 831 



Ser Val 


Met 


Pro 


Val Pro 


Ala 


Leu 


1 






5 






Val Thr 


Arg 


Pro 


Ala Ser 


Ala 


Ala 






20 








Gin His 


Glu 


Glu 


Leu Thr 


Leu 


Leu 




35 








40 


Gin Ala 


Leu 


Asn Gly Val 


Tyr 


Arg 


50 








55 




Ala Arg 


Asn 


Ser Leu Gly 


Leu 


Tyr 


65 






7.0 






Gin Glu 


Val 


Ser Arg Gly 


Arg Asp 








85 






Leu Leu 


Glu 


Thr 


Gin Met 


Glu 


Glu 






100 








Ala Thr 


Ala 


Glu 


Val Leu 


Gly Glu 




115 








120 


Arg Asp 


Ser 


Val 


Gin Arg 


Leu 


Glu 


130 








135 




Gly Pro 


Ala 


Tyr 


Arg Glu 


Phe 


Glu 


145 






150 






Gin Ser 


His 


lie 


Leu Trp 


Ala 


Leu 








165 






Arg Glu 


Met 


Val 


Ala Gin 


Gin 


His 






180 








Leu His 


Thr 


Ala 


Ala Leu 


Pro 


Ala 




195 








200 



<210> 832 
<211> 225 
<212>Amino acid 
<213> Homo sapiens 



<400> 832 






He Thr Ser Val Asp 


Pro 


Arg Val 


1 5 






Gly Lys lie Trp Leu 


Asp 


Asp Val 


20 






Leu Trp Ser Cys Arg 


Asn 


Ser Gly 


35 




40 


Ser Glu Asp Val Gly 


Val 


He Cys 


50 




55 


Arg Leu Val Gly Gly 


Ser 


Ser Arg 


65 


70 




Val Gin Gly Ala Val 


Gly 


He Leu 



85 



Cys Leu Leu Trp 


Ala 


Leu 


Ala 


Met 


10 






15 




Pro Met Gly Gly Pro 


Glu 


Leu 


Ala 


25 




30 






Phe His Gly Thr Leu 


Gin 


Leu 


Gly 




45 








Thr Thr Glu Gly Arg 


Leu 


Thr 


Lys 


60 










Gly Arg Thr He Glu 


Leu 


Leu 


Gly 


75 








80 


Ala Ala Gin Glu 


Leu 


Arg 


Ala 


Ser 


90 






95 




Asp He Leu Gin 


Leu 


Gin 


Ala 


Glu 


105 




110 






Val Ala Gin Ala 


Gin 
125 


Lys 


Val 


Leu 


Val Gin Leu Arg 


Ser 


Ala 


Trp 


Leu 


140 










Val Leu Lys Ala 


His 


Ala 


Asp 


Lys 


155 








160 


Thr Gly His Val 


Gin 


Arg 


Gin 


Arg 


170 






175 




Arg Leu Arg Gin 


He 


Gin 


Glu 


Arg 


185 




190 







Arg Gly Asn Ala Ser 


Thr 


Gly 


Tyr 


10 




15 




Ser Cys Asp Gly Asp 


Glu 


Ser 


Asp 


25 


30 






Trp Gly Asn Asn Asp 


Cys 


Ser 


His 


45 








Ser Asp Ala Ser Asp 


Met 


Glu 


Leu 


60 








Cys Ala Gly Lys Val 


Glu 


Val 


Asn 


75 






80 


Cys Ala Asn Gly Trp 


Gly 


Met 


Asn 


90 




95 
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lie 


Ala 


Glu 


Val Val Cys 


Arg Gin Leu Glu Cys Gly Ser Ala lie 


Arg 








100 


105 






110 




Val 


Ser 


Arg 


Glu Pro His 


Phe Thr Glu Arg 


Thr 


Leu 


His lie Leu 


Met 






115 




120 






125 




Ser 


Asn 


Ser 


Gly Cys Ala 


Gly Gly Glu Ala 


Ser 


Leu 


Trp Asp Cys 


lie 




130 






135 




140 






Arg Trp 


Glu 


Trp Lys Gin 


Thr Ala Cys His 


Leu 


Asn 


Met Glu Ala 


Ser 


145 






150 




155 






160 


Leu 


lie 


Cys 


Ser Ala His 


Arg Gin Pro Arg Leu Val Gly Ala Asp Met 








165 


170 






175 




Pro 


Cys 


Ser 


.Gly Arg Val 


Glu Val Lys His 


Ala 


His 


Thr Trp Arg 


Ser 








180 


185 






190 




Val 


Cys 


Asp 


Ser Asp Phe 


Ser Leu His Ala 


Ala 


Asn 


Val Leu Cys 


Arg 






195 




200 






205 




Glu 


Leu 


Asn 


Cys Gly Asp 


Ala lie Ser Leu 


Ser 


Val 


Gly Asp His 


Phe 




210 






215 




220 






Gly 


















225 



















<210> 833 

<211> 206 

<2 12 > Amino acid 

<213> Homo sapiens 



<400> 833 

Ser Asn Tyr Pro Ser Ser Arg Phe Arg Val Ala Gly lie Thr Gly Val 

15 10 15 

Lys Leu Gly Met Arg Ser lie Pro He Ala Thr Ala Cys Thr He Tyr 

20 25 30 

His Lys Phe Phe Cys Glu Thr Asn Leu Asp Ala Tyr Asp Pro Tyr Leu 

35 40 45 

He Ala Met Ser Ser He Tyr Leu Ala Gly Lys Val Glu Glu Gin His 

50 55 60 

Leu Arg Thr Arg Asp He He Asn Val Ser Asn Arg Tyr Phe Asn Pro 
65 70 75 80 

Ser Gly Glu Pro Leu Glu Leu Asp Ser Arg Phe Trp Glu Leu Arg Asp 

85 90 95 

Ser He Val Gin Cys Glu Leu Leu Met Leu Arg Val Leu Arg Phe Gin 

100 105 110 

Val Ser Phe Gin His Pro His Lys Tyr Leu Leu His Tyr Leu Val Ser 

115 120 125 

Leu Gin Asn Trp Leu Asn Arg His Ser Trp Gin Arg Thr Pro Val Ala 

130 135 140 

Val Thr Ala Trp Ala Leu Leu Arg Asp Ser Tyr His Gly Ala Leu Cys 
145 150 155 160 

Leu Arg Phe Gin Ala Gin His He Ala Val Ala Val Leu Tyr Leu Ala 

165 170 175 

Leu Gin Val Tyr Gly Val Glu Val Pro Ala Glu Val Glu Ala Asp Glu 

180 185 190 

Ala Val Gly Trp Gin He Tyr Ala Met Asp Thr Glu He Pro 
195 200 205 206 



<210> 834 
<211> 86 
<212>Amino acid 
<2X3> Homo sapiens 
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<400> 834 

Arg Gly Ser Arg His Ala Val His Gly Trp Ala Phe Gly Leu Leu Phe 

1 5 10 15 

He Asn Lys Glu Ser Val Val Met Ala Tyr Leu Phe Thr Thr Phe Asn 

20 25 30 

Ala Phe Gin Gly Val Phe He Phe Val Phe His Cys Ala Leu Gin Lys 

35 40 45 

Lys Val Arg .Ser Arg Arg Gly Pro Gly Ser Gin Pro Pro Leu Glu Thr 

50 55 60 

Phe Pro Gly Tyr Pro Gly Glu Gly Gly Glu Gly Gly Gly Asp Ser Gly 
65 70 75 80 

Ala Pro Ser Ser Pro Gin 
85 86 



<210> 835 
<211> 110 
<2l2>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc__f eature 
<222> (1) . . . (110) 

<223> X s= any amino acid or stop code 



<400> 835 



Ala Arg 
1 


Lys 


Asp Asp Leu 
5 


Pro Pro 


Arg Leu 


Asp 


Phe Glu Trp 


Thr Leu 






20 




Pro Ser 


Lys 


Xaa Asn Lys 


Gly Trp 




35 




40 


Val Arg 


Asp 


Xaa Gly He 


Ser Xaa 


50 






55 


Xaa Ala 


Leu 


Gin Met Ala 


Leu Lys 


65 




70 




Trp Asn 


Cys 


Leu Glu Asp Phe Asp 






85 




Ala Leu 


Ala 


Gly Gin Trp 


Phe Pro 



100 



Asn 


Met 


Arg Phe His Glu Glu Lys 




10 


15 


Lys 


Ala 


Gly Xaa Glu Lys Gly Xaa 


25 




30 


Glu 


Gly 


Gin Glu Xaa Xaa Xaa Thr 






45 


Xaa 


Val 


Lys Pro Gin His Leu Ser 






60 


Arg 


Val 


Tyr Thr Leu Leu Ser Ser 






75 80 


Gin 


He 


Phe Trp Gly Gin Lys Ser 




90 


95 


Glu 


Val 


Ser He He Pro 


105 




110 



<210> 836 
<211> 70 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (70) 

<223> X = any amino acid or stop code 



<400> 836 
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Gly Lys Gin Gin Arg Glu Thr Leu 

1 5 
Val Gin Arg Ala Gly Ser Pro Glu 
20 

Ser Pro Cys Pro Ala Pro Gly Gin 
35 40 
Thr Leu Met Thr Ser Lys His Phe 

50 55 
Gly Arg Ala Val Thr Leu 
65 70 



Arg Arg Pro Ser Pro Thr lie Ser 

10 15 
His Ser Ser Ala Ser His Xaa His 

25 30 
Arg Val Leu Pro Thr Ala Leu Cys 
45 

His Gly Cys Pro Leu Ala Gly Gin 
60 



<210> 837 
<211> 473 
<212>Amino acid 
<213> Homo sapiens 



<400> 837 



Gly Val 


Cys 


Gly 


Leu 


Pro Arg 


Phe Cys Gly Ser He He Leu 


Cys 


His 


1 






5 




10 


15 




Tyr Glu 


Met 


Ser 


Ser 


Leu Gly 


Ala Ser Phe Val Gin He Lys 


Phe 


Asp 






20 






25 30 






Asp Leu 


Gin 


Phe 


Phe 


Glu Asn 


Cys Gly Gly Gly Ser Phe Gly Ser Val 




35 








40 45 






Tyr Arg 


Ala 


Lys 


Trp 


He Ser 


Gin Asp Lys Glu Val Ala Val 


Lys 


Lys 


50 








55 


60 






Leu Leu 


Lys 


He 


Glu 


Lys Glu 


Ala Glu He Leu Ser Val Leu 


Ser 


His 


65 








70 


75 




80 


Arg Asn 


He 


He 


Gin 


Phe Tyr 


Gly Val He Leu Glu Pro Pro 


Asn 


Tyr 








85 




90 , 


95 




Gly He 


Val 


Thr 


Glu 


Tyr Ala 


Ser Leu Gly Ser Leu Tyr Asp Tyr He 






100 






105 110 






Asn Ser 


Asn 


Arg 


Ser 


Glu Glu 


Met Asp Met Asp His He Met 


Thr 


Trp 




115 








120 125 






Ala Thr 


Asp Val 


Ala 


Lys Gly 


Met His Tyr Leu His Met Glu 


Ala 


Pro 


130 








135 


140 






Val Lys 


Val 


He 


His 


Arg Asp 


Leu Lys Ser Arg Asn Val Val 


He 


Ala 


145 








150 


155 




160 


Ala Asp 


Gly Val 


Leu 


Lys lie 


Cys Asp Phe Gly Ala Ser Arg 


Phe 


His 








165 




170 


175 




Asn His 


Thr 


Thr 


His 


Met Ser 


Leu Val Gly Thr Phe Pro Trp 


Met 


Ala 






180 






185 190 






Pro Glu 


Val 


He 


Gin 


Ser Leu 


Pro Val Ser Glu Thr Cys Asp 


Thr 


Tyr 




195 








200 205 






Ser Tyr 


Gly Val 


Val 


Leu Trp 


Glu Met Leu Thr Arg Glu Val 


Pro 


Phe 


210 








215 


220 






Lys Gly 


Leu 


Glu 


Gly 


Leu Gin 


Val Ala Trp Leu Val Val Glu 


Lys 


Asn 


225 








230 


235 




240 


Glu Arg 


Leu 


Thr 


He 


Pro Ser 


Ser Cys Pro Arg Ser Phe Ala 


Glu 


Leu 








245 




250 


255 




Leu His 


Gin Cys 


Trp 


Glu Ala 


Asp Ala Lys Lys Arg Pro Ser 


Phe 


Lys 






260 






265 270 






Gin He 


He 


Ser 


He 


Leu Glu 


Ser Met Ser Asn Asp Thr Ser 


Leu 


Pro 




275 








280 285 






Asp Lys 


Cys ( Asn 


Ser 


Phe Leu 


His Asn Lys Ala Glu Trp Arg Cys Glu 


290 








295 


300 






He Glu 


Ala 


Thr 


Leu 


Glu Arg 


Leu Lys Lys Leu Glu Arg Asp 


Leu 


Ser 


305 








310 


315 




320 


Phe Lys 


Glu 


Gin 


Glu 


Leu Lys 


Glu Arg Glu Arg Arg Leu Lys Met Trp 








325 




330 


335 
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Glu 


Gin 


Lys 


Leu 


Thr Glu Gin Ser 


Asn 


Thr 


Pro Leu Leu Leu Pro Leu 








340 




345 




350 


Ala 


Ala 


Arg 


Met 


Ser Glu Glu Ser 


Tyr 


Phe 


Glu Ser Lys Thr Glu Glu 






355 




360 






365 


Ser 


Asn 


Ser 


Ala 


Glu Met Ser Cys 


Gin 


lie 


Thr Ala Thr Ser Asn Gly 




3 70 






375 






380 


G1U 


Giy 


HIS 


Giy 


ivieu Asn rio ber 


Leu 


bill 


Aia net lYtec jjeu riec Giy 


385 








390 






395 400 


rule 


Giy 


ASp 


lie 


Phe Ser Met Asn 


Lys 


Aia 


Giy Aia vai Men axs ser 










405 




410 


415 


Giy 


Met 


Gin 


.lie 


Asn Mec Gin Aia 


uys 


Gin 


Asn Ser Ser Lys Thr Thr 








420 




425 




430 


Ser 


Lys 


Arg 


Arg 


Gly Lys Lys Val 


Asn 


Met 


Ala Leu Gly Phe Ser Asp 






435 




440 






445 


Phe 


Asp 


Leu 


Ser 


Glu Gly Asp Asp 


Asp 


Asp 


Asp Asp Asp Gly Glu Glu 




450 






455 






460 


Glu 


Tyr 


Asn 


Asp 


Met Asp Asn Ser 


Glu 






465 








470 


473 







<210> 838 
<211> 48 
<212>Amino acid 
<213> Homo sapiens 



<400> 838 
Met Leu Trp Glu 
1 

Pro Thr Val Thr 
20 

Arg Pro Gly Pro 
35 



Thr Gly Cys Ser 
5 

Phe Ala Thr Phe 

Ser Phe Leu Trp 
40 



Ala Ala Cys Arg 
10 

Ser Thr Arg Gly 
25 

Arg Gin Gin Leu 



Val Thr Val Ser 
15 

lie Asp Ala Met 
30 

Ser Gin Gly * 
45 47 



<210> 839 
<211> 116 
<2l2>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (116) 

<223> X = any amino acid or stop code 



<400> 839 



Pro 


Thr Leu Gly Asp 


Gin Pro Asp 


Leu 


His 


Ser lie Thr Arg Ala Ser 


1 


5 






10 


15 


Arg 


Pro Lys Leu Cys 


Thr Arg Lys 


Asn 


Cys 


Asn Pro Leu Thr lie Thr 




20 




25 




30 


Val 


His Asp Pro Asn 


Ser Thr Gin 


Xaa 


Tyr 


Tyr Gly Met Ser Trp Glu 




35 


40 






45 


Leu 


Arg Phe Tyr lie 


Pro Gly Phe 


Asp 


Val 


Gly Thr Met Phe Thr He 




50 


55 






60 


Gin 


Lys lie Leu Val 


Ser Trp Ser 


Pro 


Pro 


Lys Pro He Gly Pro Leu 


65 




70 






75 80 


Thr 


Asp Leu Gly Asp 


Pro Met Phe 


Gin 


Lys 


Pro Pro Asn Lys Val Asp 
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85 90 95 

Leu Thr Val Pro Pro Pro Phe Leu Val lie Lys Asp Thr Leu Gin Lys 

100 105 110 

Phe Glu Lys lie 
115 116 



<210> 840 
<211> 138 
<212>Amino acid 
<213> Homo sapiens 



<220> 

<221> misc_f eature 
<222> (1) . . . (138) 

<223> X = any amino acid or stop code 



<400> 840 



Ser Leu 


Asn 


Asn 


Val Thr Leu 


Pro 


Gin 


Ala 


Lys 


Thr 


Glu Lys Asp Phe 


1 






5 






10 






15 


lie Gin 


»Leu 


Cys 


Thr Pro Gly 


Val 


He 


Lys 


Gin 


Glu 


Lys Leu Gly Thr 






20 






25 








30 


Val Tyr 


Cys 


Gin 


Ala Ser Ser 


Pro 


Gly 


Ala 


Asn 


Met 


He Gly Asn Lys 




35 






40 










45 


Met Ser 


Ala 


He 


Ser Val His 


Gly 


Val 


Ser 


Thr 


Ser 


Gly Gly Gin Met 


50 






55 










60 




Tyr His 


Tyr 


Asp 


Met Asn Thr 


Ala 


Ser 


Leu 


Ser 


Gin 


Gin Xaa Asp Gin 


65 






70 








75 




80 


Lys Pro 


He 


Phe 


Asn Val He 


Pro 


Pro 


He 


Pro 


Val 


Gly Ser Glu Asn 








85 






90 






95 


Trp Asn 


Arg 


Cys 


Gin Gly Ser 


Gly 


Asp 


Asp 


Asn 


Leu 


Thr Ser Leu Gly 






100 






105 








110 


Thr Leu 


Asn 


Phe 


Pro Gly Arg 


Thr 


Val 


Ser 


Phe 


Ser 


Phe Glu Met Glu 




115 






120 










125 


Ser Arg 


Ser 


Val 


Ala Gin Ala 


Gly 


Val 


Gin 








13 0 






135 






138 









<210> 841 
<211> 82 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1)...(82) 

<223> X = any amino acid or stop code 



<400> 841 
Arg His Thr Gin Glu Cys Arg Cys 

1 5 
Thr His Ser His Thr His Ser His 
20 

Thr Thr Pro Arg Cys Ser His Thr 
35 40 
Ala Leu Cys Xaa Ser Xaa Glu Asp 



Pro His Thr His He His Thr His 

10 15 
Thr His Ser His Ser His Ser His 

25 30 
Gin Pro Pro His Ala Gin Ala Pro 
45 

Arg Gly Gin Pro Thr Trp Lys Leu 
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50 55 60 

Cys Ala His Arg Pro ArgVLeu Lys Val lie Lys Glu Gly Gly Trp Leu 
65 70 75 80 

Gly Gly 

82 



<210> 842 
<211> 58 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (58) 

<223> X » any amino acid or stop code 



<400> 842 

Asn Tyr Ser Leu Ser Val Tyr Leu Val Arg Gin Leu Thr Ala Gly Thr 

15 10 15 

Leu Leu Gin Lys Leu Arg Ala Lys Gly He Arg Asn Pro Asp His Ser 

20 25 30 

Arg Ala Leu Ser Glu Xaa His Leu Ser Ser Leu Pro His Leu lie Trp 

35 40 45 

He Gin Val Phe Leu Ala Leu Gin Pro Ser 
50 55 58 



<210> 843 
<211> 230 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (230) 

<223> X = any amino acid or stop code 



<400> 843 

Ala Thr Tyr He Val Asp Phe Gly Phe Ser Thr Thr Phe Arg Glu Gly 

15 10 15 

Gin Met Leu Thr Ala Phe Cys Gly Met Tyr Pro Tyr Val Ala Pro Glu 

20 25 30 

Arg Ser Leu Gly Gin Ala Cys Gin Xaa Pro Ala Arg Asp He Gin Ser 

35 40 45 

Leu Ser Val He Leu Tyr Phe Arg Asn Thr Val , Gly Arg Arg Ala Arg 

50 55 60 

Thr Leu Pro Phe Tyr Ser Ala Glu Ala Ser Lys Leu Gin Glu Lys lie 
65 70 75 80 

Leu Thr Gly Arg Tyr His Ala Pro Pro Leu Leu Ala Leu Gin Leu Asp 

85 90 95 

Ser Leu He Lys Leu Leu Met Leu Asn Ala Arg Lys Cys Pro Ser Leu 

100 105 110 

Xaa Leu Met Lys Asn Pro Trp Val Lys Ser Ser Gin Lys Met Pro Leu 

115 120 125 

He Pro Tyr Glu Glu Pro Leu Arg Gly Pro Pro Gin Thr He Gin Leu 
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130 








135 


140 










Met Val 


Ala 


Met 


Gly Phe 


Gin 


Ala Lys Asn lie Ser 


Val 


Ala 


He 


He 


145 






150 




155 








160 


Glu Arg 


Lys 


Phe 


Asn Tyr 


Pro 


Met Ala Thr Tyr Leu 


He 


Leu 


Glu 


His 








165 




170 






175 




Thr Lys 


Gin 


Glu 


Arg Lys 


Cys 


Ser Thr He Arg Glu 


Leu 


Ser 


Leu 


Pro 






180 






185 




190 






Pro Gly 


Val 


Pro 


Thr Ser 


Pro 


Ser Pro Ser Thr Glu 


Leu 


Ser 


Thr 


Phe 




195 








200 


205 








Pro Leu 


Ser 


Leu 


Met Arg 


Ala 


His Arg Glu Pro Ala 


Phe 


Asn 


Val 


Gin 


210 








215 


220 










Pro Pro 


Glu 


Glu 


Ser Gin 















225 230 



<210> 844 
<211> 258 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (258) 

<223> X = any amino acid or stop code 



<400> 844 
Ala Lys Gin Glu 
1 

Leu Asn Ser Arg 
20 

Ala Arg Gin Gly 
35 

Cys Leu His Val 
50 

Leu Phe Val Ala 
65 

Thr Gly Glu Pro 

Phe Leu Arg He 
100 

Pro Ser Val Val 
115 

Pro Phe Val Arg 
130 

Ala Gly Arg Ala 
145 

Arg Pro Arg Gly 

Arg Pro Leu Arg 
180 

Asn Gly Arg Leu 
195 

Leu Val Gly Glu 
210 

Thr Pro Thr His 
225 

Leu Thr Arg He 

Gly Ala 
258 



Leu Ala Lys Leu 
5 

Val Leu Leu His 



Asp 


Gin Asp Val 




40 


Tyr 


Gin Arg Met 




55 


Gin 


Pro Gly Glu 




70 


Leu 


He Phe Thr 


85 




Ser 


Lys Ser Asp 


Leu 


Ser Ala Ala 




120 


Gin 


Met Asp Phe 




135 


Leu 


Tyr Arg Cys 




150 


Gly 


Asp Leu Gly 


165 




Gin 


Gly Asp Arg 


Arg 


Ser Val He 




200 


Tyr 


Gly Arg Gly 




215 


Xaa 


Pro Leu Ala 




230 


He 


Pro Gly Asn 


245 





Met Arg He Glu 
10 

His Ala Lys Ala 
25 

Ser Leu His Phe 

He Asp Lys Ala 
60 

Leu Val Gly Gin 
75 

Leu Arg Ala Gin 
90 

Phe Tyr Glu He 
105 

His Thr Val Ala 



Ala 


He 


Asp Trp 






140 


Ser 


Ser 


His Arg 






155 


Val 


Val 


Arg Pro 




170 




Ser 


Asp 


Cys Thr 


185 






Gin 


Arg 


Gly Ser 


Asp 


Leu 


He Gly 






220 


Phe 


Ser 


Arg Pro 






235 


Pro 


Gly 


Ser Gly 




250 





Asp Pro Ser Leu 
15 

Gly Thr He He 
30 

Val Leu Trp Gly 
45 

Glu Asp Val Cys 

Leu Ala Val Leu 
80 

Arg Asp Cys Thr 
95 

Met Arg Ala Gin 
110 

Ala Arg Met Ser 
125 

Thr Ala Val Glu 

Ala Ala Gin Ala 
160 

Cys Xaa Pro Pro 
175 

Tyr He Val Leu 
190 

Gly Lys Lys Glu 
205 

Val Val Ser Ala 

Val Pro Arg Gin 
240 

Glu Val Phe Pro 
255 
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<210> 845 
<211> 235 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<22l> misc__f eature 
<222> (1) . . . (235) 

<223> X = any amino acid or stop code 



<400> 845 



His 


Ala 


Ser 


Gly Trp 


Thr 


Pro 


Gly 


1 






5 








Thr 


Ala 


Trp 


Asp Thr 


val 


Ala 


Ser 








20 








Ala 


Ser 


Ala 


Glu Gly 


Arg 


Arg 


Thr 






35 








40 


Pro 


Gly 


Thr 


Gly Ser 


Trp 


Ala 


Glu 




50 








55 




lie 


Pro 


Glu 


Ser Pro 


Pro 


Ser 


Lys 


65 








70 






Glu 


Gly 


Val 


Trp Glu 


Gly 


Thr 


Arg 








85 








Ala 


Ser 


Lys 


Asp Arg 


Arg 


Glu 


Met 








100 








Arg 


Glu 


Asp 


lie Glu 


Gly 


Val 


Arg 






115 








120 


Val 


Leu 


Gly 


Thr He 


Gly 


Pro 


Pro 




130 








135 




Trp 


Glu 


He 


Leu Pro 


Gin 


Ala 


Thr 


145 








150 






Gly 


Ser 


He 


Gly Glu 


Thr 


Thr 


Pro 








165 








Thr 


Pro 


Ala 


Ala Asp 


Val 


Trp 


He 








180 








Trp 


Thr 


Ser 


Met Glu 


Ala 


Ala 


Ser 






195 








200 


Leu 


Asp 


Ala 


Ala Thr 


Gly 


Asp 


Arg 




210 








215 




Thr 


Pro 


Ala 


Val Xaa 


Pro 


Trp 


Gly 


225 








230 







Thr 


Thr 


Gin 


Thr 


Leu Gly Gin 


Gly 




10 






15 




Thr 


Pro 


Gly Thr 


Ser Glu Thr 


Thr 


25 








30 




Pro 


Gly 


Ala 


Thr 


Arg Pro Ala 


Ala 










45 




Gly 


Ser 


Val 


Lys 


Ala Pro Ala 


Pro 








60 






Ser 


Arg 


Ser 


Met 


Ser Asn Thr 


Thr 






75 






80 


Ser 


Ser 


Val 


Thr 


Asn Arg Ala 


Arg 




90 






95 




Thr 


Thr 


Thr 


Lys 


Ala Asp Arg 


Pro 


105 








110 




lie 


Ala 


Leu 


Asp 


Ala Ala Lys 


Lys 










125 




Ala 


Leu 


Val 


Ser 


Glu Thr Leu 


Ala 








140 






Pro 


Val- 


Ser 


Lys 


Gin Gin Ser 


Gin 






155 






160 


Ala 


Ala 


Gly Met 


Trp Thr Leu 


Gly 




170 






175 




Leu 


Gly 


Thr 


Pro 


Ala Ala Asp 


Val 


185 








190 




Gly 


Glu 


Gly 


Ser 


Ala Ala Gly 


Asp 










205 




Gly 


Pro 


Gin 


Ala 


Thr Leu Ser 


Gin 








220 






Pro 


Pro 


Gly 









235 



<210> 846 
<211> 134 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1) . . . (134) 

<223> X = any amino acid or stop code 



<400> 846 
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Ala Gly Thr Ser Gly Thr Gly Asp Thr Gly Pro Gly Asn Thr Ala Val 

15 10 15 

Ser Gly Thr Pro Val Val Ser Pro Gly Ala Thr Pro Gly Ala Pro Gly 

20 25 30 

Ser Ser Thr Pro Gly Glu Ala Asp lie Gly Asn Thr Ser Phe Gly Lys 

35 40 45 

Ser Gly Thr Pro Thr Val Ser Ala Ala Ser Thr Thr Ser Ser Pro Val 

50 55 60 

Ser Lys His Thr Asp Ala Ala Ser Ala Thr Ala Val Thr He Ser Gly 
65 70 75 80 

Ser Lys Pro .Gly Thr Pro Gly Thr Pro Gly Gly Ala Thr Ser Gly Gly 

85 90 95 

Lys He Thr Pro Gly He Ala Xaa Pro Thr Leu Asp Gin Lys Ser Pro 

100 105 110 

Cys Phe Ser Gly Tyr Gly Gly Tyr Phe Pro Val Asn Pro His Gin Asn 

115 120 125 

Pro Cys Ala Asp Ser Leu 
130 134 



<210> 847 

<211> 188 
<212>Amino acid 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<222> (1) . . . (188) 

<223> X = any amino acid or stop code 



<400> 847 



Arg 


Ala 


His 


Arg 


Cys 


Cys 


Leu 


Pro Leu 


Pro 


Ser 


Leu 


Ser 


Cys Glu 


He 


l 








5 








10 








15 




Gin 


He 


Gly 


Phe 


Ser 


Xaa 


Ser 


Ser He 


Phe 


Pro 


Gly Gin 


Xaa Ala 


Cys 








20 








25 










30 




Pro 


Cys 


Ser 


Cys 


Cys 


Arg 


Ser Cys Arg 


Arg 


Asn 


Trp 


Pro 


Gin Ser 


Pro 






35 










40 








45 






Arg 


Cys 
50 


Pro 


His 


His 


Pro 


Pro 
55 


Ala Pro 


Cys 


Ser 


Leu 
60 


Leu 


Leu Ser 


Ser 


Cys 


Leu 


Pro 


Pro 


Pro 


Leu 


Ser 


Cys Ser 


Trp 


Arg 


Gly Thr 


Ser Gly 


Lys 


65 










70 








75 








80 


Pro 


Pro 


Ser 


Gin 


Ser 
85 


Pro 


Ala 


Ala Ser 


Arg 
90 


Ser 


Met 


Arg 


Pro Arg 
95 


Cys 


Ser 


Pro 


Arg 


Thr 


Ser 


Ser 


Leu Arg Gly 


Ala 


Ser 


Cys 


Arg 


Gly Pro 


Gly 








100 








105 










110 




Gly 


Ser 


Ala 
115 


Pro 


Ala 


Ala 


Ala 


Ser Gly 
120 


Pro 


Arg 


Cys 


Arg 
125 


Gly Cys 


Ser 


Arg 


Ser 


Pro 


Arg 


Arg 


Cys 


Ser Arg Ser 


Gly 


Cys 


Ala 


Ala 


Ala Ser 


Pro 




130 










135 








140 








Pro 


Arg 


Ser 


Gin 


Arg 


Arg 


Ser 


Pro Pro 


Leu 


Ser 


Pro 


Pro 


Pro Phe 


Pro 


145 










150 








155 








160 


Thr 


Ser 


Gly 


Thr 


Leu 
165 


Leu 


Leu 


Lys Thr 


Ser 
170 


Arg 


Phe 


Gly 


Ser Ala 
175 


Thr 


Arg 


Glu 


Xaa 


Ser 
180 


Ser 


Pro 


Arg 


Pro Arg 
185 


Pro 


Arg 


Pro 
188 









<210> 848 
<211> 328 
<212>Amino acid 
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<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (328) 

<223> X = any amino acid or stop code 



<400> 848 



Asp 


Asp 


Val 


Pro 


Pro 


Pro 


Ala 


Pro 


Asp 


Leu 


Tyr Asp 


Val Pro Pro Gly 


1 








5 










10 






15 


Leu 


Arg 


Arg 


Pro 


Gly 


Pro Gly 


Thr 


Leu 


Tyr 


Asp Val 


Pro Arg Glu Arg 








20 










25 








30 


Val 


Leu 


Pro 


Pro 


Glu 


Val 


Ala 


Asp 


Gly 


Gly 


Val 


Val 


Asp Ser Gly Val 






35 










40 










45 


Tyr 


Ala 


Val 


Pro 


Pro 


Pro 


Ala 


Glu 


Arg 


Glu 


Ala 


Pro 


Ala Glu Gly Lys 




50 










55 










60 




Arg 


Leu 


Ser 


Ala 


Ser 


Ser 


Thr 


Gly 


Ser 


Thr 


Arg 


Ser 


Ser Gin Ser Ala 


65 










70 










75 




80 


Ser 


Ser 


Leu 


Glu 


Val 


Ala Gly 


Pro 


Gly 


Arg 


Glu 


Pro 


Leu Glu Leu Glu 










85 










90 






95 


Val 


Ala 


Val 


Glu 


Ala 


Leu 


Ala 


Arg 


Leu 


Gin 


Gin Gly 


Val Ser Ala Thr 








100 










105 








110 


Val 


Ala 


His 


Leu 


Leu 


Asp 


Leu 


Ala 


Gly 


Ser 


Ala Gly 


Ala Thr Gly Ser 






115 










120 










125 


Trp 


Arg 


Ser 


Pro 


Ser 


Glu 


Pro 


Gin 


Glu 


Pro 


Leu 


Val 


Gin Asp Leu Gin 




130 










135 










140 




Ala 


Ala 


Val 


Ala 


Ala 


Val 


Gin 


Ser 


Ala 


Val 


His 


Glu 


Leu Leu Glu Phe 


145 










150 










155 




160 


Ala 


Arg 


Ser 


Ala 


Val 


Gly Asn 


Ala 


Ala 


His 


Thr 


Ser 


Asp Arg Ala Leu 










165 










170 






175 


His 


Ala 


Lys 


Leu 


Ser 


Arg 


Gin 


Leu 


Gin 


Lys 


Met 


Glu 


Asp Val His Gin 








180 










185 








190 


Thr 


Leu 


Val 


Ala 


His 


Gly Gin 


Ala 


Leu 


Asp 


Ala Gly 


Arg Gly Gly Ser 






195 










200 










205 


Gly 


Ala 


Thr 


Leu 


Glu 


Asp 


Leu 


Asp 


Arg 


Leu 


Val 


Ala 


Cys Ser Arg Ala 




210 










215 










220 




Val 


Pro 


Glu 


Asp 


Ala 


Lys 


Gin 


Leu 


Ala 


Ser 


Phe 


Leu 


His Gly Asn Ala 


225 










230 










235 




240 


Ser 


Leu 


Leu 


Phe 


Arg 


Arg 


Thr 


Lys 


Ala 


Thr 


Ala 


Pro 


Gly Pro Glu Gly 










245 










250 






255 


Gly 


Gly 


Thr 


Leu 


His 


Pro 


Asn 


Pro 


Thr 


Asp 


Lys 


Thr 


Ser Ser lie Gin 








260 










265 








270 


Ser 


Arg 


Pro 


Leu 


Pro 


Ser 


Pro 


Pro 


Lys 


Phe 


Thr 


Ser 


Gin Asp Ser Pro 






275 










280 










285 


Asp 


Gly 


Gin 


Tyr 


Glu 


Asn 


Ser 


Glu 


Gly 


Gly 


Trp 


Met 


Glu Asp Tyr Asp 




290 










295 










300 




Tyr 


Val 


His 


Leu 


Thr 


Gly Gly 


Arg 


Arg 


Ser 


Phe 


Xaa 


Lys Thr Gin Lys 


305 










310 










315 




320 


Glu 


Leu 


Leu 


Gly 


Lys 


Arg Ala 


Ala 













325 328 



<210> 849 
<211> 98 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc__f eature 
<222> (1) . . . (98) 
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any amino acid or stop code 



<400> 849 



Met Ala Thr Asp 


Glu 


Glu Asn 


Val 


Tyr Gly 


Leu Glu Glu Asn Ala 


Gin 


1 


5 






10 


15 




Ser Arg Gin Glu 


Ser 


Thr Arg 


Arg 


Leu He 


Leu Val Gly Arg Thr 


Gly 


20 








25 


30 




Ala Gly Lys Ser 


Ala 


Thr Gly 


Asn 


Ser He 


Leu Gly Gin Arg Arg 


Phe 


35 






40 




45 




Phe Ser Arg Leu 


Gly 


Ala Thr 


Ser 


Val Thr 


Arg Ala Cys Thr Thr 


Gly 


50 




55 






60 




Ser Arg Arg Trp 


Asp 


Lys Cys 


His 


Val Glu 


Val Val Asp Thr Pro 


Asp 


65 




70 






75 


80 


He Phe Ser Ser 


Gin 


Val Ser 


Lys 


Thr Asp 


Pro Gly Cys Glu Glu 


Arg 




85 






90 


95 





Xaa * 
97 



<210> 850 
<211> 94 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (94) 

<223> X = any amino acid or stop code 



<400> 850 



Thr Leu 


Gly Leu 


Arg 


Ser Leu Thr Lys Glu 


Gly Gly Gly Gly Gly Asp 


1 




5 


10 


15 


Val Ala 


Ala Phe 


Glu 


Val Gly Thr Gly Ala 


Ala Ala Ser Arg Ala Leu 




20 




25 


30 


Gly Gin 


Cys Gly 


Gin 


Leu Gin Lys Leu He 


Val He Phe He Gly Ser 




35 




40 


45 


Leu Cys 


Gly Leu 


Cys 


Thr Lys Cys Ala Val 


Ser Asn Asp Leu Thr Gin 


50 






55 


60 


Gin Glu 


He Gin 


Thr 


Pro Glu He Gin Gin 


Arg Asn Ala Xaa Cys Asp 


65 






70 


75 80 


Ser Arg 


Val Thr 


Phe 


Thr Asn Glu Gly Gly 


Arg Trp Trp Gly 






85 


90 


94 



<210>. 851 
<211> 50 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (50) 

<223> X = any amino acid or stop code 



WO 01/53455 

<223> X = 
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<400> 851 

Phe Phe Phe Leu Val Glu Thr Arg Phe His His lie Gly Gin Ala Gly 

1 5 10 15 

Leu Glu Leu Leu Thr Leu Ser lie Lys Xaa Ser Ala Arg Leu Gly Leu 

20 25 * 30 

Pro Lys Cys Trp Asp Asp Arg Arg Glu Pro Pro Tyr Leu Ala Gly Phe 
35 40 45 

Met He 
50 



<210> 852 
<211> 143 
<212>Amino acid 
<213> Homo sapiens 



<400> 852 

Arg Arg Ser Pro Pro Pro Ala Pro Pro Pro Leu Pro Ser Pro Leu Ser 

15 10 15 

Pro Pro ' Pro Arg Ala Pro Val Ser Pro Ala Ser Thr Met Pro He Leu 

20 25 30 

Leu Phe Leu He Asp Thr Ser Ala Ser Met Asn Gin Arg Ser His Leu 

35 40 45 

Gly Thr Thr Tyr Leu Asp Thr Ala Lys Gly Ala Val Glu Thr Phe Met 

50 55 60 

Lys Leu Arg Ala Arg Asp Pro Ala Ser Arg Gly Asp Arg Tyr Met Leu 
65 70 75 80 

Val Thr Phe Glu Glu Pro Pro Tyr Ala He Lys Ala Gly Trp Lys Glu 

85 90 95 

Asn His Ala Thr Phe Met Asn Glu Leu Lys Asn Leu Gin Ala Glu Gly 

100 105 110 

Leu Thr Thr Leu Gly Gin Ser Leu Arg Thr Ala Phe Asp Leu Leu Asn 

115 120 125 

Leu Asn Arg Leu Val Thr Gly He Asp Asn Tyr Gly Gin Val Gly 
130 135 140 143 



<210> 853 
<211> 154 
<2l2>Amino acid 
<213> Homo sapiens 



<400> 853 
Asn Cys Arg Thr Tyr Val Phe Cys 

1 5 
Phe Leu His Gly Ser Pro Leu Ser 
20 

Leu Leu Cys Gly Ser Ala Glu Asn 
35 40 
Thr Met Ala Ala Gly Val Ser Leu 

50 55 
Leu Ser Thr Ala He Leu Cys Pro 

65 70 
Ser Ser Glu Val Glu Trp Gly Thr 



Phe Val Leu Val Phe Arg Leu Leu 

10 15 
Pro Ser Leu Leu Ser Arg Ala Gly 

25 30 
Pro Thr Pro Phe Leu Cys Gly He 
45 

Leu Ala Leu Val Val Arg Val He 
60 

Ser Gly Ala Ser Arg Arg Gin Arg 
75 80 
Asp Ser Gly Val Tyr Arg Leu Tyr 
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85 90 95 

Cys Trp Arg Val Gly Phe Leu Gly Pro Gly Gly Glu Leu Arg Leu Gly 

100 105 110 

Leu Ser Glu Ala Arg Gly Gly Arg Val Trp Gly Arg Gly Glu Lys Arg 

115 120 125 

Cys Arg Val Trp Ala Val Arg Ser Leu Arg Lys Gly Phe Gly Ser Val 

130 135 140 

Ala Ala Leu Arg Arg Gly lie Trp Ala Gly 
145 150 154 



<210> 854 
<211> 90 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1) . . . (90) 

<223> X = any amino acid or stop code 



<400> 854 
Val Thr Pro Thr Pro Pro Gin Tyr 

1 5 
Phe He Ala Cys Ser He Phe Leu 
20 

Met Leu Leu Thr Val Ala Leu Val 
35 40 
Ser Gin Cys Trp Gin Arg Asp Cys 

50 55 
Thr Glu Pro Ser Gly Thr Asn Arg 

65 70 
Ala Ser Leu Pro Ala Pro Ser Ser 
85 



Tyr Thr Cys Ser Cys Val Leu Gly 

10 15 
Gin Met Ser Leu Lys Pro Lys Val 

25 30 
Ala Cys Leu Val Leu Phe Asn Leu 
45 

Cys Ser Gin Gly Leu Gly Asn Leu 
60 

Xaa Gly Pro Ala Ala Val Ser Trp 
75 80 

Cys Arg 
90 



<210> 855 
<211> 61 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1) . . . (61) 

<223> X = any amino acid or stop code 



<400> 855 

Gly Lys Ala Gly Gly Ala Ala Gly Leu Phe Ala Lys Gin Val Gin Lys 

15 10 15 

Lys Phe Ser Arg Ala Gin Glu Lys Xaa Thr Arg Arg Phe Gly Lys Thr 

20 25 30 

Cys Gin Pro Glu Glu Arg Ala Arg Glu Glu Arg Gin Glu Gly Pro Glu 

35 40 45 

He Glu Phe Gly Phe Ser Phe Phe Ser Leu Ser Leu Tyr 

50 55 60 61 
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<210> 856 
<211> 779 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (779) 

<223> X =» any amino acid or stop code 



<400> 856 

Pro Lys Arg Leu Phe Leu Phe Gin Asp Val Asn Thr Leu Gin Gly Gly 

1 . 5 10 15 

Gly Gin Pro Val Val Thr Pro Ser Val Gin Pro Ser Leu Gin Pro Ala 

20 25 30 

His Pro Ala Leu Pro Gin Met Thr Ser Gin Ala Pro Gin Pro Ser Val 

35 40 45 

Thr Gly Leu Gin Ala Pro Ser Ala Ala Leu Met Gin Val Ser Ser Leu 

50 55 60 

Asp Ser His Ser Ala Val Ser Gly Asn Ala Gin Ser Phe Gin Pro Tyr 
65 70 75 80 

Ala Gly Met Gin Ala Tyr Ala Tyr Pro Gin Ala Ser Ala Val Thr Ser 

85 90 95 

Gin Leu Gin Pro Val Arg Pro Leu Tyr Pro Ala Pro Leu Ser Gin Pro 

100 105 110 

Pro His Phe Gin Gly Ser Gly Asp Met Ala Ser Phe Leu Met Thr Glu 

115 120 125 

Ala Arg Gin His Asn Thr Glu lie Arg Met Ala Val Ser Lys Val Ala 

130 135 140 

Asp Lys Met Asp His Leu Met Thr Lys Val Glu Glu Leu Gin Lys His 
145 150 155 160 

Ser Ala Gly Asn Ser Met Leu He Pro Ser Met Ser Val Thr Met Glu 

165 170 175 

Thr Ser Met He Met Ser Asn He Gin Arg He He Gin Glu Asn Glu 

180 185 190 

Arg Leu Lys Gin Glu He Leu Glu Lys Ser Asn Arg He Glu Glu Gin 

195 200 205 

Asn Asp Lys He Ser Glu Leu He Glu Arg Asn Gin Arg Tyr Val Glu 

210 215 220 

Gin Ser Asn Leu Met Met Glu Lys Arg Asn Asn Ser Leu Gin Thr Ala 
225 230 235 240 

Thr Glu Asn Thr Gin Ala Arg Val Leu His Ala Glu Gin Glu Lys Ala 

245 250 255 

Lys Val Thr Glu Glu Leu Ala Ala Ala Thr Ala Gin Val Ser His Leu 

260 265 270 

Gin Leu Lys Met Thr Ala His Gin Lys Lys Glu Thr Glu Leu Gin Met 

275 280 285 

Gin Leu Thr Glu Ser Leu Lys Glu Thr Asp Leu Leu Arg Gly Gin Leu 

290 . 295 300 

Thr Lys Val Gin Ala Lys Leu Ser Glu Leu Gin Glu Thr Ser Glu Gin 
305 310 315 320 

Ala Gin Ser Lys Phe Lys Ser Glu Lys Gin Asn Arg Lys Gin Leu Glu 

325 330 335 

Leu Lys Val Thr Ser Leu Glu Glu -Glu Leu Thr Asp Leu Arg Val Glu 

340 345 350 

Lys Glu Ser Leu Glu Lys Asn Leu Ser Glu Arg Lys Lys Lys Ser Ala 

355 360 365 

Gin Glu Arg Ser Gin Ala Glu Glu Glu He Asp Glu He Arg Lys Ser 
370 375 380 
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Tyr 


Gin 


Glu 


Glu 


Leu Asp 


Lys 


Leu 


Arg 


385 








390 








val 


Ser 


Thr 


Asp 


Gin Ala 


Ala 


Ala 


ValU 










405 








Glu 


Leu 


Gin 


Thr 


Gin Trp Glu 


Ala 


Lys 








420 








425 


Ala 


Lys 


Asp 


Glu 


His Leu 


Gin 


Gin 


Tyr 






435 








440 




Asp 


Ala 


Tyr 


Gin 


Gin Lys Leu 


val 


Gin 




450 








455 






Phe 


Ala 


Cys 


Leu 


Ala Leu 


Gin 


Ala 


Gin 


465 








470 








Asn 


Glu 


Gin 


His 


lie Lys Glu 


Leu 


Glu 










485 








Gly 


Val 


Glu 


Ala 


Ala Ala 


Ser 


Asp 


Pro 








500 








505 


Met 


Asn 


Gin 


Val 


Phe Gin 


Ser 


Leu 


Arg 






515 








520 




Ser 


Tyr 


Asn 


Gly 


Arg Thr 


lie 


Leu 


Gly 




53 0 








535 






Met 


Val 


Thr 


Leu 


Gin Leu 


Leu 


Asn 


Gin 


545 








550 








Ser 


Ser 


Ser 


Glu 


Glu Glu 


Glu 


Glu 


Lys 










565 








Pro 


Ser 


Gin 


Glu 


Gin Ser 


Ala 


Ser 


Ala 








580 








585 


Pro 


Leu 


Asn 


Arg 


Glu Arg 


Pro 


Glu 


Ser 






595 








600 




Val 


Val 


Glu 


Glu 


Ala Val 


Pro 


Leu 


Pro 




610 








615 






Gin 


Asp 


Gly 


His 


Arg Arg Lys 


Gly 


Asp 


625 








630 








Glu 


lie 


Lys 


Asp 


Gly Ser Leu 


Pro 


Pro 










645 








His 


Arg 


Val 


Leu 


Gly Pro 


Pro 


Thr 


Ser 








660 








665 


Pro 


Val 


Ser 


Met 


Asp Ser 


Glu 


Cys 


Glu 






675 








680 




Met 


Ala 


Ala 


Lys 


Pro Asp 


Asn 


Pro 


Ser 




690 








695 






Lys 


Xaa 


Ala 


Pro 


Asp Gly Pro 


Thr 


Tyr 


705 








710 








Phe 


Pro 


Gly 


Phe 


Gin Asp 


Pro 


Glu 


Glu 










725 








Leu 


Glu 


Ser 


Pro 


Gly Glu Pro 


Gin 


Pro 








740 








745 


Asp 


Val 


His 


Xaa 


Val Pro 


Pro 


Val 


Pro 






755 








760 




Gin 


Glu 


Gly 


Arg 


Phe Pro 


Gin 


Phe 


Cys 




770 








775 
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Gin 


Leu 


Leu 


Lys 


Lys 


Thr 


Arg 




395 










400 


Gin 


Leu 


Ser 


Leu 


Val 


Gin 


Ala 


410 










415 




Cys 


Glu 


Hxs 


Leu 


Leu 


Ala 


Ser 










430 






Gin 


Glu 


val 


Cys 


Ala 


Gin 


Arg 








445 








Leu 


Lrin 


G1U 


Lys 


Ser 


val 


Cys 






460 










lie 


Thr 


TV 1 — . 

Ala 


Leu 


Thr 


Lys 


Gin 




475 










480 


Lys 


Asn 


Lys 


Ser 


Gin 


Met 


Ser 


490 










495 




Ser 


Glu 


Lys 


Val 


Lys 


Lys 


He 










510 






Arg 


Glu 


Phe 


Glu 


Leu 


Glu 


Glu 








525 








Thr 


He 


Met 


Asn 


Thr 


He 


Lys 






540 










Gin 


Glu 


Gin 


Glu 


Lys 


Glu 


Glu 




555 










560 


Ala 


Glu 


Glu 


Arg 


Pro 


Arg 


Arg 


570 










575 




Ser 


Ser 


Gly 


Gin 


Pro 


Gin 


Ala 










590 






Pro 


Met 


Val 


Pro 


Ser 


Glu 


Gin 








605 








Pro 


Gin 


Ala 


Leu 


Thr 


Thr 


Ser 






620 










Ser 


Glu 


Ala 


Glu 


Ala 


Leu 


Ser 




635 










640 


Glu 


Leu 


Ser 


Cys 


He 


Pro 


Ser 


650 










655 




He 


Pro 


Pro 


Glu 


Pro 


Leu 


Gly 










670 






Glu 


Ser 


Leu 


Ala 


Ala 


Ser 


Pro 








685 








Gly 


Lys 


Val 


Cys 


Val 


Gin 


Gly 






700 










Lys 


Glu 


Ser 


Ser 


Thr 


Arg 


Leu 




715 










720 


Gly 


Asp 


Pro 


Leu 


Ala 


Leu 


Gly 


730 










735 




Pro 


Gin 


Leu 


Gin 


Gly 


Lys 


Val 










750 






His 


Lys 


Gly 


Ala 


Phe 


Gin 


Glu 



765 



Arg Glu 
779 



<210> 857 
<211> 510 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (510) 

<223> X = any amino acid or stop code 



473 



WO 01/53455 



PCT/US00/35017 



<400> 857 



Ser 


Glu 


Thr 


Ala 


Gin 


Gin 


He 


He 


Asp 


Arg 


Leu 


Arg 


Val 


Lys 


Leu 


Ala 


JL 








b 










10 










15 




Lys 


Glu 


Pro 


Gly 


Ala 


Asn 


Leu 


Phe 


Leu 


Met 


Ala 


Val 


Gin 


Asp 


He 


Arg 








20 










25 










30 






Val 


Gly 


Gly 


Arg 


Gin 


Ser 


Asn 


Ala 


Ser 


Tyr 


Gin 


Tyr 


Thr 


Leu 


Leu 


Ser 






35 










40 










45 








Asp 


Asp 


Leu 


Ala 


Ala 


Leu 


Arg 


Glu 


Trp 


Glu 


Pro 


Lys 


lie 


Arg 


Lys 


Lys 




50 










55 










60 










Leu 


Ala 


Thr 


Leu 


Pro 


Glu 


Leu 


Ala 


Asp 


Val 


Asn 


Ser 


Asp 


Gin 


Gin 


Asp 


65 










70 










75 










80 


Asn 


Gly 


Ala 


Glu 


Met 


Asn 


Leu 


Val 


Tyr 


Asp Arg 


Asp 


Thr 


Met 


Ala 


Arg 










85 










90 










95 




Leu 


G1 Y 


lie 


Asp 


Val 


Gin 


Ala 


Ala 


Asn 


Ser 


Leu 


Leu 


Asn 


Asn 


Ala 


Phe 








100 










105 










110 






Gly 


Gin 


Arg 


Gin 


He 


Ser 


Thr 


He 


Tyr 


Gin 


Pro 


Met 


Asn 


Gin 


Tyr 


Lys 






115 










12 0 










125 








Val 


Val 


Met 


Glu 


Val 


Asp 


Pro 


Arg 


Tyr 


Thr 


Gin 


Asp 


He 


Ser 


Ala 


Leu 




130 










135 










140 










Glu 


Lys 


Met 


Phe 


Val 


He 


Asn 


Asn 


Glu 


Gly Lys 


Ala 


He 


Pro 


Leu 


Ser 


145 










150 










155 










160 


Tyr 


Phe 


Ala 


Lys 


Trp 


Gin 


Pro 


Ala 


Asn 


Ala 


Pro 


Leu 


Ser 


Val 


Asn 


His 










165 










170 










175 




Gin 


Gly 


Leu 


Ser 


Ala 


Ala 


Leu 


Thr 


He 


Ser 


Phe 


Asn 


Leu 


Pro 


Thr 


Gly 








180 










185 










190 






Lys 


Ser 


Leu 


Ser 


Asp 


Ala 


Ser 


Ala 


Ala 


He 


Asp 


Arg 


Ala 


Met 


Ser 


Gin 






195 










200 










205 








Leu 


Gly 


Val 


Pro 


Ser 


Thr 


Val 


Arg 


Gly 


Ser 


Phe 


Ala 


Gly 


Pro 


Ala 


Gin 




210 










215 










220 










Val 


Phe 


Gin 


Glu 


Thr 


Met 


Asn 


Ser 


Gin 


Val 


He 


Leu 


He 


He 


Ala 


Ala 


225 










230 










235 










240 


lie 


Ala 


Thr 


Val 


Tyr 


He 


Val 


Leu 


Gly 


He 


Pro 


Tyr 


Glu 


Arg 


Tyr 


Val 










245 










250 










255 




His 


Pro 


Pro 


Thr 


He 


Leu 


Leu 


Xaa 


Arg 


Pro Gly 


Ala 


Asn 


Leu 


Phe 


Leu 








260 










265 










270 






Met 


Ala 


Val 


Gin 


Asp 


He 


Arg 


Val 


Gly 


Gly Arg 


Gin 


Ser 


Asn 


Ala 


Ser 






275 










280 










285 








Tyr 


Gin 


Tyr 


Thr 


Leu 


Leu 


Ser 


Asp 


Asp 


Leu 


Ala 


Ala 


Leu 


Arg 


Glu 


Trp 




290 










295 










300 










Glu 


Pro 


Lys 


He 


Arg 


Lys 


Lys 


Leu 


Ala 


Thr 


Leu 


Pro 


Glu 


Leu 


Ala 


Asp 


305 










310 










315 










320 


Val 


Asn 


Ser 


Asp 


Gin 


Gin 


Asp 


Asn 


Gly 


Ala 


GlU 


Met 


Asn 


Leu 


Val 


Tyr 










325 










330 










335 




Asp 


Arg 


Asp 


Thr 


Met 


Ala 


Arg 


Leu 


Gly 


He 


Asp 


Val 


Gin 


Ala 


Ala 


Asn 








340 










345 










350 






Ser 


Leu 


Leu 


Asn 


Asn 


Ala 


Phe 


Gly 


Gin 


Arg 


Gin 


He 


Ser 


Thr 


He 


Tyr 






i e c 
355 










360 










365 








Gill 


Pro 


Met 


Asn 


Gin 


Tyr 


Lys 


Val 


Val 


Met 


Glu 


Val 


Asp 


Pro 


Arg 


Tyr 




"5 t n 










375 










380 










Thr 


Gin 


Asp 


He 


Ser 


Ala 


Leu 


Glu 


Lys 


Met 


Phe 


Val 


He 


Asn 


Asn 


Glu 


385 










390 










395 










400 


Gly 


Lys 


Ala 


lie 


Pro 


Leu 


Ser 


Tyr 


Phe 


Ala 


Lys 


Trp 


Gin 


Pro 


Ala 


Asn 










405 










410 










415 




Ala 


Pro 


Leu 


Ser 


Val 


Asn 


His 


Gin 


Gly 


Leu 


Ser 


Ala 


Ala 


Leu 


Thr 


He 








420 










425 










430 






Ser 


Phe 


Asn 


Leu 


Pro 


Thr 


Gly 


Lys 


Ser 


Leu 


Ser 


Asp 


Ala 


Ser 


Ala 


Ala 






435 










440 










445 








lie 


Asp 


Arg 


Ala 


Met 


Ser 


Gin 


Leu 


Gly 


Val 


Pro 


Ser 


Thr 


Val 


Arg 


Gly 




450 










455 










460 










Ser 


Phe 


Ala 


Gly 


Pro 


Ala 


Gin 


Val 


Phe 


Gin 


Glu 


Thr 


Met 


Asn 


Ser 


Gin 


465 










470 










475 










480 


Val 


lie 


Leu 


He 


He 


Ala 


Ala 


He 


Ala 


Thr 


Val 


Tyr 


He 


Val 


Leu 


Gly 
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485 490 495 

lie Pro Tyr Glu Arg Tyr Val His Pro Pro Thr lie Leu Leu 
500 505 510 



<210> 858 
<211> 137 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1) . . . (137) 

<223> X = any amino acid or stop code 



<400> 858 



lie lie 


Thr 


Pro 


Asp Ala Met 


Gly 


Cys 


Gin 


Lys Asp 


He 


Ala 


Glu 


Lys 


1 






5 








10 










15 




He Gin 


Lys 


Gin 


Gly Gly Asp 


Tyr 


Leu 


Phe 


Ala 


Val 


Lys 


Gly Asn Gin 






20 








25 










30 






Gly Arg 


Leu 


Asn 


Lys Ala 


Phe 


Glu 


Glu 


Lys 


Phe 


Pro 


Leu 


Lys 


Glu 


Leu 




35 








40 










45 








Asn Asn 


Pro 


Glu 


His Asp 


Ser 


Tyr 


Ala 


He 


Ser 


Glu 


Lys 


Ser 


His 


Gly 


50 








55 










60 










Arg Glu 


Glu 


He 


Arg Leu 


His 


He 


Val 


Cys 


Asp 


Val 


Pro 


Asp 


Glu 


Leu 


65 






70 










75 










80 


He Asp 


Phe 


Thr 


Phe Glu 


Trp 


Lys 


Gly 


Leu 


Lys 


Lys 


Leu 


Cys 


Val 


Ala 








85 








90 










95 




Val Ser 


Phe 


Arg 


Ser He 


He 


Ala 


Glu 


Gin 


Lys 


Lys 


Glu 


Pro 


Glu 


Met 






100 








105 










110 






Thr Val 


Arg 


Tyr 


Asn He 


Ser 


Xaa 


Leu 


Gly 


He Ala Gly Asp 


He 


Ser 




115 








12 0 










125 








Val Thr 


Ala 


lie 


Ser Gly Thr 


Asp 


Asp 
















130 








135 




137 

















<210> 859 
<211> 123 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (123) 

<223> X = any amino acid or stop code 



<400> 859 
His Tyr Leu Lys Met Leu Thr Gin 

1 5 
Asn Ala Tyr Phe Phe Pro Gly Tyr 
20 

Ala Ala Arg Arg Gly Val Arg He 
35 40 
Asp Met Pro He Val Arg Val Gly 

50 55 
Val Lys Gly Gly Val Gin Val Phe 



Ala Arg Arg Glu Val He He Ala 

10 15 
Arg Phe Leu His Ala Leu Arg Lys 

25 30 
Lys Leu He He Gin Gly Glu Pro 
45 

Ala Arg Leu Leu Tyr Asn Tyr Leu 
60 

Glu Tyr Arg Arg Arg Pro Leu His 
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65 70 75 80 

Gly Lys Val Ala Leu Met Asp Asp His Trp Ala Thr Val Gly Ser Ser 

85 90 95 

Asn Leu His Pro Val Ser Xaa Ser Gly Asn Leu Gin Ala Asn Val lie 

100 105 110 

Leu His Val Leu Arg Val Pro Thr Leu Asn Pro 
115 120 123 



<210> 860 
<211> 190 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (190) 

<223> X » any amino acid or stop code 



<400> 860 



Cys Trp 


Ser 


Lys 


Ser 


Ala 


Ala Phe 


His 


Ser 


Lys 


Leu Ala Thr Thr Cys 


1 






5 








10 




15 


He Val 


Pro 


Val 


Cys 


Ala 


Ala Gly His 


Cys 


Ser Ala Ala Trp Xaa Ser 






20 








25 






30 


Leu Arg 


Pro 


He 


Glu 


Ala 


Leu Ala 


Lys 


Glu 


Val Arg Glu Leu Lys Xaa 




35 








40 








45 


His Thr 


Arg Xaa 


Leu 


Leu 


Asn Pro 


Ala 


Thr 


Thr Arg Glu Leu Thr Ser 


50 










55 








60 


Leu Gly 


Arg Asn 


Leu 


Asn 


Arg Leu Leu 


Lys 


Ser 


Glu Arg Glu Arg Tyr 


65 








70 








75 


80 


Asp Lys 


Tyr Arg 


Thr 


Thr 


Leu Thr Asp 


Leu 


Thr 


His Ser Leu Lys Thr 








85 








90 




95 


Pro Leu 


Ala 


Val 


Leu 


Gin 


Ser Thr 


Leu 


Arg 


Ser 


Leu Arg Ser Glu Lys 






100 








105 






110 


Met Ser 


Val 


Ser 


Asp 


Ala 


Glu Pro 


Val 


Met 


Leu 


Glu Gin He Ser Arg 




115 








120 








125 


He Ser 


Gin 


Gin 


He 


Gly 


Tyr Tyr 


Leu 


His 


Arg 


Ala Ser Met Arg Gly 


130 










135 








140 


Gly Thr 


Leu 


Leu 


Ser 


Arg 


Glu Leu 


His 


Pro 


Val 


Ala Pro Leu Leu Asp 


145 








150 








155 


160 


Asn Leu 


Thr 


Ser 


Ala 


Leu 


He Lys 


Gly 


Lys 


Pro 


Arg Lys Gly Gly Asn 








165 








i70 




175 


Val Thr 


Val 


Phe 


Pro 


Phe 


Thr Ala 


Met 


Tyr 


Arg Asp Gly His 






180 








185 






190 



<210> 861 
<211> 241 
<212>Amino acid 
<213> Homo sapiens 



<400> 861 

Gly Asn Thr Val Met Phe Gin His Leu Met Gin Lys Arg Lys His Thr 

15 io 15 

Gin Trp Thr Tyr Gly Pro Leu Thr Ser Thr Leu Tyr Asp Leu Thr Glu 
20 25 30 
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lie Asp Ser Ser Gly Asp Glu Gin Ser Leu Leu Glu Leu lie He Thr 

35 40 45 

Thr Lys Lys Arg Glu Ala Arg Gin He Leu Asp Gin Thr Pro Val Lys 

50 55 60 

Glu Leu Val Ser Leu Lys Trp Lys Arg Tyr Gly Arg Pro Tyr Phe Cys 
65 70 75 80 

Met Leu Gly Ala He Tyr Leu Leu Tyr He He Cys Phe Thr Met Cys 

85 90 95 

Cys He Tyr Arg Pro Leu Lys Pro Arg Thr Asn Asn Arg Thr Ser Pro 

100 105 110 

Arg Asp Asn Thr Leu Leu Gin Gin Lys Leu Leu Gin Glu Ala Tyr Met 

115 120 125 

Thr Pro Lys Asp Asp He Arg Leu Val Gly Glu Leu Val Thr Val He 

130 135 140 

Gly Ala He He He Leu Leu Val Glu Val Pro Asp He Phe Arg Met 
145 150 155 160 

Gly Val Thr Arg Phe Phe Gly Gin Thr He Leu Gly Gly Pro- Phe His 

165 170 175 

Val Leu He He Thr Tyr Ala Phe Met Val Leu Val Thr Met Val Met 

180 185 190 

Arg Leu He Ser Ala Ser Gly Glu Val Val Pro Met Ser Phe Ala Leu 

195 200 205 

Val Leu Gly Trp Cys Asn t Val Met Tyr Phe Ala Arg Gly Phe Gin Met 

210 215 220 

Leu Gly Pro Phe Thr He Met He Gin Lys Met He Phe Gly Asp Leu 
225 230 235 240 

Met 
241 



<210> 862 
<211> 45 
<212>Amino acid 
<213> Homo sapiens 



<400> 862 

Glu Lys Ala Ala Ala Ala Asn He Asp Glu Val Gin Lys Ser Asp Val 

15 10 15 

Ser Ser Thr Gly Gin Gly Val He Asp Lys Asp Ala Leu Gly Pro Met 

20 25 30 

Met Leu Glu Val Ala His Leu His Phe Ser Ala Val Phe 
35 40 45 



<210> 863 
<211> 120 
<212>Amino acid 
<213> Homo sapiens 



<400> 863 
Leu Glu Val Pro Ser Glu Val Thr 

1 5 
Thr Lys Thr Leu Leu Leu Arg Thr 
20 

Met Glu Lys Asn Lys Gly Trp Ala 
35 40 



Pro Leu Gly Phe Ala Met Gin Ala 

10 15 
Cys Cys Leu Gin Glu Phe Asn He 

25 30 
Leu Leu Gly Gly Lys Asp Gly His 
45 
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Leu Gin Gly Leu Phe Leu Leu Ala 

50 55 
Leu Leu Ala Gin Lys Val Met Tyr 

65 70 
Gly Asn Asp Lys His Lys Leu Thr 
85 

Leu Arg Ser Pro Val Ala Lys Arg 
100 

Arg Phe Lys Asp Trp Leu Gin Asp 
115 120 



Asn Ala Leu Leu Glu Arg Asn Gin 
60 

Leu Leu Val Pro Leu Leu Asn Arg 
75 80 
Ser Ala Gly Phe Phe Val Glu Leu 

90 95 
Leu Pro Ser He Tyr Ser Val Ala 
105 110 



<210> 864 
<211> 124 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (124) 

<223> X = any amino acid or stop code 



<400> 864 



Arg 


Pro 


Ala 


Pro Ala Pro Ser Ala Ala 


Pro Glu Glu 


Ala 


Pro 


Ser 


Pro 


1 






5 


10 






15 




Gly Val 


Lys 


Gly Arg Gly Met Ala Lys 


Arg Arg Val 


Pro 


Ala 


Pro 


Val 








20 25 






30 






Trp Gly 


Gly 


Ala Gly Gly Gly Thr Lys 


Ser Ala Arg Arg Ala Ala Ala 






35 


40 




45 








Ala 


Pro 


Asp 


Thr Glu Arg Ser Glu Glu 


Gly Gly Arg Ala Val 


Lys 


Glu 




50 




55 


60 










Ala 


Tyr 


Pro 


Ser Ser Arg Gin Pro Pro 


Pro Pro Ser 


Pro 


Xaa 


Pro 


Leu 


65 






70 


75 








80 


Arg 


Cys 


Ala 


Arg Arg Cys His Pro Asn 


Leu Ala Pro 


Ser 


Met 


Pro 


He 








85 


90 






95 




Ser 


Asn 


Arg 


Glu Gly Lys Gly Lys Arg 


Arg Glu Glu 


Lys 


He 


Arg 


Pro 








100 105 






110 






Leu 


Ser 


Pro 


Ala Ser Thr His Thr Ser' 


Ala Arg Ala 














115 


120 


124 











<210> 865 
<211> 120 
<212>Amino acid 
<213> Homo sapiens 



<400> 865 
Leu Gin Gly Val His Gly Ser Ser 

1 5 
Ser Asp Phe Asp Pro Leu Glu Tyr 
20 

Arg Val Asp Met Gin Pro Ser Val 
35 40 
Ser Glu Val Pro Thr Gly Glu Thr 

50 55 
His Arg His Arg His His His Tyr 



Ser Thr Phe Cys Ser Ser Leu Ser 

10 15 
Cys Ser Pro Lys Gly Asp Pro Gin 

25 30 
Thr Ser Arg Pro Arg Ser- Leu Asp 
45 

Gin Val Ser Ser His Val His Tyr 
60 

Lys Lys Arg Phe Gin Arg His Gly 
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65 70 75 80 

Arg Lys Pro Gly Pro Glu Thr Gly Val Pro Gin Ser Arg Pro Pro He 

85 90 95 

Pro Arg Thr Gin Pro Gin Pro Glu Pro Pro Ser Pro Asp Gin Gin Val 

100 105 110 

Thr Arg Ser Asn Ser Ala Ala Pro 
115 120 



<210> 866 
<211> 82 
<212>Amino acid 
<213> Homo sapiens 



<400> 866 



Met 


Ala 


Asp Pro 


Asp 


Pro 


Arg 


Tyr 


Pro Arg 


Ser 


Ser 


He 


Glu 


Asp 


Asp 


1 






5 








10 










15 




Phe 


Asn 


Tyr Gly 
20 


Ser 


Ser 


Glu 


Ala 


Ser Asp 
25 


Thr 


Val 


His 


He 
30 


Arg 


Met 


Ala 


Phe 


Leu Arg 
35 


Arg 


Val 


Tyr 


Ser 
40 


He Leu 


Ser 


Leu 


Gin 
45 


Asp 


Leu 


Leu 


Ala 


Thr 


Val Thr 


Ser Thr Asp Asn Leu Ala Phe Glu Asp Gly Arg Thr 




50 








55 








60 










Asp Trp 


Leu Gin 


Arg 


Pro 


Asp 


Cys 


Val Ser 


Phe 


Lys 


He 


His 


Val 


Leu 


65 








70 








75 










80 


Pro 


Met 
82 



























<210> 867 
<211> 60 
<2l2>Amino acid 
<213> Homo sapiens 



<400> 867 
Ala Gly Met Ser 
1 

Gly Leu He Ser 
20 

Gly Lys Lys Ala 
35 

Val Ala Ala Ser 
50 



Val Val Val Val 

5 

Gin Glu His Phe 

His Gin Asp Phe 
40 

Asp Ser Ser Arg 
,55 



Pro Pro He Gly 
10 

Pro Asn Glu Phe 
25 

Gly Tyr Phe Tyr 

Thr Pro Gly Leu 
60 



Ser Ser Tyr Leu 
15 

Thr Ser Gly Asp 
30 

Gly Sex Ser Tyr 
45 



<210> 868 
<211> 78 
<212>Amino acid 
<213> Homo sapiens 



<400> 868 

Val Ala Ala Ala Leu Thr Leu Phe Pro Gin Gin Leu Ser Pro Pro Gly 
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1 5 10 15 

Ala Trp Gly Leu Gly Leu Ser Ala Cys Phe Cys Cys Ala Glu Gly Phe 

20 25 30 

Ser Arg Leu Asn Gin Gin Val Leu Ser Ser Ser Leu Leu Leu Leu Ser 

35 40 45 

Arg Thr Asn Cys Pro Cys Lys Tyr Ser Phe Leu Asp Asn Leu Lys Lys 

50 55 . 60 

Leu Thr Pro Arg Arg Asp Val Pro Thr Tyr Pro Lys Val Arg 
65 70 75 78 



<210> 869 
<211> 119 
<212>Amino acid 
<213> Homo sapiens 



<400> 869 












Arg Asp 


Asp 


Ala 


Cys Leu Tyr Ser Pro Ala 


Ser 


Ala 


Pro Glu 


Val He 


1 






5 10 








15 


Thr Val 


Gly 


Ala 


Thr Asn Ala Gin Asp Gin 


Pro 


Val 


Thr Leu 


Gly Thr 






20 


25 






30 




Leu Gly 


Thr 


Asn 


Phe Gly Arg Cys Val Asp 


Leu 


Phe 


Ala Pro 


Gly Glu 




35 




40 






45 




Asp lie 


He 


Gly 


Ala Ser Ser Asp Cys Ser 


Thr 


Cys 


Phe Val 


Ser Gin 


50 






55 




60 






Ser Gly 


Thr 


Ser 


Gin Ala Ala Ala His Val Ala Gly He Ala 


Ala Met 


65 






70 


75 






80 


Met Leu 


Ser 


Ala 


Glu Pro Glu Leu Thr Leu 


Ala 


Glu 


Leu Arg 


Gin Arg 








85 90 








95 


Leu lie 


His 


Phe 


Ser Ala Lys Asp Val He 


Asn 


Glu 


Ala Trp 


Phe Pro 






100 


105 






110 




Glu Asp 


Gin 


Arg 


Val Leu Thr 












115 




119 











<210> 870 

<211> 34 

<2 12 > Amino acid 

<213> Homo sapiens 



<400> 870 
Leu Glu He Lys Phe Leu Glu Gin 

1 5 
Phe Pro Met Glu He Arg His Leu 
20 

Asp Trp 
34 



Val Asp Gin Phe Tyr Asp Asp Asn 

10 15 
Leu Ala Gin Trp He Glu Asn Gin 
25 30 



<210> 871 
<211> 154 
<212>Amino acid 
<213> Homo' sapiens 
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<400> 871 



Glu Ala 


Gly 


Asp 


Ala 


1 






5 


Cys Glu 


Pro 


Glu 


Gly 






20 




Ser Ser 


Ser 


Gin 


Ser 




35 






Asp Glu 


His 


Ser 


Glu 


50 








Glu Ser 


Glu 


Ser 


Glu 


65 








Asp Glu 


Glu 


Glu 


Glu 








85 


Arg Asp 


Glu 


Glu 


Gin 






100 




Pro Gly 


Pro 


Thr 


Thr 




115 






Ala Ala 


Ala 


Glu 


Ser 


130 








Gin Val 


Lys 


Thr 


Pro 



145 



Asp Glu Asp Glu Ala Asp 
10 

Pro Val Glu Ala Glu Glu 
25 

Asp Ser Val Glu Asp Arg 
40 

Glu Glu Glu Thr Ser Gly 
55 

Glu Ser Glu Asp Ala Gin 
70 75 
Asp Asp Asp Phe Gly Val 
90 

Ser Glu Ala Asp Ala Gly 
105 

Leu Gly Pro Lys Lys Glu 
120 

Leu Gin Pro Lys Gly Tyr 

. 135 
lie Pro Leu Leu Leu 
150 154 



Ala Asn Ser Ser Asp 
15 

Pro Pro Gin Glu Asp 
30 

Ser Glu Asp Glu Glu 
45 

Ser Ser Ala Ser Glu 
60 

Ser Gin Ser Gin Ala 
80 

Glu Tyr .Leu Leu Ala 
95 

Ser Gly Pro Pro Thr 
110 

lie Thr Asp He Ala 
125 

Thr Leu Ala Thr Thr 
140 



<210> 872 
<211> 118 
<212>Amino acid 
<213> Homo sapiens 



<400> 872 



Leu Lys 


Asn 


Leu 


Arg Glu Leu Leu Leu Glu Asp Asn Gin Leu Pro Gin 


1 








5 


10 15 




He 


Pro 


Ser 


Gly 


Leu Pro Glu 


Ser Leu Thr Glu Leu Ser Leu He 


Gin 








20 




25 30 




Thr 


Asn 


He 


Tyr 


Asn He Thr 


Lys Glu Gly He Ser Arg Leu He 


Asn 






35 






40 45 




Leu 


Lys 


Asn 


Leu 


Tyr Leu Ala 


Trp Asn Cys Tyr Phe Asn Lys Val 


Cys 




50 






55 


60 




Glu 


Lys 


Thr 


Asn 


He Glu Asp Gly Val Phe Glu Thr Leu Thr Asn 


Leu 


65 








70 


75 


80 


Glu 


Leu 


Leu 


Ser 


Leu Ser Phe 


Asn Ser Leu Ser His Val Pro Pro Lys 










85 


90 95 




Leu 


Pro 


Ser 


Ser 


Leu Arg Lys 


Leu Phe Leu Ser Asn Thr Gin He 


Lys 








100 




105 110 




Tyr 


He 


Ser 


Glu 


Glu Asp 










115 




118 







<210> 873 
<211> 42 
<212>Amino acid 
<213> Homo sapiens 



<400> 873 

Met Arg Ser Gin Ala Leu Gly Gin Ser Ala Pro Ser Leu Thr Ala Ser 
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l 

Leu Lys Glu Leu 
20 

Asn Ala Gly Arg 
35 



5 

Ser Leu Pro Arg 

Thr Ser Pro Leu 
40 



10 

Arg Gly Ser Phe 

25 
Gly * 

41 



15 

Pro Val Cys Pro 
30 



<210> 874 
<211> 70 
<212>Amino acid 
<213> Homo sapiens 



<400> 874 

Leu Leu Cys Val Cys Leu Pro Val Gly Ala Cys Pro Ser Leu Ser Leu 

15 10 15 

Leu Thr Ala Pro Leu Asn Gin Leu Met Arg Cys Leu Arg Lys Tyr Gin 

20 25 30 

Ser Arg Thr Pro Ser Pro Leu Leu His Ser Val Pro Ser Glu lie Val 

35 40 45 

Phe Asp Phe Glu Pro Gly Pro Val Phe Arg Gly Ser Trp Ala Leu Leu 

50 55 60 

Ser Trp Ser Thr Arg Pro 
65 70 



<210> 875 
<211> 41 
<212>Amino acid 
<213> Homo sapiens 



<400> 875 
Gin Thr Pro Asp Lys Lys Gin Asn 

1 5 
Ala Glu Pro Tyr Glu Thr Ser Gin 
20 

Lys Val Leu Asn Ser Asn Val Leu 
35 40 



Asp Gin Arg Asn Arg Lys Arg Lys 

10 15 
Gly Ser Asn Asn Phe Val Ser Thr 

25 30 
Arg 

41 



<210> 876 
<211> 139 
<212>Amino acid 
<213> Homo sapiens 



<400> 876 
Tyr Phe lie lie Lys Gly Met Val 

1 5 
Leu Arg Lys lie Gin Val Glu Tyr 
20 

Lys Pro Leu Ala Glu Trp Leu Arg 
35 40 
Tyr Glu Lys Ala Ser Glu Asn Phe 



Glu Leu Val Pro Ala Ser Asp Thr 

10 15 
Gly Val Thr Gly Ser Phe Lys Asp 

25 30 
Lys Tyr Asn Pro Ser Glu Glu Glu 
45 

lie Tyr Ser Cys Ala Gly Cys Cys 
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50 55 
Val Ala Thr Tyr Val Leu Gly lie 

65 70 * 

Met Leu Arg Ser Thr Gly His Met 
85 

Leu Gly His Ala Gin Met Phe Gly 
100 

Phe Val Leu Thr Ser Asp Met Ala 
115 120 
Pro Thr lie Arg Phe Gin Leu Phe 
130 135 



60 



Cys 


Asp 


Arg His Asn Asp Asn 


lie 






75 


80 


Phe 


His 


lie Asp Phe Gly Lys 


Phe 




90 


95 




Ser 


Phe 


Lys Arg Asp Arg Ala 


Pro 


105 




110 




Tyr 


Val 


lie Asn Gly Gly Glu 


Lys 






125 




Val 


Asp 


Leu 





139 



<210> 877 
<211> 350 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1) . . . (350) 

<223> X - any amino acid or stop code 



<400> 877 

Pro Ser Pro Leu Pro Ser Leu Ser Leu Pro Pro Pro Val Ala Pro Gly 

15 10 15 

Gly Gin Glu Ser Pro Ser Pro His Thr Ala Glu Val Glu Ser Glu Ala 

20 25 30 

Ser Pro Pro Pro Ala Arg Pro Leu Pro Gly Glu Ala Arg Leu Ala Pro 

35 40 45 

lie Ser Glu Glu Gly Lys Pro Gin Leu Val Gly Arg Phe Gin Val Thr 

50 55 60 

Ser Ser Lys Asn Arg Leu Ser Leu Phe Pro Cys Ser Gin His Pro Pro 
65 70 75 80 

Leu Ser Leu Val Leu Gin Asn Leu Gin Pro Leu Ser Ser Leu Gin Arg 

85 90 95 

Ala Gin lie Gin Arg Thr Val Pro Gly Gly Gly Pro Glu Thr Arg Glu 

100 105 110 

Ala Leu Ala Glu Ser Asp Arg Ala Ala Glu Gly Leu Gly Ala Gly Val 

115 120 125 

Glu Glu Glu Gly Asp Asp Gly Lys Glu Pro Gin Val Gly Gly Ser Pro 

130 135 140 

Gin Pro Leu Ser His Pro Ser Pro Val Trp Met Asn Tyr Ser Tyr Ser 
145 150 155 160 

Ser Leu Cys Leu Ser Ser Glu Glu Ser Glu Ser Ser Gly Glu Asp Glu 

165 170 175 

Glu Phe Trp Ala Glu Leu Gin Ser Leu Arg Gin Lys His Leu Ser Glu 

180 185 190 

Val Glu Thr Leu Gin Thr Leu Gin Lys Lys Glu He Glu Asp Leu Tyr 

195 200 205 

Ser Arg Leu Gly Lys Gin Pro Pro Pro Gly He Val Ala Pro Ala Ala 

210 215 220 

Met Leu Ser Ser Arg Gin Arg Arg Leu Ser Lys Gly Ser Phe Pro Thr 
225 230 235 240 

Ser Arg Arg Asn Ser Leu Gin Arg Ser Glu Pro Pro Gly Pro Gly Glu 

245 250 255 

Thr Ala Gly His Pro Ala Ser He Phe Ser Leu Arg Pro Leu Ser Val 

260 265 270 

Asp Cys Phe Ser Pro Gly Pro Gly Gly Leu Pro Arg Gly Asn Arg Pro 
275 280 285 
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Pro Leu Pro Thr Ser Pro Phe Leu 

290 295 
Thr Ala Glu Val Glu Ser Glu Ala 
305 310 
Pro Gly Glu Ala Arg Leu Ala Pro 
325 

Leu Val Gly Arg Phe Pro Ser Asp 
340 



Thr Xaa Cys Ser Pro Ser Pro His 
300 

Ser Pro Pro Pro Ala Arg Pro Leu 
315 320 
lie Ser Glu Glu Gly Lys Pro Gin 

330 335 
Phe lie Gin Gly Thr Gly 
345 350 



<210> 878 
<211> 112 
<212>Amino acid 
<213> Homo sapiens 





<400> 878 










Arg 


Arg 


Phe 


Val 


Ser 


Gin 


Glu Thr Gly 


Asn Leu Tyr He Ala Lys Val 


1 








5 






10 15 


Glu 


Lys 


Ser 


Asp 


Val 


Gly 


Asn Tyr Thr 


Cys Val Val Thr Asn Thr Val 








20 






25 


30 


Thr 


Asn 


His 


Lys 


Val 


Leu 


Gly Pro Pro 


Thr Pro Leu He Leu Arg Asn 






35 








40 


45 


Asp 


Gly 


Val 


Met 


Gly 


Glu 


Tyr Glu Pro 


Lys He Glu Val Gin Phe Pro 




50 










55 


60 


Glu 


Thr 


Val 


Pro 


Thr 


Ala 


Lys Gly Ala 


Thr Val Lys Leu Glu Cys Phe 


65 










70 




75 80 


Ala 


Leu 


Gly 


Asn 


Pro 


Val 


Pro Thr He 


He Trp Arg Arg Ala Asp Gly 










85 






90 95 


Lys 


Pro 


He 


Ala 


Arg 


Lys 


Ala Arg Arg 


His Lys Ser Arg Val Gly Lys 








100 






105 


110 112 



<210> 879 
<211> 282 
<212>Amino acid 
<213> Homo sapiens 





<400> 879 












Met 


Leu 


Arg 


Thr 


Cys 


Tyr 


Val Leu Cys 


Ser Gin Ala Gly Pro Arg Ser 


1 








5 






10 


15 


Arg 


Gly 


Trp 


Gin 


Ser 


Leu 


Ser Phe Asp 


Gly Gly Ala Phe His Leu Lys 








20 






25 




30 


Gly 


Thr 


Gly 


Glu 


Leu 


Thr 


Arg Ala Leu 


Leu 


Val Leu Arg Leu Cys Ala 






35 








40 




45 


Trp 


Pro 


Pro 


Leu 


Val 


Thr 


His Gly Leu 


Leu 


Leu Gin Ala Trp Ser Arg 




50 










55 




60 


Arg 


Leu 


Leu 


Gly 


Ser 


Arg 


Leu Ser Gly 


Ala 


Phe Leu Arg Ala Ser Val 


65 










70 






75 80 


Tyr 


Gly 


Gin 


Phe 


Val 


Ala 


Gly Glu Thr 


Ala 


Glu Glu Val Lys Gly Cys 










85 






90 


95 


Val 


Gin 


Gin 


Leu 


Arg 


Thr 


Leu Ser Leu 


Arg 


Pro Leu Leu Ala Val Pro 








100 






105 




110 


Thr 


Glu 


Glu 


Glu 


Pro 


Asp 


Ser Ala Ala 


Lys 


Ser Gly Glu Ala Trp Tyr 






115 








120 




125 
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Glu 


Gly 


Asn 


Leu 


Gly Ala Met Leu 


Arg 


Cys Val Asp Leu 


Ser Arg Gly 




130 






135 




140 






Leu 


Leu 


Glu 


Pro 


Pro Ser Leu Ala 


Glu 


Ala Ser Leu Met 


Gin Leu 


Lys 


145 








150 




155 




160 


Val 


Thr 


Ala 


Leu 


Thr Ser Thr Arg 


Leu 


Cys Lys Glu Leu 


Ala Ser 


Trp 










165 




170 


175 




Val 


Arg 


Arg 


Pro 


Gly Ala Ser Leu 


Glu 


Leu Ser Pro Glu 


Arg Leu 


Ala 








180 




185 




190 




Glu 


Ala 


Met 


Asp 


Ser Gly Gin Asn 


Leu 


Gin Val Ser Cys 


Leu Asn 


Ala 






195 




200 




205 






Glu 


Gin 


Asn 


Gin 


His Leu Arg Ala 


Ser Leu Ser Arg Leu His Arg Val 




210 






215 




220 






Ala 


Gin 


Tyr 


Ala 


Arg Ala Gin His 


Val 


Arg Leu Leu Val 


Asp Ala 


Glu 


225 








230 




235 




240 


Tyr 


Thr 


Ser 


Leu 


Asn Pro Ala Leu 


Ser 


Leu Leu Val Ala 


Ala Leu 


Ala 










245 




250 


255 




Val 


Arg 


Trp 


Asn 


Ser Pro Gly Glu 


Gly Gly Pro Trp Val 


Trp Asn 


Thr 








260 




265 




270 




Tyr 


Gin 


Ala 


Cys 


Leu Lys Asp Thr 


Phe 


* 










275 




280 


281 









<210> 880 
<211> 29 
<212>Amino acid 
<213> Homo sapiens 



<400> 880 

Pro His His Arg lie Ala Gly Asp Thr Ala lie Asp Lys Asn lie His 

1 5 * 10 15 

Gin Ser Val Ser Glu Gin lie Lys Lys Asn Phe Ala Lys 
20 25 29 



<210> 881 
<211> 45 
<212>Amino acid 
<213> Homo sapiens 



<400> 881 
Gin Met Thr Asn Pro Phe Phe Leu 

1 5 
Cys Asn Phe Phe Lys Gly Pro Pro 
20 

Arg Gly Pro Thr Gly Glu Ser Gly 
35 40 



Cys Phe Thr Thr Met lie Ser Asn 

10 15 
Gly Pro Pro Gly Glu Lys Gly Asp 

25 30 
Pro Arg Gly Phe Pro 
45 



<210> 882 
<211> 54 
<2l2>Amino acid 
<213> Homo sapiens 
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<400> 882 



Asn 


tiiy 


Tift 

x le 


Tl 

xxe 


Ala 


Ser 


rTie 


iriie 


Leu 


Arg 


inr 


xrxie 


Tl *=> 
lie 


it lie 




irlie 


1 








5 










10 










15 




Tl <=k 

lie 


His 


He 


Gin 


Gly Cys 


tain 


Ala 


vjiy 


r*i -r> 


inr 


lie 


Lys 


Val 


m n 


Val 








20 


























Ser 


Phe 


Asp 


Leu 


Leu 


Ser 


Leu 


Mot- 
Tie u. 


xt lie 


1 XIX 




V CtX 




IT X KJ 


P\ro 


J. ILL 






35 










40 










45 








Asn 


Asp 


Leu 


He 


He 


His 
























50 








54 
























<210> 883 




























<211> 479 




























<212>Amino 


acid 
























<213> Homo 


sapiens 
























<400> 883 


























Lys 


Leu 


Ser 


Val 


Asn 


His 


Arg 1 


Arg 


Thr 


TT -I _ 

ilJLS 


Leu 


, i nr 


Lys 


Leu 


jyieu 


niS 


i 








5 










10' 










15 




Thr 


Val 


Glu 


Gin 


Ala 


Thr 


Leu 


Arg 


lie 


Ser 


Gin 


Ser 


pne 


r*l i-i 

bin 


Lys 


Thr 








20 










25 










30 






Thr 


Glu 


Phe 


Asp 


Thr 


Asn 


Ser 


Thr 


Asp 


lie 


Ala 


Leu 


Lys 


Val 


Phe 


Phe 






35 










40 










45 








Phe 


Asp 


Ser 


Tyr 


Asn 


Met 


Lys 


His 


He 


His 


Pro 


His 


Met 


Asn 


Met 


Asp 




50 










55 










60 










Gly 


Asp 


Tyr 


He 


Asn 


He 


Phe 


Pro 


Lys 


Arg 


Lys 


Ala 


Ala 


Tyr 


Asp 


Ser 


65 










70 










75 










80 


Asn 


Gly 


Asn 


Val 


Ala 


Val 


TV -| _ 

Ala 


Pne 


Leu 


Tyr 


Tyr 


Lys 


Ser 


Tl <=1 

lie 


vjiy 


Pro 










85 










90 










95 




Leu 


Leu 


Ser 


Ser 


Ser 


Asp 


Asn 


Pne 


Leu 


Leu 


Lys 


Pro 


Gin 


Asn 


Tyr 


Asp 








100 










105 










110 






Asn 


Ser 


Glu 


Glu 


Glu 


Glu 


Arg 


Val 


lie 


Ser 


Ser 


val 


lie 


Ser 


Val 


Ser 






115 










120 










125 








Met 


Ser 


Ser 


Asn 


Pro 


Pro 


Thr 


Leu 


Tyr 


Glu 


Leu 


Glu 


Lys 


T*T ft 

He 


Thr 


Pne 




130 










135 










140 










Thr 


Leu 


Ser 


His 


Arg 


Lys 


val 


Thr 


Asp 


Arg 


Tyr 


Arg 


Ser 


Leu 


Cys 


Ala 


145 










150 










155 










160 


Phe 


Trp 


Asn 


Tyr 


Ser 


Pro 


Asp 


Thr 


Met 


Asn 


Gly 


Ser 


Trp 


Ser 


Ser 


Glu 










165 










170 










175 




Gly 


Cys 


Glu 


Leu 


Thr 


Tyr 


Ser 


Asn 


Glu 


Thr 


His 


rpl_ -a 

Tnr 


Ser 


Cys 


Arg 


Cys 








180 










185 










190 






Asn 


His 


Leu 


Thr 


His 


Phe 


Aia 


lie 


Leu 


Met 


Ser 


Ser 


(jiy 


Pro 


Ser 


Tl ea 

lie 






195 










200 










one 










He 


Lys 


Asp 


Tyr 


Asn 


lie 


Leu 


Thr 


Arg 


Tl ta 

lie 


lnr 


bin 


Leu 


wxy 


Tl a 

xxe 




210 










215 




















Tl *=» 

x le 


He 


Ser 


Leu 


He 


Cys 


Leu 


Til 

Ala 


Tl ci 

ixe 


Cys 


Tl & 

lie 


fne 


inr 


file 


Trp 


JrXie 


o o c 










230 










23 5 












fne 


Ser 


Glu 


He 


Gin 


Ser 


inr 


Arg 


Thr 


inr 


Tie* 

lie 


rllS 


Lys 


Asn 


Leu 


Cys 










245 










250 










255 




Cys 


Ser 


Leu 


Phe 


Leu 


Ala 


Glu 


Leu 


Val 


Phe 


Leu 


Val 


Gly 


Tl ft 

lie 


Asn 


rpl— v* 

xiir 








260 










265 










270 






Asn 


Thr 


Asn 


Lys 


Leu 


Phe 


Cys 


Ser 


He 


He 


Ala 


Gly 


Leu 


Leu 


His 


Tyr 






275 










280 










285 








Phe 


Phe 


Leu 


Ala 


Ala 


Phe 


Ala 


Trp 


Met 


Cys 


He 


Glu 


Gly 


He 


His 


Leu 




290 










295 










300 










Tyr 


Leu 


He 


Val 


Val 


Gly 


Val 


He 


Tyr 


Asn 


Lys 


Gly 


Phe 


Leu 


His 


Lys 


305 










310 










315 










320 


Asn 


Phe 


Tyr 


He 


Phe 


Gly 


Tyr 


Leu 


Ser 


Pro 


Ala 


Val 


Val 


Val 


Gly 


Phe 










325 










330 










335 
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Ser 


Ala 


Ala 


Leu 


Gly Tyr Arg Tyr Tyr 


Gly Thr Thr 


Lys 


Val Cys 


Trp 








340 


345 










350 




Leu 


Ser 


Thr 


Glu 


Asn Asn Phe He Trp 


Ser 


Phe 


He 


Gly Pro Ala 


Cys 






355 




360 








365 






Leu 


lie 


lie 


Leu 


Val Asn Leu Leu Ala 


Phe Gly Val 


He 


He Tyr 


Lys 




370 






375 














vai 


Piie 


Arg 


His 


Thr Ala Gly Leu Lys 


Pro 


Glu 


Val 


Ser 


Cys Phe 


Glu 


385 








390 




395 








400 


Asn 


He 


Arg 


Ser 


Cys Ala Arg Gly Ala 


Leu 


Ala 


Leu 


Leu 


Phe Leu 


Leu 










405 


410 








415 




m *r 




ixir 


Trp 


ne fne «iy vai lieu 


His 


Val 


Val 


His 


Ala Ser 


XT-, T 

vai 








420 


425 










430 




Val 


Thr 


Ala 


Xyr 


Leu Phe Thr Val Ser 


Asn 


Ala 


Phe 


Gin Gly Met 


Phe 






435 




440 








445 






He 


Phe 


Leu 


Phe 


Leu Cys Val Leu Ser 


Arg 


Lys 


He 


Gin 


Glu Glu 


Tyr 




450 






455 






460 








Tyr 


Arg 


Leu 


Phe 


Lys Asn Val Pro Cys 


Cys 


Phe 


Gly 


Cys 


Leu Arg 





465 470 475 479 



<210> 884 
<211> 143 
<212>Amino acid 
<213> Homo sapiens 



<400> 884 

Gly Thr Arg Glu Ala Ala Pro Ser Arg Phe Met Phe Leu Leu Phe Leu 

15 10 15 

Leu Thr Cys Glu Leu Ala Ala Glu Val Ala Ala Glu Val Glu Lys Ser 

20 25 30 

Ser Asp Gly Pro Gly Ala Ala Gin Glu Pro Thr Trp Leu Thr Asp Val 

35 40 45 

Pro Ala Ala Met Glu Phe He Ala Ala Thr Glu Val Ala Val He Gly 

50 55 60 

Phe Phe Gin Asp Leu Glu He Pro Ala Val Pro He Leu His Ser Met 
65 70 75 80 

Val Gin Lys Phe Pro Gly Val Ser Phe Gly He Ser Thr Asp Ser Glu 

85 90 95 

Val Leu Thr His Tyr Asn He Thr Gly Asn Thr He Cys Leu Phe Arg 

100 105 110 

Leu Val Asp Asn Glu Gin Leu Asn Leu Glu Asp Glu Asp He Glu Ser 

115 120* 125 

He Asp Ala Thr Lys Leu Ser Arg Phe He Glu He Asn Ser Leu 
130 135 140 143 



<210> 885 
<211> 52 
<2l2>Amino acid 
<213> Homo sapiens 



<400> 885 

Asp Glu Thr Ser Gly Leu He Val Arg Glu Val Ser He Glu He Ser 

15 10 15 

Arg Gin Gin Val Glu Glu Leu Phe Gly Pro Glu Asp Tyr Trp Cys Gin 
20 25 30 
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Cys Val Ala Trp Ser Ser Ala Gly Thr Thr Lys Ser Arg Lys Ala Tyr 

35 40 45 

Val Arg lie Ala 
50 52 



<210> 886 
<211> 40 
<212>Amino acid 
<213> Homo sapiens 



<400> 886 

Gly Thr Arg Ser He His Val Lys Leu Asp Val Gly Lys Leu His Thr 

15 10 15 

Gin Pro Lys Leu Ala Ala Gin Leu Arg Met Val Asp Asp Gly Ser Gly 

20 25 30 

Lys Val Glu Gly Leu Pro Gly He 

35 40 i 



<210> 887 
<211> 177 
<2l2>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (177) 

<223> X = any amino acid or stop code 



<400> 887 



Xaa 


Cys 


Gly 


Glu 


Asp 


Gly Ser Phe 


Thr Gin 


Val 


Gin Cys His Thr Tyr 


1 








5 




10 




15 


Thr 


Gly 


Tyr 


Cys 


Trp 


Cys Val Thr 


Pro Asp 


Gly 


Lys Pro He Ser Gly 








20 






25 




30 


Ser 


Ser 


Val 


Gin 


Asn 


Lys Thr Pro 


Val Cys 


Ser 


Gly Ser Val Thr Asp 






35 






40 






45 


Lys 


Pro 


Leu 


Ser 


Gin 


Gly Asn Ser 


Gly Arg 


Lys 


Asp Asp Gly Ser Lys 




50 








55 






60 


Pro 


Thr 


Pro 


Thr 


Met 


Glu Thr Gin 


Pro Val 


Phe 


Asp Gly Asp Glu He 


65 










70 




75 


80 


Thr 


Ala 


Pro 


Thr 


Leu 


Trp He Lys 


His Leu 


Val 


He Lys Asp Ser Lys 










85 




90 




95 


Leu 


Asn 


Asn 


Thr 


Asn 


He Arg Asn 


Ser Glu 


Lys 


Val Tyr Ser Cys Asp 








100 






105 




110 


Gin 


Glu 


Arg 


Gin 


Ser 


Ala Leu Glu 


Glu Ala 


Gin 


Gin Asn Pro Arg Glu 






115 






120 






125 


Gly 


He 


Val 


lie 


Pro 


Glu Cys Ala 


Pro Gly 


Gly 


Leu Tyr Lys Pro Val 




130 








135 






140 


Gin Cys 


His 


Gin 


Ser 


Thr Gly Tyr 


Cys Trp 


Cys 


Val Leu Val Asp Thr 


145 










150 




155 


160 


Gly Arg 


Pro 


Leu 


Pro 


Gly Thr Ser 


Thr Arg 


Tyr 


Val Met Pro Ser Xaa 










165 




170 




175 176 



* 
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<210> 888 
<211> 48 
<212>Amino acid 
<213> Homo sapiens 



<400> 888 
Val Leu Gin Leu He Lys Ser Gin 

1 5 
Leu Val Glu Thr Glu Lys Glu Lys 
20 

Ala Asp Ser Lys Val Ser Asp Ser 
35 40 



Lys Phe Leu Asn Lys Leu Val He 

10 15 
He Leu Arg Lys Glu Tyr Val Phe 

25 30 
Lys Leu Leu Lys Trp Ala Val Arg 
45 48 



<210> 889 
<211> 316 
<212>Amino acid 
<213> Homo sapiens 



<400> 889 



Arg Arg 


Leu 


Ser 


Leu 


Leu 


Asp 


Leu 


Gin 


Leu Gly Pro Leu Gly Arg 


Asp 


1 






5 










10 15 




Pro Pro 


Gin 


Glu 


Cys 


Ser 


Thr 


Phe 


Ser 


Pro Thr Asp Ser Gly Glu 


Glu 






20 










25 


30 - 




Pro Gly 


Gin 


Leu 


Ser 


Pro 


Gly 


Val 


Gin 


Phe Gin Arg Arg Gin Asn 


Gin 




35 










40 




45 




Arg Arg 


Phe 


Ser 


Met 


Glu 


Asp 


Val 


Ser 


Lys Arg Leu Ser Leu Pro 


Met 


50 










55 






60 




Asp He 


Arg 


Leu 


Pro 


Gin 


Glu 


Phe 


Leu 


Gin Lys Leu Gin Met Glu 


Ser 


65 








70 








75 


80 


Pro Asp 


Leu 


Pro 


Lys 


Pro 


Leu 


Ser Arg t 


Met Ser Arg Arg Ala Ser 


Leu 








85 










90 95 




Ser Asp 


He 


Gly 


Phe 


Gly 


Lys 


Leu 


Glu 


Thr Tyr Val Lys Leu Asp 


Lys 






100 










105 


110 




Leu Gly 


Glu 


Gly 


Thr 


Tyr 


Ala 


Thr 


Val 


Phe Lys Gly Arg Ser Lys 


Leu 




115 










120 




125 




Thr Glu 


Asn 


Leu 


Val 


Ala 


Leu 


Lys 


Glu 


He Arg Leu Glu His Glu 


Glu 


130 










135 






140 




Gly Ala 


Pro 


Cys 


Thr 


Ala 


He 


Arg 


Glu 


Val Ser Leu Leu Lys Asn 


Leu 


145 








150 








155 


160 


Lys His 


Ala 


Asn 


He 


Val 


Thr 


Leu 


His 


Asp Leu He His Thr Asp 


Arg 








165 










170 175 




Ser Leu 


Thr 


Leu 


Val 


Phe 


Glu 


Tyr Leu 


Asp Ser Asp Leu Lys Gin 


Tyr 






180 










185 


190 




Leu Asp 


His 


Cys 


Gly 


Asn 


Leu 


Met 


Ser 


Met His Asn Val Lys Val 


Arg 




195 










200 




205 




Pro Arg 


Gly 


Gin 


Gly 


Pro 


Pro 


He 


Leu 


Ala Ala Thr Cys Pro Glu 


Ala 


210 










215 






220 




Gin Cys 


Gly 


Asp 


Pro 


Leu 


Ser 


Pro 


Pro 


Gly He Arg Leu Leu Arg 


Trp 


225 








230 








235 


240 


Leu Lys 


Pro 


Ser 


His 


Val 


Gly 


Lys 


Arg 


Glu Arg Ala Met Pro Ser 


Thr 








245 










250 255 




Ser Pro 


Gly 


Thr 


Gly 


Leu 


Ser 


Ala 


Leu 


Pro Gin Glu Gin Thr His 


Thr 
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260 

Val Cys His Cys Leu Ala Val Gly 
275 280 
His Gin Phe Pro Ser Leu Ser Asn 

290 295 
Cys Arg Glu Ala Ser Gly Glu Ala 
305 310 



265 270 
lie Lys Pro Thr Leu Asn Ser Glu 
285 

Gly Ser Val Ser Tyr Leu Pro Lys 
300 

Arg Gly Tyr Glu 
315 316 



<210> 890 
<211> 34 
<212>Amino acid 
<213> Homo sapiens 



<400> 890 
His Glu Arg His Glu Pro Ser Pro 

1 5 
Pro He Val Gin Pro Lys Gin Leu 
20 

Asp Asn 
34 



Thr Ala Leu Ala Phe Gly Asp His 

10 15 
Ser Phe Lys He He Gin Val Asn 
25 30 



<210> 891 
<211> 68 
<212>Amino acid 
<213> Homo sapiens 





<400> 891 








Ala 


Arg Gly Pro 


Ser 


Leu 


Leu Ser 


l 




5 






Pro 


Gin Glu Arg 


Arg 


Thr 


Ser Tyr 




20 








Pro 


Val Asp His 


Asp 


Ser 


Leu Glu 




35 






40 


Ala 


Ser Asp Ser 


His 


Tyr Gin Gly 




50 






55 


Gly 


Arg Val His 








65 


68 









Glu Phe His Pro Gly Ser Asp Arg 

10 15 
Glu Pro He His Pro Gly Pro Ser 

25 30 
Ser Lys Arg Pro Arg Leu Glu Gin 
45 

His He Thr Gly Glu Ser Leu Pro 
60 



<210> 892 
<211> 38 
<212>Amino acid 
<213> Homo sapiens 



<400> 892 
Gly Thr Arg Lys 
1 

Thr Glu Met Ala 
20 

Lys Leu Pro Gly 



Glu Glu Phe Ser 
5 

Thr Asn His Val 
He Phe 



Ala Glu Glu Asn 
10 

Gin Val Leu Val 
25 



Phe Leu He Leu 
15 

Glu Phe Thr Lys 
30 
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35 38 



<210> 893 
<211> 195 
<212>Amino acid 
<213> Homo sapiens 



<400> 893 

His Thr His Lys Leu Val Ala Pro Arg Pro Gly Leu Pro Pro Thr Ser 

15 10 15 

Gin Trp Pro Arg Asp Ala Gly Arg Gin Ala Ser Gly Gly Leu Pro Ser 

20 25 30 

Leu Ser Thr Gly Pro Pro Lys Gly Pro Arg Asp Gly Leu Ala Arg Gly 

35 40 45 

His Pro Ala Glu Trp Leu Ala Gly Ser Pro Gly Asn Asn Ser Pro Thr 

50 55 60 

Gin Gly Ser Leu Pro Pro Gin Leu Asp Leu Tyr Ala Gly Ala Leu Phe 
65 70 75 80 

Val His lie Cys Leu Gly Trp Asn Phe Tyr Leu Ser Thr lie Leu Thr 

85 90 95 

Leu Gly lie Thr Ala Leu Tyr Thr lie Ala Gly Met Val Pro Ala Ala 

100 105 110 

Gly Arg Ser Thr Gin Gly Thr Cys Lys Gly Val Arg Arg Pro Pro Pro 

115 120 125 

Pro Thr Gly Pro Arg Glu Gin Pro Arg Lys Trp Pro Gin Gin Glu Pro 

130 135 140 

Gin Lys Phe Leu Pro Val Ser Leu Leu Pro Gly Ala Arg Ala Pro Ser 
145 150 155 160 

Ser Asn Leu Ala Ser Thr Gly Arg Gly Pro Gly Cys Cys Asn Leu His 

165 170 175 

Gly Arg Pro Ala Asp Ala His His Gly Gly Gly Gly Cys His Pro Asp 
180 185 190 

Asn Gin Arg 
195 



<210> 894 
<211> 87 
<212>Amino acid 
<213> Homo sapiens 



<400> 894 

Met Val Asn His Ser Leu Gin Glu Thr Ser Glu Gin Asn Val lie Leu 

15 10 15 

Gin His Thr Leu Gin Gin Gin Gin Gin Met Leu Gin Gin Glu Thr lie 

20 25 30 

Arg Asn Gly Glu Leu Glu Asp Thr Gin Thr Lys Leu Glu Lys Gin Val 

35 40 45 

Ser Lys Leu Glu Gin Glu Leu Gin Lys Gin Arg Glu Ser Ser Ala Glu 

50 55 60 

Lys Leu Arg Lys Met Glu Glu Lys Cys Glu Ser Ala Ala His Glu Ala 
65 70 75 80 

Asp Leu Lys Arg Gin Lys * 
85 86 
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<210> 895 
<211> 49 
<212>Atnino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (49) 

<223> X = any amino acid or stop code 



<400> 895 

Val Cys Pro Lys Trp Cys Arg Phe Leu Thr Met Leu Gly His Cys Cys 

15 10 15 

Tyr Phe Trp His Val Trp Pro Ala Ser Xaa Ala Leu Ser Ala Gly Pro 

20 25 30 

Thr Pro Thr Ser Arg Ser Phe Ser Pro Ser Pro Leu Arg Ser lie Ser 
35 40 45 

Thr 
49 



<210> 896 
<211> 128 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (128) 

<223> X = any amino acid or stop code 



<400> 896 



Met 


Arg 


Gly 


Pro Pro Val 


Leu Leu 


Leu 


Gin 


Ala Ala 


Pro 


Met 


Glu 


Cys 


l 






5 






10 








15 




Pro 


Val 


Pro 


Gin Gly lie 


Pro Ala 


Gly 


Ser 


Ser Pro 


Glu 


Pro 


Ala 


Pro 








20 




25 








30 






Asp 


Pro 


Pro 


Gly Pro His 


Phe Leu 


Arg 


Gin 


Glu Arg 


Ser 


Phe 


Glu 


Cys 






35 




40 








45 








Arg 


Met 


Cys 


Gly Lys Ala 


Phe Lys 


Arg 


Ser 


Ser Thr 


Leu 


Ser 


Thr 


His 




50 






55 






60 










Leu 


Leu 


lie 


His Ser Asp 


Thr Arg 


Pro 


Tyr 


Pro Cys 


Gin 


Phe 


Cys 


Gly 


65 






70 








75 








80 


Lys 


Arg 


Phe 


His Gin Lys 


Ser Asp 


Met 


Lys 


Lys His 


Thr 


Tyr 


lie 


His 








85 






90 








95 




Thr 


Gly 


Glu 


Lys Pro His 


Lys Cys 


Gin 


Thr 


Gin Arg 


Glu 


Pro 


Thr 


Met 








100 




105 








110 






Val 


Leu 


Ser 


Pro Ala Asp 


Lys Thr 


Asn 


Val 


Lys Ala 


Ala 


Trp Xaa 


* 






115 




120 








125 




127 





<210> 897 
<211> 57 
<212>Amino acid 
<213> Homo sapiens 



492 



WO 01/53455 



PCT7US00/35017 



<400> 897 

His Glu Gin Leu Thr Asn Asn Thr Ala Thr Ala Pro Ser Ala Thr Pro 

1 5 10 15 

Val Phe Gly Gin Val Ala Ala Ser Thr Ala Pro Ser Leu Phe Gly Gin 

20 25 30 

Glh Thr Gly lie Thr Ala Ser Thr Ala Val Ala Thr Pro Gin Val He 

35 40 45 

Ser Ser Arg Phe He Asn Leu Asp Phe 
50 55 57 



<210> 898 
<211> 163 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (163)^ 

<22 3> X = any amino acid or stop code 



<400> 898 



Val Ser 


Val 


Phe Lys 


Asn 


Cys 


Pro 


Met 


Tyr 


Xaa 


He Cys He Phe Leu 


1 




5 










10 




15 


Thr Lys 


Met 


Phe Cys 


Val 


Leu 


He 


He 


Xaa 


Asn 


Lys Phe Xaa Val His 






20 








25 






30 


Lys Lys 


Pro 


Leu Gin 


Glu 


Val 


Glu 


He 


Ala Ala He Thr His Gly Ala 




35 








40 








45 


Leu Gin 


Gly 


Leu Ala 


Tyr 


Leu 


His 


Ser 


His 


Thr 


Met He His Arg Asp 


50 








55 










60 


He Lys 


Ala 


Gly Asn 


He 


Leu 


Leu 


Thr 


Glu Pro Gly Gin Val Lys Leu 


65 






70 










75 


80 


Ala Asp 


Phe 


Gly Ser 


Ala 


Ser 


Met 


Ala 


Ser 


Pro 


Ala Asn Ser Phe Val 






85 










90 




95 


Gly Thr 


Pro 


Tyr Trp 


Met 


Ala 


Pro 


Glu 


Val 


He 


Leu Ala Met Asp Glu 






100 








105 






110 


Gly Gin 


Tyr 


Asp Gly 


Lys Val Asp Val 


Trp 


Ser 


Leu Gly He Thr Cys 




115 








120 








125 


He Glu 


Leu 


Ala Glu 


Arg 


Lys 


Pro 


Pro 


Leu 


Phe 


Asn Met Asn Ala Met 


130 








135 










140 


Ser Ala 


Leu 


Tyr His 


He 


Ala 


Gin 


Asn 


Glu 


Ser 


Pro Thr Leu Gin Ser 


145 






150 










155 


160 


Asn Glu 


Trp 



















163 



<210> 899 
<211> 352 
<212>Amino acid 
<213> Homo sapiens 



<400> 899 
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Arg His Ala Arg Pro Gly Gly Gly Gly His Ser Asn Gin Arg Lys Met 

1 5 10 15 

Ser Leu Glu Gin Glu Glu Glu Thr Gin Pro Gly Arg Leu Leu Gly Arg 

20 25 30 

Arg Asp Ala Val Pro Ala Phe lie Glu Pro Asn Val Arg Phe Trp lie 

35 40 45 

Thr Glu Arg Gin Ser Phe lie Arg Arg Phe Leu Gin Trp Thr Glu Leu 

50 55 60 

Leu Asp Pro Thr Asn Val Phe He Ser Val Glu Ser He Glu Asn Ser 
65 70 75 80 

Arg Gin Leu Leu Cys Thr Asn Glu Asp Val Ser Ser Pro Ala Ser Ala 

85 90 95 

Asp Gin Arg He Gin Glu Ala Trp Lys Arg Ser Leu Ala Thr Val His 

100 105 110 

Pro Asp Ser Ser Asn Leu He Pro Lys Leu Phe Arg Pro Ala Ala Phe 

115 120 125 

Leu Pro Phe Met Ala Pro Thr Val Phe Leu Ser Met Thr Pro Leu Lys 

130 135 140 

Gly He Lys Ser Val He Leu Pro Gin Val Phe Leu Cys Ala Tyr Met 
145 150 155 160 

Ala Ala Phe Asn Ser He Asn Gly Asn Arg Ser Tyr Thr Cys Lys Pro 

165 170 175 

Leu Glu Arg Ser Leu Leu Met Ala Gly Ala Val Ala Ser Ser Thr Phe 

180 ' 185 190 

Leu Gly Val He Pro Gin Phe Val Gin Met Lys Tyr Gly Leu Thr Gly 

195 200 205 

Pro Trp He Lys Arg Leu Leu Pro Val He Phe Leu Val Gin Ala Ser 

210 215 220 

Gly Met Asn Val Tyr Met Ser Arg Ser Leu Glu Ser He Lys Gly He 
225 230 235 240 

Ala Val Met Asp Lys Glu Gly Asn Val Leu Gly His Ser Arg He Ala 

245 250 255 

Gly Thr Lys Ala Val Arg Glu Thr Leu Ala Ser Arg He Val Leu Phe 

260 265 270 

Gly Thr Ser Ala Leu He Pro Glu Val Phe Thr Tyr Phe Phe Lys Arg 

275 280 285 

Thr Gin Tyr Phe Arg Lys Asn Pro Gly Ser Leu Trp He Leu Lys Leu 

290 295 300 

Ser Cys Thr Val Leu Ala Met Gly Leu Met Val Pro Phe Ser Phe Ser 
305 310 315 320 

He Phe Pro Gin He Gly Gin He Gin Tyr Cys Ser Leu Glu Glu Lys 

325 330 335 

He Gin Ser Pro Thr Glu Glu Thr Glu He Phe Tyr His Arg Gly Val 
340 345 350 352 



<210> 900 
<211> 186 
<212>Amino acid 
<213> Homo sapiens 



<400> 900 

His Ala Ser Gly Arg Leu Glu Val Phe Tyr Asn Gly Thr Trp Gly Ser 

15 10 15 

Val Gly Arg Arg Asn He Thr Thr Ala He Ala Gly He Val Cys Arg 

20 25 30 

Gin Leu Gly Cys Gly Glu Asn Gly Val Val Ser Leu Ala Pro Leu Ser 
35 40 45 
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Lys 


Thr 


Gly 


Ser 


Gly 


Phe Met 


Trp 




50 








55 




Thr 


His 


He 


Ser 


He 


Trp Gin 


Cys 


65 










70 




He 


Ser 


Ser 


Pro 


Ala 


Glu Glu 


Thr 










85 






Arg Val 


Arg 


Gly 


Gly 


Asp Thr 


Glu 








100 








His 


Ala 


Gly 


Ser 


Trp 


Gly Thr 


Val 






115 








120 


Glu 


Ala 


Glu 


Val 


Val 


Cys Gin 


Gin 




130 








135 




Ala 


Leu 


Arg 


Asp 


Ala 


Ser Phe 


Gly 


145 










150 




Asp Asp 


Met 


Arg 


Cys 


Lys Gly 


Asn 










165 






Ala 


Lys 


Pro 


Trp 


Gly 


Gin Ser 


Asp 



180 



<210> 901 
<211> 365 
<212>Amino acid 
<213> Homo sapiens 



<400> 901 



Leu Gly 


Asp 


Phe 


Pro 


Gin Pro 


Gin 


1 






5 






Asp Leu 


Pro 


Pro 


His 


Leu Ala 


Gly 






20 








Phe Arg 


His 


Leu 


Pro 


Ala Arg 


Thr 




35 








40 


Glu Gly 


Pro 


Glu 


Leu 


His Leu 


Ala 


50 








55 




Arg Ala 


Leu 


Val 


Phe 


Gly Gly 


Cys 


65 








70 




Asn Pro 


Glu 


Val 


Pro 


Phe Glu 


Ser 








85 






Ala Arg 


Gly 


Lys 


Glu 


Leu Arg 


Leu 






100 








Gin Pro 


Gin 


Gin 


Glu 


Pro Leu 


Ala 




115 








120 


Gly Ser 


Phe 


Gin 


Leu 


Val Pro 


Arg 


130 








135 




Leu Arg 


Phe 


Tyr 


Thr 


Ala Pro 


Pro 


145 








150 




Val Asp 


He 


Arg 


Arg 


Phe Gly 


Arg 








165 






Pro Gly 


Arg 


Gly 


Pro 


Cys Val 


Leu 






180 








Asn Val 


Leu 


Arg 


Asn 


Leu Ala 


Asp 




195 








200 


Glu Ala 


Leu 


Leu 


Asp 


Gin Arg 


Phe 


210 








215 




Arg Ala 


Glu 


He 


Leu 


Tyr Arg 


Leu 


225 








230 




Arg Ser 


Val 


Leu 


Glu 


Ala Leu 


Gin 








245 






Thr Leu 


Ser 


Gin 


Lys 


He Arg 


Thr 



260 



Val 


Asp 


Asp 


He 
60 


Gin 


Cys 


Pro 


Lys 


Leu 


Ser 


Ala 
75 


Pro 


Trp 


Glu 


Arg 


Arg 
80 


Trp 


He 
90 


Thr 


Cys 


Glu 


Asp 


Arg 
95 


He 


Cys 


Ser 


Gly 


Arg 


Val 


Glu 


He 


Trp 


105 










110 






Cys 


Asp 


Asp 


Ser 


Trp 
125 


As P 


Leu 


Ala 


Leu 


Gly 


Cys 


Gly 
140 


Ser 


Ala 


Leu 


Ala 


Gin 


Gly 


Thr 
155 


Gly 


Thr 


He 


Trp 


Leu 
160 


Glu 


Ser 
170 


Phe 


Leu 


Trp 


Asp 


Cys 
175 


His 



Cys Gly 
185 186 



Arg 


Gin 


Arg 


Arg 


Pro 


Gly 


Ala 


Ser 




10 










15 




Ala 


Arg 


Gin 


Trp 


Glu 


Val 


Arg 


Phe 


25 










30 






Leu 


Pro 


Pro 


Ser 


Leu 


Arg 


Met 


Pro 










45 








Ser 


Gin 


Phe 


Val 


Asn 


Glu 


Ala 


Cys 








60 










Val 


Glu 


Lys 


Ser 


Ser 


Val 


Ser 


Arg 






75 










80 


Ser 


Ala 


Tyr 


Arg 


He 


Ser 


Ala 


Ser 




90 










95 




He 


Leu 


Ser 


Pro 


Leu 


Pro 


Gly 


Ala 


105 










110 






Leu 


Val 


Phe 


Arg 


Phe 


Gly 


Met 


Ser 










125 








Glu 


Glu 


Leu 


Pro 


Arg 


His 


Ala 


His 








140 










Gly 


Pro 


Arg 


Leu 


Ala 


Leu 


Cys 


Phe 






155 










160 


Trp 


Asp 


Leu 


Gly 


Gly 


Lys 


Trp 


Gin 




170 










175 




Gin 


Glu 


Tyr 


Gin 


Gin 


Phe 


Arg 


Glu 


185 










190 






Lys 


Ala 


Phe 


Asp 


Arg 


Pro 


He 


Cys 










205 








Phe 


Asn 


Gly 


lie 


Gly 


Asn 


Tyr 


Leu 








220 










Lys 


He 


Pro 


Pro 


Phe 


Glu 


Lys 


Ala 






235 










240 


Gin 


His 


Arg 


Pro 


Ser 


Pro 


Glu 


Leu 




250 










255 




Lys 


Leu 


Gin 


Asn 


Pro 


Asp 


Leu 


Leu 


265 










270 
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Glu Leu 


Cys 


His 


Ser Val Pro Lys 




275 




280 


Gly Tyr 


Gly 


Ser 


Glu Ser Gly Glu 


290 






295 


Trp Leu 


Arg 


Cys 


Tyr Gly Met Pro 


305 






310 


His Gly 


Arg 


Thr 


lie Trp Phe Gin 








325 


Lys Gly 


Arg 


Lys 


Ser Arg Lys Lys 






340 




Pro Glu 


Asp 


Arg 


Val Glu Asp Ala 




355 




360 



Glu Val Val Gin Leu Gly Gly Arg 
285 

Glu Asp Phe Ala Ala Phe Arg Ala 
300 

Gly Met Ser Ser Leu Gin Asp Arg 
315 320 
Gly Asp Pro Gly Pro Leu Ala Pro 

330 335 
Lys Ser Lys Ala Thr Gin Leu Ser 
345 350 
Leu Pro Pro Ser Lys 
365 



<210> 902 
<211> 110 
<212>Amino acid 
<213> Homo sapiens 





<400> 902 


















Leu 


Thr 


Trp 


Ser 


Ala 


Cys 


Tyr Trp Arg Asp He Leu 


Arg 


He 


Gin 


Leu 


1 








5 






10 






15 




Trp 


lie 


Ala 


Ala 


Asp 


He 


Leu 


Leu Arg Met Leu Glu 


Lys 


Ala 


Leu 


Leu 








20 








25 




30 






Tyr 


Ser 


Glu 


His 


Gin 


Asn 


lie 


Ser Asn Thr Gly Leu 


Ser 


Ser 


Gin Gly 






35 










40 


45 








Leu 


Leu 


He 


Phe 


Ala 


Glu 


Leu 


He Pro Ala He Lys 


Arg 


Thr 


Leu 


Ala 




50 










55 


60 










Arg 


Leu 


Leu 


Val 


He 


He 


Ala 


Ser Leu Asp Tyr Gly 


He 


Glu 


Lys 


Pro 


65 










70 




75 








80 


His 


Leu 


Gly 


Thr 


Gly Met 


His 


Arg Val He Gly Leu Met 


Leu 


Leu 


Tyr 










85 






90 






95 




Leu 


He 


Phe 


Ala 


Asn 


Ala 


Glu 


Ser Val He Arg Val 


He 


Gly 












100 








105 




110 







<210> 903 
<211> 44 
<212>Amino acid 
<213> Homo sapiens 



<400> 903 

Phe Phe Phe Glu Met Glu Ser Arg Ser Ala Ala Gin Ala Gly Val Gin 

15 10 15 

Trp Cys Asn Leu Gly Ser Leu Gin Ala Leu Pro Pro Arg Phe Thr Pro 

20 25 30 

Phe Ser Cys Leu Ser Leu Pro Ser Ser Trp Asp Tyr 
35 40 44 



<210> 904 
<211> 190 
<212>Amino acid 
<213> Homo sapiens 
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<400> 904 



Tyr Glu 


Cys 


Glu 


Glu 


Leu 


Ala 


Lys 


Lys 


Leu 


Glu 


Asn 


Ser 


Gin 


Arg 


Asp 


1 








5 










10 










15 




Gly 


He 


Ser 


Arg 
20 


Asn 


Lys 


Leu 


Ala 


Leu 
25 


Ala 


Glu 


Leu 


Tyr 


Glu 
30 


Asp 


Glu 


Val 


Lys 


Cys 
35 


Lys 


Ser 


Ser 


Lys 


Ser 
40 


Asn 


Arg 


Pro 


Lys 


Ala 
45 


Thr 


Val 


Phe 


Lys 


Ser 


Pro 


Arg 


Thr 


Pro 


Pro 


Gin Arg 


Phe 


Tyr 


Ser 


Ser 


Glu 


His 


Glu 




50 










55 










60 










Tyr 


Ser 


"Gly 


Leu 


Asn 


He 


Val 


Arg 


Pro 


Ser 


Thr 


Gly 


Lys 


He 


Val 


Asn 


65 










70 










75 










80 


Glu 


Leu 


Phe 


Lys 


Glu 
85 


Ala 


Arg 


Glu 


His 


Gly 
90 


Ala 


Val 


Pro 


Leu 


Asn 
95 


Glu 


Ala 


Thr 


Arg 


Ala 


Ser 


Gly Asp 


Asp Lys 


Ser 


Lys 


Ser 


Phe 


Thr 


Gly 


Gly 








100 










105 










110 






Gly Tyr 


Arg 


Leu 


Gly 


Ser 


Ser 


Phe 


Cys 


Lys 


Arg 


Ser 


Glu 


Tyr 


He 


Tyr 






115 










120 










125 








Gly Glu 


Asn 


Gin 


Leu 


Gin Asp 


Val 


Gin 


lie 


Leu 


Leu 


Lys 


Leu 


Trp 


Ser 




130 










135 










140 










Asn 


Gly 


Phe 


Ser 


Leu 


Asp Asp 


Gly Glu 


Leu 


Arg 


Pro 


Tyr 


Asn 


Glu 


Pro 


145 










150 










155 










160 


Thr 


Asn 


Ala 


Gin 


Phe 
165 


Leu 


Glu 


Ser 


Val 


Lys 
170 


Arg 


Gly 


Val 


Thr 


Leu 
175 


He 


Ala 


Cys 


Met 


Pro 
180 


Glu 


He 


Gin 


Gin 


Leu 
185 


Met 


Leu 


Glu 


He 


Phe 
190 







<210> 905 
<211> 414 
<212>Amino acid 
<213> Homo sapiens 



<400> 905 



Trp Pro 


Cys 


Gly 


Ala 


Ala 


Pro 


Gly Leu 


Thr 


His 


Ala 


Ser 


Glu 


Arg 


Met 


1 






5 










10 










15 




Phe Thr 


Leu 


Thr 
20 


Thr 


Met 


He 


Gin 


Ala 
25 


Leu 


Ala 


Pro 


Val 


Met 
30 


Gly 


Trp 


Asp Arg 


Lys 
35 


Pro 


Leu 


Lys 


Met 


Phe 
40 


Ser 


Ser 


Glu 


Glu 


Met 
45 


Arg 


Gly 


His 


Leu His 


His 


His 


His 


Lys 


Cys 


Leu 


Thr 


Lys 


He 


Leu 


Lys 


Val 


Glu 


Gly 


50 










55 










60 










Gin Val 


Pro 


Asp 


Leu 


Pro 


Ser 


Cys 


Leu 


Pro 


Leu 


Thr 


Asp 


Asn 


Thr 


Arg 


65 








70 










75 










80 


Met Leu 


Ala 


Ser 


He 
85 


Leu 


He 


Asn 


Met 


Leu 
90 


Tyr 


Asp 


Asp 


Leu 


Arg 
95 


Cys 


Asp Pro 


Glu 


Arg 


Asp 


His 


Phe 


Arg Lys 


He 


Cys 


Glu 


Glu 


Tyr 


He 


Thr 






100 










105 










110 






Gly Lys 


Phe 


Asp 


Pro 


Gin Asp 


Met 


Asp 


Lys 


Asn 


Leu 


Asn 


Ala 


He 


Gin 




115 










120 










125 








Thr Val 


Ser 


Gly 


He 


Leu 


Gin 


Gly Pro 


Phe 


Asp 


Leu 


Gly 


Asn 


Gin 


Leu 


130 










135 










140 










Leu Gly 


Leu 


Lys 


Gly 


Val 


Met 


Glu 


Met 


Met 


Val 


Ala 


Leu 


Cys 


Gly 


Ser 


145 








150 










155 










160 


Glu Arg 


Glu 


Thr 


Asp 
165 


Gin 


Leu 


Val 


Ala 


Val 
170 


Glu 


Ala 


Leu 


He 


His 
175 


Ala 


Ser Thr 


Lys 


Leu 
180 


Ser 


Arg 


Ala 


Thr 


Phe 
185 


He 


He 


Thr 


Asn 


Gly 
190 


Val 


Ser 
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Leu Leu 


Lys 


Gin 




195 




Arg Thr 


Leu 


Val 


210 






Tyr Gly 


Leu 


Arg 


225 






Gin Cys 


Arg 


Lys 


Arg Trp 


Ala 


Val 






260 


Lys Asp 


Asp 


Phe 




275 




Leu Ala 


Lys 


Thr 


290 






Leu Val 


Asn 


Cys 


305 






Leu Val 


Gin 


Leu 


Pro Lys 


Asp 


Lys 






340 


Lys Ala 


Gly 


Val 




355 




Ala lie 


Leu 


Thr 


370 






Ala Leu 


Cys 


Asp 


385 






Gly Gly 


Lys 


Ala 



He Tyr Lys Thr 
200 

Gly Leu Cys Lys 
215 

Gin Phe Ala Glu 
230 

Trp Leu Cys Asn 
245 

Glu Gly Leu Ala 

Val Gin Asp Val 
280 

Ser Asp Lys Thr 
295 

Thr Asn Ser Tyr 
310 

Ala Lys Phe Ser 
325 

Lys Asp Phe He 

He Ser Ala Leu 
360 

Asp Gin Thr Lys 
375 

Asn Pro Lys Asp 
390 

Leu He Pro Leu 
405 



Thr Lys 


Asn 


Glu 


Leu Gly 


Ser 


Ala 






220 


Gly Ser 


Thr 


Glu 




235 




Met Ser 


lie 


Asp 


250 






Tyr Leu 


Thr 


Leu 


265 






Pro Ala 


Leu 


Gin 


He Leu 


Tyr 


Ser 






300 


Asp Val 


Lys 


Glu 




315 




Lys Gin 


His 


Val 


330 






Asp Met 


Arg 


Val 


345 






Ala Cys 


Met 


Val 


Glu Leu 


Leu 


Ala 






380 


Arg Gly 


Thr 


He 




395 




Ala Leu 


Glu 


Gly 



410 



Lys He Lys He 
205 

Gly Gly Thr Asp 

Lys Leu Ala Lys 
240 

Thr Arg Thr Arg 
255 

Asp Ala Asp Val 
270 

Ala Met Phe Glu 
285 

Val Ala Thr Thr 

Val He Pro Glu 
320 

Pro Glu Glu His 
335 

Lys Arg Leu Leu 
350 

Lys Ala Asp Ser 
365 

Arg Val Phe Leu 

Val Ala Gin Gly 
400 

Thr Asp 
414 



<210> 906 
<211> 296 
<212>Amino acid 
<213> Homo sapiens 



<400> 906 

Val Asp Ser Val Gly Gly Gly Ser Glu Ser Arg Ser Leu Asp Ser Pro 

15 10 15 

Thr Ser Ser Pro Gly Ala Gly Thr Arg Gin Leu Val Lys Ala Ser Ser 

20 25 30 

Thr Gly Thr Glu Ser Ser Asp Asp Phe Glu Glu Arg Asp Pro Asp Leu 

35 40 45 

Gly Asp Gly Leu Glu Asn Gly Leu Gly Ser Pro Phe Gly Lys Trp Thr 

50 55 60 

Leu. Ser Ser Ala Ala Gin Thr His Gin Leu Arg Arg Leu Arg Gly Pro 
65 70 75 80 

Ala Lys Cys Arg Glu Cys Glu Ala Phe Met Val Ser Gly Thr Glu Cys 

85 90 95 

Glu Glu Cys Phe Leu Thr Cys His Lys Arg Cys Leu Glu Thr Leu Leu 

100 105 110 

He Leu Cys Gly His Arg Arg Leu Pro Ala Arg Thr Pro Leu Phe Gly 

115 120 125 

Val Asp Phe Leu Gin Leu Pro Arg Asp Phe Pro Glu Glu Val Pro Phe 

130 135 140 

Val Val Thr Lys Cys Thr Ala Glu He Glu His Arg Ala Leu Asp Val 
145 150 155 160 

Gin Gly He Tyr Arg Val Ser Gly Ser Arg Val Arg Val Glu Arg Leu 

165 170 175 

Cys Gin Ala Phe Glu Asn Gly Arg Ala Leu Val Glu Leu Ser Gly Asn 
180 185 190 
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Ser 


Pro 


His 


Asp Val Ser Ser Val Leu Lys Arg 


Phe 


Leu Gin 


Glu 


Leu 






195 


200 




205 






Thr 


Glu 


Pro 


Val He Pro Phe His Leu Tyr Asp 


Ala 


Phe He 


Ser 


Leu 




210 




215 


220 








Ala 


Lys 


Thr 


Leu His Ala Asp Pro Gly Asp Asp Pro Gly Thr 


Pro 


Ser 


225 






230 235 








240 


Pro 


Ser 


Pro 


Glu Val He Arg Ser Leu Lys Thr 


Leu 


Leu Val 


Gin 


Leu 








245 250 






255 




Pro 


Asp 


Ser 


Asn Tyr Asn Thr Leu Arg His Leu 


Val 


Ala His 


Leu 


Phe 








260 265 




270 






Arg 


Val 


Ala 


Ala Arg Phe Met Glu Asn Lys Met 


Ser 


Ala Asn 


Asn 


Leu 






275 


280 




285 






Gly 


He 


Val 


Phe Gly Pro Thr Leu 












290 




295 296 











<210> 907 
<211> 131 
<212>Amino acid 
<213> Homo sapiens 



<400> 907 

Gly Leu His Val He Ser Leu His Ser Ala Asp Gly Arg His Trp Glu 

15 10 15 

Asp Pro Leu Ser Glu Leu Asp Ser Glu Arg Val Ser Ala Phe Leu Val 

20 25 30 

Thr Glu Thr Leu Val Phe Tyr Leu Phe Cys Leu Leu Ala Asp Glu Thr 

35 40 45 

Val Val Pro Pro Asp Val Pro Ser Tyr Leu Ser Ser Gin Gly Thr Leu 

50 55 60 

Ser Asp Arg Gin Glu Thr Val Val Arg Thr Glu Gly Gly Pro Gin Ala 
65 70 75 80 

Asn Gly His He Glu Ser Asn Gly Lys Ala Ser Val Thr Val Lys Gin 

85 90 95 

Ser Ser Ala Val Thr Val Ser Leu Gly Ala Gly Gly Gly Leu Gin Val 

100 105 110 

Phe Thr Gly Gin Val Pro Gly He Arg Trp Gly Lys Leu Gly Glu Ala 

115 120 125 

His Ala Ser 
130 131 



<210> 908 
<211> 124 
<212>Amino acid 
<213> Homo sapiens 



<400> 908 

Lys He Lys His Arg Pro Glu Glu Glu Pro Arg Trp Ala Ala Ala Gly 

15 10 15 

Ala Gin Ser Ala Gly Pro Gly Ala Ala Glu Val Ala Pro Pro Arg Pro 

20 25 30 

Gly Thr Val Ala Pro Gly Ala Asn Gly Met Thr Asp Ser Ala Thr Ala 

35 40 45 

Asn Gly Asp Asp Arg Asp Pro Glu He Glu Leu Phe Val Lys Ala Gly 
50 55 60 
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He Asp Gly Glu Ser He Gly Asn 

65 70 ' 

Met He Leu Trp Leu Lys Gly Val 
85 

Leu Lys Arg Lys Pro Ala Asp Leu 
100 

Pro Pro Phe Leu Ala Phe Asn Trp 
115 120 



Cys Pro Phe Ser Gin Arg Leu Phe 
75 80 
Val Phe Asn Val Thr Thr Val Asp 

90 95 
Arg Asn Leu Ala Pro Gly Thr His 
105 110 
Tyr Val Lys Thr 
124 



<210> 909 
<211> 111 
<212>Amino acid 
<213> Homo sapiens 



<400> 909 

Leu Gly Phe Ser Asp Gly Gin Glu Ala Arg Pro Glu Glu He Gly Trp 

15 10 15 

Leu Asn Gly Tyr Asn Glu, Thr Thr Gly Glu Arg Gly Asp Phe Pro Gly 

20 25 30 

Thr Tyr Val Glu Tyr He Gly Arg Lys Lys He Ser Pro Pro Thr Pro 

35 40 45 

Lys Pro Arg Pro Pro Arg Pro Leu Pro Val Ala Pro Gly Ser Ser Lys 

50 55 60 

Thr Glu Ala Asp Val Glu Gin Gin Val Leu Tyr Lys Tyr Arg Lys Lys 
65 70 75 80 

Pro Ser Ser Ser His Arg Pro Gin Thr Pro His Asn Gly Lys Ser Lys 

85 90 95 

Asn Phe Leu His Lys Gin Gly Leu Lys Lys Lys Lys Ala Ser Leu 
100 105 110 111 



<210> 910 
<211> 298 
<212>Amino acid 
<213> Homo sapiens 



<400> 910 



Arg Thr 


Arg 


Gly 


Val 


1 






5 


Arg Trp 


Leu 


Leu 


Leu 






20 




Val He 


Asp 


Trp 


Pro 




35 






Thr Val 


Arg 


Lys 


Asp 


50 








Asn Ser 


Cys 


Lys 


Asn 


65 








Gly Gly 


Pro 


Gly 


Gly 








85 


Gly Pro 


Leu 


Asp 


Ser 






100 




Ala Ala 


Ser 


Leu 


Leu 




115 






Tyr Val 


Asn 


Gly 


Ser 



130 



Met Glu Leu Ala Leu Arg 
10 

Leu Pro Leu Leu Leu Gly 
25 

Thr Glu Glu Gly Lys Glu 
40 

Ala Tyr Met Phe Trp Trp 
55 

Phe Ser Glu Leu Pro Leu 
70 75 
Ser Ser Thr Gly Phe Gly 
90 

Asp Leu Lys Pro Arg Lys 
105 

Phe Val Asp Asn Pro Val 
120 

Gly Ala Tyr Ala Lys Asp 
135 



Arg Ser Pro Val Pro 
15 

Leu Asn Ala Gly Ala 
30 

Val Trp Asp Tyr Val 
45 

Leu Tyr Tyr Ala Thr 
60 

Val Met Trp Leu Gin 
80 

Asn Phe Glu Glu He 
95 

Thr Thr Trp Leu Gin 
110 

Gly Thr Gly Phe Ser 
125 

Leu Ala Met Val Ala 
140 
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Ser Asp 


Met 


Met 


Gly 


Leu 


Leu 


Lys 


Thr 


Phe 


Phe Ser 


Cys 


His 


Lys 


Cl ii 
G-LU 


145 








150 










155 








160 


Phe Gin 


Thr 


Val 


Pro 


Phe Tyr 


lie 


Tit* 

Pne 


Ser 


Glu Ser 


Tyr 


cl 

Gxy 


Cl it 

oJ.y 


Lys 








165 










170 








1 /b 




Met Ala 


Ala 


Gly 


lie 


Gly Leu 


Glu 


Leu 


Tyr 


Lys Ala 


ne 


Gin 


Arg 


cl t» 

GJLy 






180 










185 








190 






Thr lie 


Lys 


Cys Asn 


Phe 


Ala 


Gly 


Val 


Ala 


Leu Gly 


Asp 


Ser 


Trp 


Tl A 

JL-Le 




195 










200 








205 








Ser Pro 


Val 


Asp 


Ser 


Val 


Leu 


Ser 


Trp 


Gly 


Pro Tyr 


Leu 


Tyr 


Ser 


Met 


210 










215 








220 










Ser Leu 


Leu 


Glu Asp 


Lys Gly 


Leu 


Ala 


Glu 


Val Ser 


Lys 


vai 


■A 1 -» 

A±a 


G1U 


225 








230 










235 








240 


Gin Val 


Leu 


Asn 


Ala 


Val 


Asn 


Lys 


Gly 


Leu 


Tyr Arg 




Til a 


inx 


ulU 








245 










250 








255 




Leu Trp 


Gly 


Lys 


Ala 


Glu 


Met 


lie 


He 


Glu 


Gin Val 


Lys 


Arg 


Gly 


Asn 






260 










265 








270 






Thr Gin 


Arg 


Arg 


Ala 


Cys 


Leu 


Ala 


Phe 


Ser 


Gly Gly 


Tyr 


Arg 


TV 1 -» 

Ala 


His 




275 










280 








285 








Gly Trp 


Cys 


Cys 


Gin 


Thr 


Trp 


Ser 


Leu 


Has 










- 


290 










295 






298 












<210> 911 
























<211> 213 
























<212>Arnino 


acid 




















<213> Homo 


sapiens 




















<220> 


























<221> misc 


feature 




















<222> 


(1) . . 


r. (2i3) 




















<223> X = any amino acid or stop code 










<400> 911 
























Pro Gly 


Trp 


Ser 


Arg 


Ser 


Pro 


Asp 


Leu 


Val 


He Arg 


Leu 


Pro 


Arg 


Pro 


1 






5 










10 








15 




Pro Lys 


Val 


Leu 


Gly 


Leu 


Gin 


Tyr 


Tyr 


His 


Phe Phe 


Phe 


Phe 


Leu 


Arg 






20 










25 








30 






Trp Ser 


Leu 


Asp 


Ser 


Val 


Ala 


Gin 


Ala 


Glu 


Val Gin 


Trp 


His 


Asp 


Leu 




35 










40 








45 








Arg Ser 


Leu 


Gin 


Ala 


Pro 


Pro 


Pro 


Gly 


Phe 


Thr Pro 


Phe 


Ser 


Cys 


Leu 


50 










55 








60 










Ser Leu 


Pro 


Gly 


Ser 


Trp 


Asp 


Tyr 


Arg 


Cys 


Pro Pro 


Pro 


Arg 


Pro 


Ala 


65 








70 










75 








80 


Asn Phe 


Leu 


Tyr 


Phe 


Xaa 


Xaa 


Arg 


Arg 


Gly 


Phe Thr 


Val 


Leu 


Ala 


Arg 








85 










90 








95 




Met Val 


Ser 


lie 


Ser 


Xaa 


Pro 


Arg 


Asp 


Pro 


Pro Ala 


Ser 


Ala 


Ser 


Gin 






100 










105 








110 






Ser Ala 


Gly 


lie 


Thr 


Val 


Leu 


Ser 


Leu 


Phe 


Phe Phe 




Cl n 




<,i 




115 










120 








125 








Ser Cys 


Ser 


Val 


Ala 


Gin 


Ala 


Gly 


Val 


Gin 


Trp Arg 


Tyr 


Leu 


Gly 


Ser 


130 










135 








140 










Leu Gin 


Ala 


Leu 


Pro 


Pro 


Gly 


Phe 


Thr 


Pro 


Phe Ser 


Cys 


Leu 


Ser 


Leu 


145 








150 










155 








160 


Pro Ser 


Ser 


Trp 


Asp 


Tyr 


Arg 


Arg 


Pro 


Pro 


Pro Arg 


Pro 


Ala 


Asn 


Phe 








165 










170 








175 




Phe Val 


Phe 


Leu 


Val 


Glu 


Thr 


Gly 


Val 


Ser 


Pro Cys 


Xaa 


Pro 


Gly 


Trp 






180 










185 








190 






Ser Arg 


Ser 


Pro 


Asp 


Leu 


Val 


He 


Arg 


Leu 


Pro Gin 


Pro 


Pro 


Lys 


Val 




195 










200 








205 








Leu Gly 


Leu 


Gin 


Val 
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210 213 



<210> 912 
<211> 583 
<212>Atnino acid 
<213> Homo sapiens 



<400> 912 



Pro Ser 


Met 


Lys Thr Gly Glu Leu Glu Lys 


Glu 


Thr 


Ala 


Pro 


Leu 


Arg 


1 




5 10 










15 




Lys Asp 


Ala 


Asp Ser Ser He Ser Val Leu 


Glu 


lie 


His 


Ser 


Gin 


Lys 




20 25 








30 






Ala Gin 


He 


Glu Glu Pro Asp Pro Pro Glu 


Met 


Glu 


Thr 


Ser 


Leu 


Asp 




35 


40 






45 








Ser Ser 


Glu 


Met Ala Lys Asp Leu Ser Ser 


Lys 


Thr 


Ala 


Leu 


Ser 


Ser 


50 




55 




60 










Thr Glu 


Ser 


Cys Thr Met Lys Gly Glu Glu 


Lys 


Ser 


Pro 


Lys 


Thr 


Lys 


65 




70 


75 










80 


Lys Asp 


Lys 


Arg Pro Pro He Leu Glu Cys 


Leu 


Glu 


Lys 


Leu 


Glu 


Lys 




85 90 










95 




Ser Lys 


Lys 


Thr Phe Leu Asp Lys Asp Ala Gin Arg 


Leu 


Ser 


Pro 


He 






100 105 








110 






Pro Glu 


Glu 


Val Pro Lys Ser Thr Leu Glu Ser Glu Lys 


Pro 


Gly 


Ser 




115 


120 






125 








Pro Glu 


Ala 


Ala Glu Thr Ser Pro Pro Ser 


Asn 


He 


He 


Asp 


His 


Cys 


130 




135 




140 










Glu Lys 


Leu 


Ala Ser Glu Lys Glu Val Val 


Glu Cys 


Gin 


Ser 


Thr 


Ser 


145 




150 


155 










160 


Thr Val 


Gly 


Gly Gin Ser Val Lys Lys Val 


Asp 


Leu 


Glu 


Thr 


Leu 


Lys 




165 170 










175 




Glu Asp 


Ser 


Glu Phe Thr Lys Val Glu Met 


Asp 


Asn 


Leu 


Asp 


Asn 


Ala 




180 185 








190 






Gin Thr 


Ser 


Gly He Glu Glu Pro Ser Glu 


Thr 


Lys 


Gly 


Ser 


Met 


Gin 




195 


200 * 






205 








Lys Ser Lys 


Phe Lys Tyr Lys Leu Val Pro 


Glu 


Glu 


Glu 


Thr 


Thr 


Ala 


210 




215 




220 










Ser Glu Asn 


Thr Glu He Thr Ser Glu Arg Gin Lys 


Glu 


Gly 


He 


Lys 


225 




230 


235 










240 


Leu Thr 


He 


Arg He Ser Ser Arg Lys Lys 


Lys 


Pro 


Asp 


Ser 


Pro 


Pro 






245 250 










255 




Lys Val 


Leu 


Glu Pro Glu Asn Lys Gin Glu 


Lys 


Thr 


Glu 


Lys 


Glu 


Glu 




260 265 








270 






Glu Lys 


Thr 


Asn Val Gly Arg Thr Leu Arg Arg 


Ser 


Pro 


Arg 


He 


Ser 


275 


280 






285 








Arg Pro 


Thr 


Ala Lys Val Ala Glu He Arg 


Asp 


Gin 


Lys 


Ala 


Asp 


Lys 


290 




295 




300 










Lys Arg Gly 


Glu Gly Glu Asp Glu Val Glu 


Glu 


Glu 


Ser 


Thr 


Ala 


Leu 


305 




310 


315 










320 


Gin Lys 


Thr 


Asp Lys Lys Glu He Leu Lys 


Lys 


Ser 


Glu 


Lys 


Asp 


Thr 






325 330 










335 




Asn Ser Lys 


Val Ser Lys Val Lys Pro Lys Gly Lys Val 


Arg Trp 


Thr 






340 345 








350 






Gly Ser Arg 


Thr Arg Gly Arg Trp Lys Tyr 


Ser 


Ser 


Asn 


Asp 


Glu 


Ser 




355 


360 






365 








Glu Gly Ser 


Gly Ser Glu Lys Ser Ser Ala 


Ala 


Ser 


Glu 


Glu 


Glu 


Glu 


370 




375 




380 










Glu Lys 


Glu 


Ser Glu Glu Ala He Leu Ala Asp Asp Asp 


Glu 


Pro 


Cys 


385 




390 


395 










400 


Lys Lys 


Cys 


Gly Leu Pro Asn His Pro Glu 


Leu 


He 


Leu 


Leu 


Cys 


Asp 
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405 



Ser 


Cys 


Asp 


Ser 


Gly Tyr 








420 




Met 


lie 


His 


Pro 


Gin Met 






435 






Thr 


Leu 


Asn 


Leu 


Leu Leu 




450 








Leu 


Asp 


Val 


Ala 


Leu Lys 


465 








470 


Glu 


Arg 


Leu 


Val 


Tyr Val 










485 


Gin 


Glu 


Pro 


Asp 


Phe Ser 








500 




Lys 


Lys 


Ser 


Lys 


Ala Asn 






515 






Lys 


Cys 


lie 


Ser 


Tyr Arg 




530 








Ala 


He 


Glu 


Asp 


Asp He 


545 








550 


Gly 


Lys 


Asp 


He 


Ser Thr 










565 


Thr 


He 


Leu 


Asp 


Glu Glu 



580 



<210> 913 
<211> 178 
<212>Amino acid 
<213> Homo sapiens 



<400> 913 



Lys 


Arg 


Arg 


Gly 


Ser 


Phe 


1 








5 




Glu 


Ser 


Ser 


Ser 
20 


Ala 


Lys 


Ser 


Asn 


Thr 
35 


Trp 


Asn 


Glu 


Trp 


Lys 
50 


Gly 


Arg 


Asn 


Thr 


Ser 


Lys 


Arg 


Ser 


Arg 


Leu 


65 










70 


Thr 


Arg 


Ser 


Pro 


Lys 
85 


Arg 


Phe 


Thr 


Ala 


Thr 
100 


Met 


Ser 


Gly 


Phe 


Arg 
115 


Leu 


Arg 


Asn 


Cys 


He 
130 


Tyr 


Glu 


Trp 


Phe 


Gly 


Asp 


Asn 


Asp 


Phe 


Cys 


145 










150 


Lys 


Thr 


Arg 


Lys 


Leu 
165 


Thr 


Met 


Gly 











178 



<210> 914 
<2H> 158 
<212>Amino acid 





410 






His 


Thr Ala Leu 


Pro 


Phe 




425 






Gly 


Gly Trp Phe 


Cys 


Pro 




440 






Leu 


Glu Lys Leu 


Glu 


Asp 


455 






460 


Lys 


Glu Arg Ala 


Leu 


Pro 






475 




Gly 


He Ser lie 


Glu 


Asn 




490 






Glu 


Asp Gin Glu 


Glu 


Lys 




505 






Leu 


Leu Glu Arg 


Arg 


Ser 




520 






Phe 


Asp Glu Phe 


Asp 


Glu 


535 






540 


Lys 


Glu Ala Asp 


Gly 


Gly 






555 




He 


Thr Gly His 


Arg 


Gly 




570 







Arg 
583 



Lys 


Met Ala Glu 


Leu 


Asp 




10 






Ala 


Leu Val Ser 


Leu 


Lys 




25 






Lys 


Tyr Ser Ser 


Leu 


Gin 




40 






Ser 


Ser Ala Val 


Glu 


Met 


55 






60 


Phe 


Ser Asp Glu 


Asp 


Asp 






75 




Asn 


Gin Arg Val 


Ala 


Met 




90 






Thr 


Pro Asp Lys 


Lys 


Ala 




105 






Leu 


Leu Lys Leu 


Pro 


Lys 




120 






Tyr 


Ser Asn He 


Asp 


Lys 


135 






140 


Val 


Cys Leu Lys 


Glu 


Ser 






155 




Arg 


Val Glu Trp 


Gly 


Lys 




170 
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415 




Ala 


Pro 


Pro 


Leu 




430 






Thr 


Phe 


Cys 


Pro 


445 








Gin 


Phe 


Gin 


Asp 


Glu 


Arg 


Arg 


Lys 








480 


lie 


lie 


Pro 


Pro 






495 




Lys 


Lys 


Asp 


Ser 




510 






Thr 


Arg 


Thr 


Arg 


525 








Ala 


He 


Asp 


Glu 


Gly 


Val 


Gly 


Arg 








560 


Lys 


Asp 


He 


Ser 






575 




Gin 


Leu 


Pro 


Asp 






15 




Glu 


Gly 


Ser 


Leu 




30 






Lys 


Thr 


Pro 


Val 


45 








Pro 


Phe 


Arg 


Asn 


Arg 


Gin 


He 


Asn 








80 


val 


Pro 




Lys 






95 




Ser 


Gin 


Lys 


lie 




110 






Ala 


His 


Lys 


Trp 


125 








Pro 


Leu 


Phe 


Glu 


Phe 


Pro 


Asn 


Leu 








160 


He 


Arg 


Arg 


Leu 






175 
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<213> Homo sapiens 
<220> 

<221> misc_feature 

<222> (1) . . . (158) 

<223> X = any amino acid or stop code 



<400> 914 



Met 


Pro 


Glu 


Tyr Leu 


Arg 


Lys Arg 


Phe 


Gly 


Gly He Arg He 


Pro 


lie 


1 






5 










10 




15 




He 


Leu 


Ala 


Val Leu 


Tyr 


Leu 


Phe 


He 


Tyr 


He Phe Thr Lys 


He 


Ser 








20 








25 




30 






Val 


Asp 


Met 


Tyr Ala 


Gly 


Ala 


'lie 


Phe 


He 


Gin Gin Ser Leu 


His 


Leu 




35 








40 






45 






Asp 


Leu 


Tyr 


Leu Ala 


He 


Val 


Gly 


Leu 


Leu 


Ala He Thr Ala 


Val 


Tyr 


50 






55 








60 






Thr 


Val 


Ala 


Gly Gly 


Leu 


Ala 


Ala 


Val 


He 


Tyr Thr Asp Ala 


Leu 


Gin 


65 








70 










75 




80 


Thr 


Leu 


He 


Met Leu 


He 


Gly 


Ala 


Leu 


Thr 


Leu Met Gly Tyr 


Ser 


Phe 








85 










90 




95 




Ala 


Ala 


Val 


Gly Gly 


Met 


Glu 


Gly 


Leu 


Lys 


Glu Lys Tyr Phe 


Leu 


Ala 








100 








105 




110 






Leu 


Ala 


Ser 


Asn Arg 


Ser 


Glu 


Asn 


Ser 


Ser 


Cys Gly Leu Pro Arg 


Glu 






115 








120 






125 






Asp 


Ala 


Phe 


His He 


Phe 


Arg 


Asp 


Pro 


Leu 


Thr Ser Asp Leu 


Pro Trp 


130 








135 








140 






Pro 


Gly 


Val 


Leu Phe 


Gly 


Met 


Ser 


He 


Pro 


Ser Leu Xaa * 






145 






150 










155 157 







<210> 915 
<211> 108 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc__f eature 
<222> (1) . . . (108) 

<223> X = any amino acid or stop code 



<400> 915 



Xaa 


Ser 


Ala 


Ser 


Ala 
5 


Thr 


Ser 


Leu 


1 

Val 


Lys 


Gly 


Leu 


Leu 


Asp 


Phe 


Lys 








20 










Gly 


Ala 


Pro 


Glu 


Gin 


Arg 


Tyr 


Gin 






35 










40 


Leu 


Leu 


Ala 


Thr 


Gly 


Gly 


Ala 


Asp 




50 










55 




Val 


Gly 


Ser 


Arg 


Leu 


Glu 


Ala 


Asn 


65 










70 






Ser 


He 


Thr 


Ser 


Val 


Asp 


Phe 


Asp 










85 








Ala 


Thr 


Tyr 


Asn 


Gin 


Val 


Ala 


Gin 



100 



Thr 


Leu 


Ser His Cys Val Asp Val 




10 


15 


Lys 


Arg 


Arg Gly His Ser He Gly 


25 




30 


He 


He 


Pro Val Met Cys Cys Ser 






45 


Arg 


Leu 


lie His Leu Trp Asn Val 






60 


Gin 


Thr 


Leu Glu Gly Ala Gly Gly 






75 80 


Pro 


Ser 


Gly Tyr Gin Val Leu Ala 




90 


95 


Phe 


Trp 


Lys * 


105 




107 
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<210> 916 
<211> 45 
<212>Amino acid 
<213> Homo sapiens 



<400> 916 

Gin Lys Arg Phe Pro Ser Asn Cys Gly Arg Asp Gly Lys Leu Phe Leu 

15 10 15 

Trp Gly Gin Ala Leu His He He Ala Lys Leu Leu Gly Lys Trp Arg 

20 25 30 

Arg Leu Gly Met Val Phe Phe Ser Leu Leu Leu Ser Tyr 
35 40 45 



<210> 917 
<211> 180 
<212>Amino acid 
<213> Homo sapiens 



<400> 917 






Val His 


Val 


Cys 


Ser 
5 


Ser Lys Met 


1 

Gin Tyr 


Tyr 


Thr 


Gin 


Glu Leu Gly 






20 






Val Ser 


Leu 


He 


Asp 


Leu Trp Gly 




35 






40 


Gin Glu 


Glu 


Asn 


Pro 


Ala Lys Leu 


50 








55 


Gin Gly 


Gin 


Asn 


Pro 


Tyr Pro He 


65 








70 


Asn Leu 


Ser 


Gly Glu 


Asp Phe Ala 








85 




Glu Val 


Gly 


Phe 


Pro 


Lys Tyr Gly 






100 






Gly Ser 


Glu 


Leu 


Phe 


Met Gly Arg 


115 






120 


Arg He 


Cys 


Tyr Leu 


Gin Gly Met 


130 








135 


Leu Asp 


Glu 


He 


Phe 


Leu Lys Thr 


145 








150 


Glu Trp 


Tyr 


Arg Gly 


Ser Val Asn 








165 




Gin Leu 


His 


Asn 










180 







Gly Ala Leu Ser 


Thr 


Glu Arg 


Leu 


10 






15 




Val Arg Glu Arg 


Ser 


Gly His 


Ser 


25 




30 






Leu Leu Val Glu Tyr 


Leu 


Leu 


Tyr 




45 








Ser Asp Gin Gin 


Glu 


Ala 


Val 


Arg 


60 










Tyr Thr Ser Val 


Asn 


Val 


Arg 


Thr 


75 








80 


Glu Trp Cys Glu 


Phe 


Thr 


Pro 


Tyr 


90 






95 




Ala Tyr Val Pro 


Thr 


Glu 


Leu 


Phe 


105 




110 






Leu Leu Gin Leu 


Gin 
125 


Pro 


Glu 


Pro 


Trp Gly Ser Ala 


Phe 


Ala 


Thr 


Ser 


140 










Ala Gly Ser Gly Leu 


Ser 


Phe 


Leu 


155 








160 


He Thr Asp Asp 


Cys 


Gin Lys 


Pro 


170 






175 





<210> 918 

<211> 281 

< 2 12 > Amino acid 

<213> Homo sapiens 



505 



WO 01/53455 



<400> 918 



Glu Phe 


Leu 


Gly Arg Pro 


1 




5 


Glu Gly 


Lys 


Asp Glu Gly 






20 


Glu Gly 


Lys 


Asp Glu Gly 




35 




Glu Gly 


Lys 


Asp Glu Arg 


50 






Glu Gly 


Lys 


Asp Glu Gly 


65 




70 


Glu Gly 


Lys 


Asp Glu Gly 






85 


Glu Gly 


Lys 


Asp Glu Gly 






100 


Glu Arg 


Lys 


Asp Glu Gly 




115 




Glu Gly 


Lys 


Asp Glu Gly 


130 






Glu Gly 


Lys 


Asp Glu Gly 


145 




150 


Glu Gly 


Lys 


Asp Glu Gly 






165 


Glu Gly 


Lys 


Asp Glu Gly 






180 


Glu Gly 


Asn 


Asp Glu Gly 




195 




Glu Gly 


Lys 


Asp Glu Gly 


210 






Glu Arg 


Asn 


Asp Glu Gly 


225 




230 


Glu Gly 


Lys 


Asp Glu Gly 






245 


Glu Gly 


Asn 


Asp Glu Gly 






260 


Glu Gly 


Lys 


Asp Glu Gly 




275 





<210> 919 
<211> 147 
<212>Amino acid 
<213> Homo sapiens 



<400> 919 



Pro Ser 


Leu 


Arg 


Pro 


Ala 


1 






5 




Leu Gin 


Pro 


Tyr Cys 


Gly 






20 






Arg Asn 


Arg 


Glu 


Val 


Leu 




35 








Tyr Ala 


Leu 


Met 


lie 


Glu 


50 










Arg Phe 


Lys 


Asp 


lie 


His 


65 








70 


Asn Tyr 


Asn 


Ser 


Ser 


Glu 








85 




Thr Ser 


Ser 


Leu 


Ser 


Thr 






100 






Tyr Val 


Gly 


Pro Lys 


Gin 



Thr Arg 


Pro 


Ala Lys 


Asp 






10 




Lys Asp 


Glu 


Gly Lys 


Asp 




25 






Lys Asp 


Glu 


Arg Lys 


Asp 


40 








Lys Asp 


Glu 


Gly Lys 


Asp 


55 






60 


Lys Asp 


Glu 


Gly Lys 


Asp 






75 




Asn Asp 


Glu 


Gly Lys 


Asp 






90 




Lys Asp 


Glu 


Gly Lys 


Asp 




105 






Lys Asp 


Glu 


Gly Lys 


Asp 


120 








Lys Asp 


Glu 


Gly Lys 


Asp 


135 






140 


Lys Asp 


Glu 


Gly Lys 


Asp 






155 




Lys Asp 


Glu 


Gly Lys 


Asp 






170 




Lys Asp 


Glu 


Gly Asn 


Asp 




185 






Lys Asp 


Glu 


Gly Lys 


Asp 


200 








Lys Asp 


Glu 


Gly Lys 


Asp 


215 






220 


Lys Asp 


Glu 


Arg Lys 


Asp 






235 




Lys Asp 


Glu 


Gly Lys 


Asp 






250 




Lys Asp 


Glu 


Arg Lys 


Asp 




265 






Lys Asp 


Lys 






280 


281 






Trp His 


Glu 


Gly Glu 


Asp 






10 




Tyr Ser 


Phe 


Gin Val 


Val 




25 






Pro Cys 


Pro 


Asp Asp 


Cys 


40 








Gly Trp 


Asn 


Glu Phe 


Pro 


55 






60 


Ser Arg 


Leu 


Arg Ala 


Trp 






75 




Gin Thr 


Ser 


Gly Gly 


Arg 






90 




Ser Pro 


Leu 


Cys Asn 


Val 




105 






Lys Val 


Pro 


Pro Phe 


Pro 
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Glu 


Gly 


Asn 


Asp 






15 




Glu 


Gly 


Lys 


Asp 




30 






Glu 


Gly 


Lys 


Asp 


45 








GlU 


Gly 


Lys 


Asp 


Glu 


Gly 


Lys 


Asp 








on 
o u 


Glu 


Gly 


Lys 


Asp 






95 




Glu 


Gly 


Lys 


Asp 




110 






Glu 


Arg 


Lys 


Asp 


125 








Glu 


Gly 


Lys 


Asp 


Glu 


Gly 


Asn 


Asp 








lOU 


Glu 


Gly 


Lys 


Asp 






175 




Glu 


Gly 


Asn 


Asp 




190 






Glu 


Arg 


Asn 


Asp 


205 








Glu 


Gly 


Lys 


Asp 


Glu 


Gly 


Lys 


Asp 








240 


Glu 


Gly 


Lys 


Asp 






255 




Glu 


Gly 


Lys 


Asp 




270 






Phe 


Ser 


Tyr 


Gly 






15 




Gly 


Glu 


Met 


lie 




30 






Pro 


Ala 


Trp 


Ala 


45 








Ser 


Arg 


Arg 


Ala 


Gly 


Asn 


Leu 


Ser 








80 


Asn 


Thr 


Thr 


Gin 






95 




Ser 


Asn 


Ala 


Pro 




110 






Gin 


Thr 


Gin 


Val 
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115 120 125 

lie Pro Met Lys Gly Gin lie Arg Pro Met Val Pro Pro Pro Gin Leu 

130 135 140 

Tyr Val Pro 
145 147 



<210> 920 
<211> 150 
<212>Amino acid 
<213> Homo sapiens 





<400> 920 




Arg 


Asn 


Ser 


Gly 


Arg His Pro Arg 


l 








5 


Lys 


Arg 


Val 


Met 


Gin Glu Ala Cys 








20 




Arg 


Arg 


Ala 


Val 


Thr Pro Arg His 






35 




40 


Arg 


His 


Arg 


Val 


Leu Tyr Cys Glu 




50 






55 


Trp 


Lys 


Arg 


Val 


Leu Met Val Leu 


65 








70 


Asp 


lie 


Gin 


His 


Asn Thr Val His 










85 


Asp 


Thr 


Phe 


Asp 


Arg Gin Gly He 








100 




Lys 


Met 


Leu 


Phe 


Val Arg Glu Pro 






115 




120 


Arg 


Asp 


Lys 


Phe 


Glu His Pro Asn 




130 






135 


Met 


Ala 


lie 


Leu 


Ala Arg 


145 








150 



Val Arg Trp He Leu Glu Glu Arg 

10 15 
Ala Lys Tyr Arg Ala Ser Ser Ser 

25 30 
Val Ser Arg He Phe Val Glu Asp 
45 

Val Pro Lys Ala Gly Cys Ser Asn 
60 

Ala Gly Leu Ala Ser Ser Thr Ala 
75 80 
Tyr Gly Ser Ala Leu Lys Arg Leu 

90 95 
Leu His Arg Leu Ser Thr Tyr Thr 
105 110 
Phe Glu Arg Leu Val Ser Ala Phe 
125 

Ser Tyr Tyr His Pro Val Phe Cys 
140 



<210> 921 
<211> 125 
<212>Amino acid 
<213> Homo sapiens 



<400> 921 

He Met Tyr Ser He Ser Pro Ala Asn Ser Glu Glu Gly Gin Glu Leu 

15 10 15 

Tyr Val Cys Thr Val Lys Asp Asp Val Asn Leu Asp Thr Val Leu Leu 

20 25 30 

Leu Pro Phe Leu Lys Glu He Ala Val Ser Gin Leu Asp Gin Leu Ser 

35 40 45 

Pro Glu Glu Gin Leu Leu Val Lys Cys Ala Ala He He Gly His Ser 

50 55 60 

Phe His -He Asp Leu Leu Gin His Leu Leu Pro Gly Trp Asp Lys Asn 
65 70 75 80 

Lys Leu Leu Gin Val Leu Arg Ala Leu Val Asp lie His Val Leu Cys 

85 90 95 

Trp Ser Asp Lys Ser Gin Glu Leu Pro Ala Glu Pro He Leu Met Pro 

100 105 HO 

Ser Ser He Asp He He Asp Gly Thr Lys Glu Lys Lys 
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115 



120 



125 
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<210> 922 
<211> 111 
<212>Amino acid 
<213> Homo sapiens 



<400> 922 

Gly Pro His Val Val Leu Val Leu Arg Arg Cys Phe Leu Leu Ser Tyr 

1 5 10 15 

Phe Lys Gly Val Glu Lys Ala Lys Ala Met Pro Ser Pro Arg lie Leu 

20 25 30 

Lys Thr His Leu Ser Thr Gin Leu Leu Pro Pro Ser Phe Trp Glu Asn 

35 40 45 

Asn Cys Lys Val Arg Tyr Gin Gin Leu Pro Val Thr Glu Gly Lys Val 

50 55 60 

Ser Gin Pro Lys Arg Val Leu Gin Thr Pro Thr Gin Ser lie Arg Asp 
65 70 75 80 

His Leu Cys Leu Ser Thr Val Ser Asp Ala Tyr Gin Gin Arg Glu Asn 

85 90 95 

lie Lys Phe Tyr lie Gin Gin Asp lie His Leu Asn Ser Phe Lys 
100 105 110 111 



<210> 923 
<211> 69 
<212>Amino acid 
<213> Homo sapiens 



<400> 923 

Phe Tyr Tyr lie Cys Arg Leu Ser Lys Glu Asp Lys Ala Phe Leu Trp 

15 10 15 

Glu Lys Arg Tyr Tyr Cys Phe Lys His Pro Asn Cys Leu Pro Lys lie 

20' 25 30 

Leu Ala Ser Ala Pro Asn Trp Lys Trp Val Asn Leu Ala Lys Thr Tyr 

35 40 45 

Ser Leu Leu His Gin Trp Pro Ala Leu Tyr Pro Leu lie Ala Leu Glu 

50 55 60 

Leu Leu Asp Ser Lys 
65 69 



<210> 924 

<211> 120 
<212>Amino acid 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (I)... (120) 

<223> X = any amino acid or stop code 
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<400> 924 

i Xaa Gly Leu Phe Glu lie Gin Gin Cys Pro lie 

15 

\sn Arg Asp 
30 

\rg Glu Arg 
45 



Lys Met Met He 


Xaa 


Gly Leu Phe 


Glu 


He 


Gin Gin 


1 


5 






10 




JJy£> XI XO C jfO "OH 


Phe 


Leu Gin Val 


Leu 


Arg 


Asn Pro 


20 






25 






Trj? Leu Val Ser 


Ser 


Phe Gly Lys 


Ser 


Ser 


Lys Gly 


35 




40 








Glv His His AST) 


Glu 


Tyr Tyr Arg 


Leu 


Arg 


Gly Arg 


50 




55 






60 


Pro Asp His Ser 


Tyr 


Lys Arg Asn 


Gly 


Glu 


Ser Glu 


65 




70 






75 


Lys Ser His Xaa 


His 


Met Ser Lys 


Ser 


Gin 


Glu Arg 


85 






90 




Ser Arg Gly Arg 


Asn 


Ser Asp Arg 


Ser 


Gly 


Gly Arg 


100 






105 






Asp Asn Gly Arg 


Ser 


Arg Tyr Arg 








115 




120 









80 

Asn Ser Pro 
95 

Ser Arg Ser 
110 



<210> 925 

<211> 108 

<2 12 > Amino acid 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (108) 

<223> X = any amino acid or stop code 



<400> 925 



Pro 


Leu 


Ser 


Leu 


Phe 
5 


Ala Arg Val 


1 

Glu 


Pro 


Pro 


Gly 


Leu 


Gly Asp Glu 








20 






Arg Arg 


Glu 


Ala 


Val 


Gly Ser Trp 






35 






40 


Thr 


Pro 


Cys 


Gly 


Pro 


Gly Asp Leu 




50 








55 


Arg 


Leu 


Thr 


Ala 


Leu 


Xaa Pro His 


65 










70 


Leu 


He 


Gly 


Leu 


Leu 


Leu Gly Phe 










85 




Val 


Gly 


Trp 


Ala 


Ala 


Arg Thr Pro 








100 







Ala Gly Ser Arg Val Glu Met Pro 

10 15 
Gly Arg Pro Leu Leu His Pro Gly 

25 30 
Val Ser Ala Phe Ala Gly Asp Ser 
45 

Ser Val Pro Arg Arg Glu Pro Phe 
60 

Arg Ser Pro Val Val Arg Thr Ser 
75 80 
Ser Val Lys Glu Glu Leu Arg Gly 

90 95 
Leu Gly He Arg 
105 108 



<210> 926 
<211> 305 
<212>Amino acid 
<213> Homo sapiens 



<400> 926 

Phe Asp Lys Arg Gin His Glu Ala Arg He Gin Gin Met Glu Asn Glu 

1 5 10 15 

lie His Tyr Leu Gin Glu Asn Leu Lys Ser Met Glu Glu He Gin Gly 
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20 






25 








30 






Leu 


Thr 


Asp 


Leu 


Gin 


Leu Gin 


Glu Ala 


Asp Glu 


Glu 


Lys 


Glu 


Arg 


He 






35 








40 






45 








Leu 


Ala 


Gin 


Leu 


Arg Glu Leu 


Glu Lys 


Lys Lys 


Lys 


Leu 


Glu 


Asp 


Ala 




50 








55 






60 










Lvs 


Ser 


Gin 


Glu 


Gin 


Val Phe 


Gly Leu 


Asp Lys 


Glu 


Leu 


Lys 


Lys 


Leu 


65 










70 




75 










8'0 


LVS 


Lvs 


Ala 


Val 


Ala 


Thr Ser 


Asp Lys 


Leu Ala 


Thr 


Ala 


Glu 


Leu 


Thr 






85 






90 








95 




lie 


Ala 


Lys 


Asp 


Gin 


Leu Lys 


Ser Leu 


His Gly 


Thr 


Val 


Met 


Lys 


He 








100 






105 








110 






Asn 


Gin 


Glu 


Arg 


Ala 


Glu Glu 


Leu Gin 


Glu Ala 


Glu 


Arg 


Phe 


Ser 


Arg 






115 








120 






125 








Lys 


Ala 


Ala 


Gin 


Ala Ala Arg 


Asp Leu 


Thr Arg 


Ala 


Glu 


Ala 


Glu 


He 


130 








135 






140 










Glu 


Leu 


Leu 


Gin 


Asn 


Leu Leu 


Arg Gin 


Lys Gly 


Glu 


Gin 


Phe 


Arg 


Leu 


145 










150 




155 










160 


Glu 


Met 


Glu 


Lvs 


Thr 


Gly Val 


Gly Thr 


Gly Ala 


Asn 


Ser 


Gin 


Val 


Leu 










165 






170 








175 




Glu 


lie 


Glu 


LVS 


Leu 


Asn Glu 


Thr Met 


Glu Arg 


Gin 


Arg 


Thr 


Glu 


He 








180 






185 








190 






Ala 


Arg 


Leu 


Gin 


Asn 


Val Leu 


Tyr Leu 


Thr Gly 


Ser 


Asp 


Asn 


Lys 


Gly 






195 








200 






205 








Gly Phe 


Glu 


Asn 


Val 


Leu Glu 


Glu He 


Ala Glu 


Leu 


Arg 


Arg 


Glu 


Gly 




210 








215 






220 










Ser 


Tyr 


Gin 


Asn 


Asp 


Tyr He 


Ser Ser 


Met Ala 


Asp 


Pro 


Phe 


Lys 


Arg 


225 








230 




235 










240 


Arg Gly 


Tyr 


Trp 


Tyr 


Phe Met 


Pro Pro 


Pro Pro 


Ser 


Ser 


Lys 


Val 


Ser 










245 






250 








255 




Ser 


His 


Ser 


Ser 


Gin 


Ala Thr 


Lys Asp 


Ser Gly 


Val 


Gly 


Leu 


Lys 


Tyr 








260 






265 








270 






Ser 


Ala 


Ser 


Thr 


Pro Val Arg 


Lys Pro 


Arg Pro 


Gly 


Gin 


Gin 


Asp 


Gly 






275 








280 






285 








Lys 


Glu 


Gly 


Ser 


Gin 


Pro Pro 


Pro Ala 


Ser Gly 


Tyr 


Trp 

* 


Val 


Tyr 


Ser 


290 








295 






300 










Pro 


























305 




























<210> 927 






















<211> 303 






















<212>Amino 


acid 


















<213> Homo 


sapiens 


















<400> 927 




















Ser Asp 


Ala 


Ser 


Ser 


Phe Lys 


Thr Arg 


Val lie 


Val 


Val 


Pro 


Arg 


Pro 


1 








5 






10 








15 




Arg Val 


Phe 


Pro 


Leu 


Gly Ser 


Ala He 


Thr Glu 


Asn 


Ser 


Leu 


Glu 


Ser 








20 






25 








30 






Asp 


Ser 


Gin 


He 


Gly 


Gin Phe 


Gly Val 


Gly Phe 


Tyr 


Ser 


Ala 


Phe 


Leu 






35 








40 






45 








Val 


Ala 


Asp 


Lys 


Val 


He Val 


Thr Ser 


Lys His 


Asn 


Asn 


Asp 


Thr 


Gin 




50 








55 






60 










His 


He 


Trp 


Glu 


Ser 


Asp Ser 


Asn Glu 


Phe Ser 


Val 


He 


Ala 


Asp 


Pro 


65 










70 




75 










80 


Arg Gly 


Asn 


Thr 


Leu 


Gly Arg 


Gly Thr 


Thr He 


Thr 


Leu 


Val 


Leu 


Lys 










85 






90 








95 




Glu 


Glu 


Ala 


Ser 


Asp 


Tyr Leu 


Glu Leu 


Asp Thr 


He 


Lys 


Asn 


Leu 


Val 








100 






105 








110 






Lys 


Lys 


Tyr 


Ser 


Gin 


Phe He 


Asn Phe 


Pro He 


Tyr 


Val 


Trp 


Ser 


Ser 
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11C 

J. JL 3 




120 




Lys Thr 


Glu 


Thr 


Val Glu Glu Pro 


Met 


13 0 






135 




V7J.U VJ1U 


Lys 


Glu 


Glu Ser Asp Asp 


Glu 


145 






150 






Lys 


Lys 


Pro Lvs Thr Lvs 


Lvs 








165 






Leu 


Met 


Asn Asp lie Lys 


Pro 




180 




185 


pi,, "t/sil 
(jri.U VdJ. 


LJJL u 


ur JL LI 


7v qt-) Glu Tvr Lvs 


Ala 








200 




Glu Ser 


Asp 


Asp 


pm Met Ma Tvr 


He 


91 o 






215 




va± mi 


Jrlie 




^er* Tie Leu Phe 


Val 








230 




lieu fne 


Asp 


va J. li 


Tvr fllv Ser Lvs 

Xj/JL UJLjf 0CJ> xjj a 


Lys 








245 




Val Arg 


Arg 


Val 


Phe He Thr Asp 


Asp 






260 




265 


Tyr Leu 


Asn 


Phe 


Val Lys Gly Val 


Val 




275 




280 




Asn Val 


Ser 


Arg 


Glu Thr Leu Gin 


Gin 


290 






295 





<210> 928 
<211> 147 
<212>Amino acid 
<213> Homo sapiens 



<400> 928 



Cys 


Gly 


Ser 


Trp 


Met Arg Arg Ala 
5 


Leu 


1 

Pro 


Ser 


Ala 


Ser 


Asp Arg Cys Cys 


Ser 








20 




25 


Ala Gly 


Arg 


Gly 


Arg Cys Pro Val 


Gin 






35 




40 




Val 


Gin 


Leu 


Leu 


Arg Arg Trp Gly 


Pro 




50 






55 




Leu 


Ser 


Lys 


Gly 


Phe Gin Leu Leu 


Arg 


65 








70 




Ala 


Pro 


Glu 


Pro 


Arg Lys Gly Pro 


Phe 










85 




Pro 


Val 


Thr 


Ala 


Val Thr Val Met 


Ala 








100 




105 


Ser 


Val 


Asp 


Ala 


Leu Glu Ser Pro 


Gly 






115 




120 




Ser 


Ser 


Pro 


Arg 


Asn Leu Leu Trp 


Arg 




130 






135 




Gly 


lie 


Phe 








145 




147 









<210> 929 
<211> 183 
<212>Amino acid 
<213> Homo sapiens 



PCT/US00/35017 





125 








Glu Glu Glu 


Glu 


Ala 


Ala 


Lys 


14 0 










Ala Ala Val 


Glu 


Glu 


Glu 


Glu 


155 








160 


Val Glu Lys 


Thr 


Val 


Trp 


Asp 


170 






175 




He Trp Gin 


Arcr 


Pro 


Ser 


Lvs 






190 






Phe Tvr Lvs 


Ser 


Phe 


Ser 


Lvs 




205 








His Phe Thr 


Ala 


Glu 


Glv 

JT 


Glu 


220 










pro TVii? Ser 

XT X VJ X 1J.J- uC± 


Ala 


Pro 


Arcr 


Glv 


235 








240 


Ser Asp Tyr 


He 


Lys 


Leu 


Tyr 


250 






255 




Phe His Asp 


Met 


Met 


Pro 


Lys 






270 






Asp Ser Asp 


Asp 


Leu 


Pro 


Leu 




285 








Wi ci T.vq Tien 


Leu 


Lys 


Val 




300 






303 




XlC JET X \J J? 


Cys 


ax y 


Glv 


Glv 


10 






15 




pire Cp>» Dyn 
Lyo Ocx. irj-U 


Ser 


olv 


Phe 


Ser 






30 






KjXy Ljrb JjcU. 


Arg 


Drn 
*r x vj 


His 


Arcr 




45 








\r Car Pro 


Ala 


Glv 


Gin 


Arcr 


60 










up xxtj vixy 


Pro 


Glv 


Ser 


Pro 


7 5 








80 


Pro Pro Pro 


Asp 


Pro 


Pro 


Trp 


90 






95 




Gly Ser Val 


Pro 


Ser 


Ala 


Gin 






110 






Pro Leu Ala 


Leu 


Glu 


Gly 


Pro 




125 








Glu Met Ser 


He 


Phe 


Leu 


Pro 



140 
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<400> 929 



Pro 


Gly 


Pro 


Thr 


Pro 


Pro 


Pro 


Arg 


His 


Gly 


Ser 


Pro 


Pro 


His 


Arg 


Leu 


1 








5 










10 










15 




lie 


Arg 


Val 


Glu 


Thr 


Pro 


Gly 


Pro 


Pro 


Ala 


Pro 


Pro 


Ala 


Asp 


Glu 


Arg 








20 










25 










30 






He 


Ser 


Gly 


Pro 


Pro 


Ala 


Ser 


Ser 


Asp 


Arg 


Leu 


Ala 


He 


Leu 


Glu 


Asp 






35 










40 










45 








Tvx 


Ala 


Asp 


Pro 


Phe 


Asp 


Val 


Gin 


Glu 


Thr 


Gly 


Glu 


Gly 


Ser 


Ala 


Gly 




50 










55 










60 










Ala 


Ser 


Gly 


Ala 


Pro 


Glu 


Lys 


Val 


Pro 


Glu 


Asn 


Asp 


Gly 


Tyr 


Met 


Glu 


65 










70 










75 










80 


Pro 


Tvx 


Glu 


Ala 


Gin 


Lys 


Met 


Met 


Ala 


Glu 


He 


Arg 


Gly 


Ser 


Lys 


Glu 








85 










90 










95 




Thr 


Ala 


Thr 


Gin 


Pro 


Leu 


Pro 


Leu 


Tyr 


Asp 


Thr 


Pro 


Tyr 


Glu 


Pro 


Glu 








100 










105 










110 






Glu 


Asp 


Gly 


Ala 


Thr 


Pro 


Glu 


Gly 


Glu 


Gly 


Ala 


Pro 


Trp 


Pro 


Arg 


Glu 






115 










120 










125 








Ser 


Arg 


Leu 


Pro 


Glu 


Asp 


Asp 


Glu 


Arg 


Pro 


Pro 


Glu 


Glu 


Tyr 


Asp 


Gin 




130 










135 










140 










Pro 


Trp 


Glu 


Trp 


Lys 


Lys 


GlU 


Arg 


He 


Ser 


Lys 


Ala 


Phe 


Ala 


Val 


Asp 


145 










150 










155 










160 


He 


Lys 


Val 


He 


Lys 


Asp 


Leu 


Pro 


Trp 


Pro 


Pro 


Pro 


Val 


Gly 


Gin 


Leu 










165 










170 










175 




Asp 


Ser 


Ser 


Pro 


Ser 


Leu 


Pro 





















180 183 



<210> 930 
<211> 187 
<212>Amino acid 
<213> Homo sapiens 



<400> 930 

Gin Phe Phe Ser Leu Phe Leu Arg Tyr Gin He His Thr Gly Leu Gin 

1 5 10 15 

His Ser He He Arg Pro Thr Gin Pro Asn Cys Leu Pro Leu Asp Asn 

20 25 30 

Ala Thr Leu Pro Gin Lys Leu Lys Glu Val Gly Tyr Ser Thr His Met 

35 40 45 

Val Gly Lys Trp His Leu Gly Phe Tyr Arg Lys Glu Cys Met Pro Thr 

50 55 60 

Arg Arg Gly Phe Asp Thr Phe Phe Gly Ser Leu Leu Gly Ser Gly Asp 
65 70 75 80 

Tyr Tyr Thr His Tyr Lys Cys Asp Ser Pro Gly Met Cys Gly Tyr Asp 

85 90 95 

Leu Tyr Glu Asn Asp Asn Ala Ala Trp Asp Tyr Asp Asn Gly He Tyr 

100 105 110 

Ser Thr Gin Met Tyr Thr Gin Arg Val Gin Gin He Leu Ala Ser His 

115 120 125 

Asn Pro Thr Lys Pro He Phe Leu Tyr He Ala Tyr Gin Ala Val His 

130 135 140 

Ser Pro Leu Gin Ala Pro Gly Arg Tyr Phe Glu His Tyr Arg Ser He 
145 150 155 160 

He Asn He Asn Arg Arg Arg Tyr Ala Ala Met Leu Ser Cys Leu Asp 

165 170 175 

Glu Ala He Asn Asn Val Thr Leu Ala Leu Lys 
180 185 . 187 
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<210> 931 
<211> 192 
<212>Amino acid 
<213> Homo sapiens 



<400> 931 



Arg 


Val 


Arg 


Lys 


Gly 


Arg Gly 


Gly Glu Arg 


Leu Gin Ser Pro Leu 


Arg 


1 








5 




10 


15 




Val 


Pro 


Gin 


Lys 


Pro 


Glu Arg 


Pro Pro Leu 


Pro Pro Lys Pro Gin 


Phe 








20 






25 


30 




Leu 


Asn 


Ser 


Gly 


Ala 


Tyr Pro 


Gin Lys Pro 


Leu Arg Asn Gin Gly 


Val 






35 








40 


45 




Val 


Arg 


Thr 


Leu 


Ser 


Ser Ser 


Ala Gin Glu 


Asp He He Arg Trp 


Phe 




50 








55 




60 




Lys 


Glu 


Glu 


Gin 


Leu 


Pro Leu 


Arg Ala Gly 


Tyr Gin Lys Thr Ser 


Asp 


65 










70 




75 


80 


Thr 


He 


Ala 


Pro 


Trp 


Phe His 


Gly He Leu 


Thr Leu Lys Lys Ala 


Asn 










85 




90 


95 




Glu 


Leu 


Leu 


Leu 


Ser 


Thr Gly 


Met Pro Gly 


Ser Phe Leu He Arg 


Val 








100 






105 


110 




Ser 


Glu 


Arg 


He 


Lys 


Gly Tyr 


Ala Leu Ser 


Tyr Leu Ser Glu Asp 


Gly 






115 








120 


125 




Cys 


Lys 


His 


Phe 


Leu 


He Asp 


Ala Ser Ala 


Asp Ala Tyr Ser Phe 


Leu 




130 








135 




140 




Gly 


Val 


Asp 


Gin 


Leu 


Gin His 


Ala Thr Leu 


Ala Asp Leu Val Glu 


Tyr 


145 










150 




155 


160 


His 


Lys 


Glu 


Glu 


Pro 


He Thr 


Ser Leu Gly 


Lys Glu Leu Leu Leu 


Tyr 








165 




170 


175 




Pro 


Cys 


Gly 


Gin 


Gin 


Asp Gin 


Leu Pro Asp 


Tyr Leu Glu Leu Phe 


Glu 








180 






185 


190 


192 



<210> 932 
<211> 545 
<212>Amino acid 
<213> Homo sapiens 



<400> 932 



Gly 


Ser 


Leu 


Glu 


Lys 


Ala 


Leu 


Phe Gin Leu 


Leu Lys Val Trp Gly 


Gin 


1 








5 






10 


15 




Trp 


Ala 


Glu 


Gin 


Thr 


Arg Arg 


Leu Gin Arg 


Leu Asp Val Ser Leu 


Ser 








20 








25 


30 




Val 


Ala 


Arg 


Val 


Arg 


Ser 


Ala 


Gly Pro Ser 


Cys Gin Asn Lys Gly 


Asp 






35 










40 


45 




Leu 


Val 


Met 


Glu 


Ala 


Leu 


Leu 


Glu Gly He 


Gin Asn Arg Gly His 


Gly 




50 










55 




60 




Gly 


Gly 


Phe 


Leu 


Thr 


Ser 


Cys 


Glu Ala Glu 


Leu Gin Glu Leu Met 


Lys 


65 










70 






75 


80 


Gin 


He 


Asp 


He 


Met 


Val 


Ala 


His Lys Lys 


Ser Glu Trp Glu Gly 


Arg 










85 






90 


95 




Thr 


His 


Ala 


Leu 


Glu 


Thr 


Cys 


Leu Lys He 


Arg Glu Gin Glu Leu 


Lys 








100 








105 


110 




Ser 


Leu 


Arg 


Ser 


Gin 


Leu Asp 


Val Thr His 


Lys Glu Val Gly Met 


Leu 
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115 120 125 

His Gin Gin Val Glu Glu His Glu Lys He Lys Gin Glu Met Thr Met 

130 135 140 

Glu Tyr Lys Gin Glu Leu Lys Lys Leu His Glu Glu Leu Cys He Leu 
145 150 155 160 

Lys Arg Ser Tyr Glu Lys Leu Gin Lys Lys Gin Met Arg Glu Phe Arg 

165 170 175 

Gly Asn Thr Lys Asn His Arg Glu Asp Arg Ser Glu He Glu Arg Leu 

180 185 190 

Thr Ala Lys He Glu Glu Phe Arg Gin Lys Ser Leu Asp Trp Glu Lys 

195 200 205 

Gin Arg Leu He Tyr Gin Gin" Gin Val Ser Ser Leu Glu Ala Gin Arg 

210 215 220 

Lys Ala Leu Ala Glu Gin Ser Glu He He Gin Ala Gin Leu Val Asn 
225 230 235 240 

Arg Lys Gin Lys Leu Glu Ser Val Glu Leu Ser Ser Gin Ser Glu He 

245 250 255 

Gin His Leu Ser Ser Lys Leu Glu Arg Ala Asn Asp Thr He Cys Ala 

260 265 270 

Asn Glu Leu Glu He Glu Arg Leu Thr Met Arg Val Asn Asp Leu Val 

275 280 285 

Gly Thr Ser Met Thr Val Leu Gin Glu Gin Gin Gin Lys Glu Glu Lys 

290 295 300 

Leu Arg Glu Ser Glu Lys Leu Leu Glu Ala Leu Gin Glu Glu Lys Arg 
305 310 315 320 

Glu Leu Lys Ala Ala Leu Gin Ser Gin Glu Asn Leu He His Glu Ala 

325 330 335 

Arg He Gin Lys Glu Lys Leu Gin Glu Lys Val Lys Ala Thr Asn Thr 

340 345 350 

Gin His Ala Val Glu Ala He Ser Leu Glu Ser Val Ser Ala Thr Cys 

355 360 365 

Lys Gin Leu Ser Gin Glu Leu Met Glu Lys Tyr Glu Glu Leu Lys Arg 

370 375 380 

Met Glu Ala His Asn Asn Glu Tyr Lys Ala Glu He Lys Lys Leu Lys 
385 390 395 400 

Glu Gin He Leu Gin Gly Glu Gin Ser Tyr Ser Ser Ala Leu Glu Gly 

405 410 415 

Met Lys Met Glu He Ser His Leu Thr Gin Glu Leu His Gin Arg Asp 

420 425 430 

He Thr He Ala Ser Thr Lys Gly Ser Ser Ser Asp Met Glu Lys Arg 

435 440 445 

Leu Arg Ala Glu Met Gin Lys Ala Glu Asp Lys Ala Val Glu His Lys 

450 455 460 

Glu He Leu Asp Gin Leu Glu Ser Leu Lys Leu Glu Asn Arg His Leu 
465 470 475 480 

Ser Glu Met Val Met Lys Leu Glu Leu Gly Leu His Glu Cys Ser Leu 

485 490 495 

Pro Val Ser Pro Leu Gly Ser He Ala Thr Arg Phe Leu Glu Glu Glu 

500 505 510 

Glu Leu Arg Ser His His He Leu Glu Arg Leu Asp Ala His He Glu 

515 520 525 

Glu Leu Lys Arg Glu Ser Glu Lys Thr Val Arg Gin Phe Thr Ala Leu 
530 535 540 

Lys 
545 



<210> 933 
<211> 297 
<212>Amino acid 
<213> Homo sapiens 



514 
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<400> 933 

Thr Gly Phe Leu Gly Trp Ser Gin Gly Pro Ser Leu Thr Pro Thr Ser 

15 10 15 

Leu Ser Ala Leu Tyr Pro Ser Gin Val Glu Glu Thr Gly Val Val Leu 

20 25 30 

Ser Leu Glu Gin Thr Glu Gin His Ser Arg Arg Pro He Gin Arg Gly 

35 40 45 

Ala Pro Ser Gin Lys Asp Thr Pro Asn Pro Gly Asp Ser Leu Asp Thr 

50 55 60 

Pro Gly Pro Arg He Leu Ala Phe Leu His Pro Pro Ser Leu Ser Glu 
65 70 75 80 

Ala Ala Leu Ala Ala Asp Pro Arg Arg Phe Cys Ser Pro Asp Leu Arg 

85 90 95 

Arg Leu Leu Gly Pro He Leu Asp Gly Ala Ser Val Ala Ala Thr Pro 

100 105 HO 

Ser Thr Pro Leu Ala Thr Arg His Pro Gin Ser Pro Leu Ser Ala Asp 

115 120 125 

Leu Pro Asp Glu Leu Pro Val Gly Thr Glu Asn Val His Arg Leu Phe 

130 135 140 

Thr Ser Gly Lys Asp Thr Glu Ala Val Glu Thr Asp Leu Asp He Ala 
145 150 155 160 

Gin Asp Ala Asp Ala Leu Asp Leu Glu Met Leu Ala Pro Tyr He Ser 

165 170 175 

Met Asp Asp Asp Phe Gin Leu Asn Ala Ser Glu Gin Leu Pro Arg Ala 

180 185 190 

Tyr His Arg Pro Leu Gly Ala Val Pro Arg Pro Arg Ala Arg Ser Phe 

195 200 205 

His Gly Leu Ser Pro Pro Ala Leu Glu Pro Ser Leu Leu Pro Arg Trp 

210 215 220 

Gly Ser Asp Pro Arg Leu Ser Cys Ser Ser Pro Ser Arg Gly Asp Pro 
225 230 235 240 

Ser Ala Ser Ser Pro Met Ala Gly Ala Arg Lys Arg Thr Leu Ala Gin 

245 250 255 

Ser Ser Lys Asp Glu Asp Glu Gly Val Glu Leu Leu Gly Val Arg Pro 

260 265 270 

Pro Lys Arg Ser Pro Ser Pro Glu His Glu Asn Phe Leu Leu Phe Pro 

275 280 285 

Leu Ser Leu Ser Phe Leu Leu Thr Gly 
290 295 297 



<210> 934 
<211> 140 
<212>Amino acid 
<213> Homo sapiens 



<400> 934 
Glu Leu Gin Asp Cys Phe Asp Val 

1 5 
He Phe Trp Gly Trp His Asn Asp 
20 

Gin Thr Trp Phe Gin Pro Glu He 
35 40 
Arg Ala Ala His Thr Cys Ala Val 

50 55 
Gly Gly Arg Val Leu Gin Thr Arg 

65 70 
Leu Asp Thr Trp Thr Trp Ser Gly 



His Asp Ala Ser Trp Glu Glu Gin 

10 15 
Val His He Phe Asp Thr Lys Thr 

25 30 
Lys Gly Gly Val Pro Pro Gin Pro 
45 

Leu Gly Asn Lys Gly Tyr He Phe 
60 

Met Asn Asp Leu His Tyr Leu Asn 
75 80 
Arg He Thr He Asn Gly Glu Ser 
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85 

Pro Lys His Arg Ser Trp His Thr 
100 

Leu Phe Leu Cys Gly Gly Leu Asn 
115 120 
Gly Trp He His Asn Val Thr Thr 
130 135 



90 95 
Leu Thr Pro He Ala Asp Asp Lys 
105 110 
Ala Tyr Asn Met Pro Leu Ser Asp 
125 

His Cys Trp Lys 
140 



<210> 935 
<211> 97 
<212>Amino acid 
<213> Homo sapiens 



<400> 935 














Phe Phe 


Phe 


Leu 


Arg 


Thr 


Arg Ser 


His Ser Val 


Thr Pro Arg 


Trp Glu 


1 






5 






10 




15 


Cys Ser 


Asp 


Asp 


He 


Thr 


Ala His 


Trp Gin Pro 


Gin Pro Trp 


Gly Ser 




20 








25 


30 




Ser Asp 


Pro 


Leu 


Thr 


Phe 


Ser Arg 


Pro Gin Val 


Val Val Pro 


Pro Arg 


35 








40 




45 




His Thr 


Thr 


Leu 


Cys 


Pro 


Ala Asn 


Phe Phe Val 


Phe Cys He 


Phe Cys 


50 










55 




60 




Arg Asn 


Arg 


lie 


Ser 


Pro 


Cys Trp 


Pro Gly Trp 


Ser Arg Thr 


Pro Trp 


65 








70 




75 




80 


Ala Gin 


Leu 


He 


Arg 


Leu 


Pro Arg Pro Pro Lys Val Leu Gly Leu Gin 








85 






90 




95 


Val 



















<210> 936 
<211> 245 
<212>Amino acid 
<213> Homo sapiens 



<400> 936 



Pro Arg 


Glu 


Gly 


Gin 


Val Lys Gin 


1 






5 




Leu Cys 


Ala 


Cys 


Ala 


Ala Leu Gin 






20 






Val He 


Pro 


Pro 


Gly 


Gin Pro Ser 




35 






40 


Ser Phe 


Thr 


Cys 


Arg 


He Trp Gin 


50 








55 


Thr Asp 


Asp 


Arg 


Leu 


Pro Cys Leu 


65 








70 


Cys Gin 


Arg 


Glu 


Asp 


Val Phe Trp 








85 




Ala Lys 


Val 


His 


Gly 


Ser Tyr Glu 






100 






Asp Ala 


Leu 


Val 


Asp 


Leu Thr Gly 




115 






120 


Lys Gly 


Val 


Ala 


Gly 


Ser Gly Gly 


130 








135 


Glu His 


Arg 


Thr 


Cys 


Arg Gin Leu 



Gly Leu Leu Gly Asp Cys Trp Phe 

10 15 
Lys Ser Arg His Leu Leu Asp Gin 

25 30 
Trp Ala Asp Gin Glu Tyr Arg Gly 
45 

Phe Gly Arg Trp Val Glu Val Thr 
60 

Ala Gly Arg Leu Cys Phe Ser Arg 
75 80 
Leu Pro Leu Leu Glu Lys Val Tyr 

90 95 
His Leu Trp Ala Gly Gin Val Ala 
105 HO 
Gly Leu Ala Glu Arg Trp Asn Leu 
125 

Gin Gin Asp Arg Pro Gly Arg Trp 
140 

Leu His Leu Lys Asp Gin Cys Leu 
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145 










150 155 








160 


lie 


Ser 


Cys 


Cys 


Val 


Leu Ser Pro Arg Ala Gly Glu 


Ala Arg Gly Gin 






165 


170 








175 


His 


Gly 


Arg 


Ala 


Ala 


Ala Ser Val Pro Pro Thr 


Ala 


Arg 


Pro 


Gin Ala 




180 




185 






190 




His 


Cys 


Ser 


Phe 


Leu 


Cys Asp Trp Leu His Ser 


Pro 


Val 


Arg 


Thr Lys 




195 






200 




205 






Trp Glu 


Glu 


Val 


Ser 


Leu Phe Ser Arg Val Val 


Ser 


Ser 


Val 


Cys Asp 




210 








215 


220 








Leu 


Pro 


Leu 


Leu 


Ser 


Ser Ser Arg Gly Thr Trp 


Pro 


Phe 


Ser 


Pro Leu 


225 










230 235 








240 


Thr 


Ser 


Pro 


Phe 


His 
245 













<210> 937 
<211> 211 
<212>Amino acid 
<213> Homo sapiens 



<400> 937 

Ala Glu Cys Leu Glu Ala Ser He Ala Arg Tyr Ala His Arg Val Ala 

15 10 15 

Asn Ser Arg Tyr Thr Phe Asp Gly Glu Thr Val Thr Leu Ser Pro Ser 

20 25 30 

Gin Gly Val Asn Gin Leu His Gly Gly Pro Glu Gly Phe Asp Lys Arg 

35 40 45 

Arg Trp Gin He Val Asn Gin Asn Asp Arg Gin Val Leu Phe Ala Leu 

50 55 60 

Ser Ser Asp Asp Gly Asp Gin Gly Phe Pro Gly Asn Leu Gly Ala Thr 
65 70 75 80 

Val Gin Tyr Arg Leu Thr Asp Asp Asn Arg He Ser He Thr Tyr Arg 

85 90 95 

Ala Thr Val Asp Lys Pro Cys Pro Val Asn Met Thr Asn His Val Tyr 

100 105 HO 

Phe Asn Leu Asp Gly Glu Gin Ser Asp Val Arg Asn His Lys Leu Gin 

115 120 125 

He Leu Ala Asp Glu Tyr Leu Pro Val Asp Glu Gly Gly He Pro His 

130 135 140 

Asp Gly Leu Lys Ser Val Ala Gly Thr Ser Phe Asp Phe Arg Ser Ala 
145 150 155 160 

Lys He He Ala Ser Glu Phe Leu Ala Asp Asp Asp Gin Arg Lys Val 

165 170 175 

Lys Gly Tyr Asp His Ala Phe Leu Leu Gin Ala Lys Gly Asp Gly Lys 

180 185 190 

Lys Val Ala Ala His Val Trp Ser Ala Asp Glu Lys Leu Gin Leu Lys 

195 200 205 

Val Tyr Thr 
210 211 



<210> 938 
<211> 118 
<212>Amino acid 
<213> Homo sapiens 
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<400> 938 










Pro 


Leu 


Ser 


Arg 


Phe Leu Ser 


Lys Glu Ser 


Gin Glu Asp Trp 


Gly Met 


1 








5 


10 




15 


Glu 


Arg 


Gin 


Ser 


Arg Val Met 


Ser Glu Lys 


Asp Glu Tyr Gin 


Phe Gin 








20 




25 


30 




His 


Gin 


Gly 


Ala 


Val Glu Leu 


Leu Val Phe 


Asn Phe Leu Leu 


He Leu 






35 






40 


45 




Thr 


lie 


Leu 


Thr 


lie Trp Leu 


Phe Lys Asn 


His Arg Phe Arg 


Phe Leu 




50 






55 




60 




His 


Glu 


Thr 


Gly 


Gly Ala Met 


Val Tyr Asp 


Lys Pro Pro Lys 


Phe Ala 


65 








70 




75 


80 


Met 


Ser 


Arg 


Glu 


Gin Met Ser 


Gin Ser Cys 


Ser His Thr Ala 


His Asn 










85 


90 




95 


Ala 


Ser 


Leu 


Leu 


Thr Asp Ala 


Gly Pro Leu 


Ser Cys Gly Glu 


Ser Arg 








100 




105 


110 




Ala 


Ser 


Cys 


Leu 


Phe Leu 









115 118 



<210> 939 
<211> 143 
<212>Amino acid 
<213> Homo sapiens 





<400> 939 






Asp 


Ser 


Lys 


Glu 


Pro Arg Leu 


Gin 


1 








5 




Gin 


Leu 


Arg 


Gly 


Leu Gly Phe 


Arg 








20 






Ala 


Gly 


Cys 


Leu 


Gly His Gly 


Pro 






35 






40 


Thr 


Leu 


Leu 


Ala 


Gly Leu Leu 


Val 




50 






55 




He 


Ser 


Gin 


Glu 


Gin Ser Arg 


Gin 


65 








70 




Gin 


Leu 


Lys 


Ala 


Ala Val Gly 


Glu 










85 




Glu 


He 


Tyr 


Gin 


Glu Leu Thr 


Gin 








100 






Pro 


Glu 


Lys 


Ser 


Lys Leu Gin 


Glu 






115 






120 


Lys 


Ala 


Ala 


val 


Gly Glu Leu 


Pro 




130 






135 





Gin Leu 


Gly Leu Leu Glu 


Glu 


Glu 


10 




15 




Gin Thr 


Arg Gly Tyr Lys 


Ser 


Leu 


25 


30 






Leu Val 


Leu Gin Leu Leu 


Ser 


Phe 




•45 






Gin Val 


Ser Lys Val Pro 


Ser 


Ser 




60 






Asp Ala 


He Tyr Gin Asn 


Leu 


Thr 




75 




80 


Leu Ser 


Glu Lys Ser Lys 


Leu 


Gin 


90 




95 




Leu Lys 


Ala Ala Val Gly 


Glu 


Leu 


105 


110 






He Tyr 


Gin Glu Leu Thr 


Trp Leu 




125 






Glu Lys 


Ser Lys Met Gin 


Glu 






140 


143 





<210> 940 
<211> 63 
<212>Amino acid 
<213> Homo sapiens 



<400> 940 
Met Gin Ser He Ala Trp Gly His 

1 5 
Leu Gly Trp Gly Gin Glu Ser Glu 
20 

Ala Pro Lys Ala Ala His Thr Thr 



Arg Arg Asp Arg Gly Glu Ser Pro 

10 15 
Ala Ser Pro Ser Ala Leu Thr Glu 

25 30 
Arg Leu Gly Phe Leu Ala Ala Asn 
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35 40 45 

Asn Pro Asn Gly His Ser Gin Pro Gin Asp Ser Phe Leu Leu 
50 • 55 60 62 



<210> 941 
<211> 238 
<212>Amino acid 
<213> Homo sapiens 



<400> 941 



Phe Glu 


Thr 


Leu 


Ser 


Met 


Arg Gly 


He Pro His Met 


Leu 


Ala 


Leu Gly 


1 






5 






10 






15 


Pro Gin 


Gin 


Leu 


Leu 


Ala 


Gin Asp 


Glu Glu Gly Asp 


Thr 


Leu 


Leu His 






20 








25 




30 




Leu Phe 


Ala 


Ala 


Arg 


Gly 


Leu Arg 


Trp Ala Ala Tyr 


Ala 


Ala 


Ala Glu 




35 








40 




45 






Val Leu 


Gin 


Val 


Tyr 


Arg 


Arg Leu 


Asp He Arg Glu 


His 


Lys 


Gly Lys 


50 










55 


60 








Thr Pro 


Leu 


Leu 


Val 


Ala 


Ala Ala 


Ala Asn Gin Pro 


Leu 


He 


Val Glu 


65 








70 




75 






80 


Asp Leu 


Leu 


Asn 


Leu 


Gly 


Ala Glu 


Pro Asn Ala Ala 


Asp 


His 


Gin Gly 








85 






90 






95 


Arg Ser 


Val 


Leu 


His 


Val 


Ala Ala 


Thr Tyr Gly Leu 


Pro 


Gly 


Val Leu 






100 








105 




110 




Leu Ala 


Val 


Leu 


Asn 


Ser 


Gly Val 


Gin Val Asp Leu 


Glu 


Ala 


Arg Asp 




115 








120 




125 






Phe Glu 


Gly 


Leu 


Thr 


Pro 


Leu His 


Thr Ala He Leu 


Ala 


Leu 


Asn Val 


130 










135 


140 








Ala Met 


Arg 


Pro 


Ser 


Asp 


Leu Cys 


Pro Arg Val Leu 


Ser 


Thr 


Gin Ala 


145 








150 




155 






160 


Arg Asp 


Arg 


Leu Asp 


Cys 


Val His 


Met Leu Leu Gin 


Met 


Gly 


Ala Asn 








165 






170 






175 


His Thr 


He 


Gin Val 


Ser 


Gly Asp 


Val Gly Gly Gin 


Thr 


Leu 


Gly Asp 






180 








185 




190 




Cys Val 


Glu 


Trp Gly 


His 


Leu Asp 


Val Arg Glu Leu 


Gin 


Ala 


Asn Ala 




195 








200 




205 






Asp Phe 


Ala 


Ser 


Ser 


Leu 


Leu Arg 


Ala Leu Glu His 


Val 


Thr 


Ser Leu 


210 










215 


220 








Leu Cys 


Ala 


Leu Arg 


Val 


Phe Cys 


Leu Phe Leu Cys 


Gin 


Leu 




225 








230 




235 




238 





<210> 942 
<211> 158 
<2l2>Amino acid 
<213> Homo sapiens 



<400> 942 



Asp Ala Trp Ala Asp Ala 


Trp Val 


Gly Thr Lys 


Met 


Ala 


Asp 


Leu Asp 


1 5 




10 








15 


Ser Pro Pro Lys Leu Ser 


Gly Val 


Gin Gin Pro 


Ser 


Glu 


Gly 


Val Gly 


20 




25 






30 




Gly Gly Arg Cys Ser Glu 


He Ser 


Ala Glu Leu 


He 


Arg 


Ser 


Leu Thr 


35 


40 






45 






Glu Leu Gin Glu Leu Glu 


Ala Val 


Tyr Glu Arg 


Leu 


Cys 


Gly 


Glu Glu 
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50 








55 






Lys 


Val 


Val Glu Arg Glu 


Leu 


Asp 


Ala 


65 








70 








lie 


Glu 


Ser 


Lys Met 


Val 


Thr 


Leu 


His 








85 










Leu 


lie 


Glu Gly Asp Ala 


Lys 


Gin 


Leu 








100 








105 


Cys 


Asn 


Leu 


Ala Glu 


Asn 


Val 


Ser 


Ser 




115 








120 




Ala 


Lys 


Asn Arg Leu Tyr 


Gin 


Ala 


He 




130 








135 






Asp 


Leu 


Lys 


Phe Cys 


Met 


Asp 


Gly 


Val 


145 








150 










<210> 943 












<211> 235 












<2l2>Amino acid 










<213> Homo sapiens 










<400> 943 










Ala 


Val 


Glu 


Phe Arg 


Val 


Pro 


Arg 


Ser 


1 






5 










A Jr <** 


Val 


Thr 


Val Gly 


Glu 


Leu 


Trp 


Ala 








20 








25 


He 


Leu 


Ser 


Tyr Val 


lie 


Gly 


Thr 


Ala 






35 








40 




Ser 


Ala 


Phe 


Asp Asn 


Leu 


lie 


Gly 


Asn 




50 








55 






Glv 


Ser 


lie 


Ala Leu 


His 


Val 


Pro 


His 


65 








70 








Phe 


Phe 


Ala 


Leu Gly 


Leu 


Val 


Leu 


Leu 








85 










Glv 


Ala 


Ser 


Glu Ser 


Ala 


Leu 


Val 


Thr 






100 








105 


Leu 


Leu 


Val 


Leu Gly 


Phe 


Val 


Met 


lie 






115 








120 




Val 


His 


Asn 


Trp Lys 


Leu 


Thr 


Glu 


Glu 




130 








135 






Glu 


Leu 


Asn 


Asp Thr 


Tyr 


Ser 


Leu 


Gly 


145 








150 








Val 


Pro 


Phe 


Gly Phe 


Glu 


Gly 


lie 


Leu 








165 










Tyr 


Ala 


Phe 


Val Gly 


Phe 


Asp 


Cys 


He 








180 








185 


Gin 


Asn 


Pro 


Gin Arg 


Ser 


lie 


Pro 


Met 






195 








200 




Val 


Cys 


Phe 


Leu Ala 


Asp 


Phe 


Ala 


Val 




210 








215 






Met 


Pro 


Tyr 


Tyr Gin 


Leu 


Gin 


Pro 


Glu 


225 








230 









<210> 944 
<211> 284 
<212>Amino acid 
<213> Homo sapiens 



PCT/US00/35017 





60 










Leu Leu 


Glu 


Gin 


Gin 


Asn 


Thr 


75 










80 


Arg Met 


Gly 


Pro 


Asn 


Leu 


Gin 


90 








95 




Ala Gly 


Met 


He 


Thr 


Phe 


Thr 








110 






Lys Val 


Arg 


Gin 


Leu 


Asp 


Leu 






125 








Gin Arg 


Ala 


Asp 


Asp 


He 


Leu 




140 










Gin Thr 


Ala 


Leu 


Arg 






155 






158 






Gly Ser 


Ala 


Tyr 


Leu 


Tyr 


Ser 


10 








15 




Phe Thr 


Thr 


Gly 


Trp 


Asn 


Leu 








30 






Ser Val 


Ala 


Arg 


Ala 


Trp 


Ser 






45 








His He 


Ser 


Lys 


Thr 


Leu 


Gin 




60 










Val Leu 


Ala 


Glu 


Tyr 


Pro 


Asp 


75 










80 


Leu Thr 


Gly 


Leu 


Leu 


Ala 


Leu 


90 








95 




Lys Val 


Phe 


Thr 


Gly 


Val 


Asn 








110 






Ser Gly 


Phe 


Val 


Lys 


Gly 


Asp 






125 








Asp Tyr 


Glu 


Leu 


Ala 


Met 


Ala 




140 










Pro Leu 


Gly 


Ser 


Gly 


Gly 


Phe 


155 










160 


Arg Gly 


Ala 


Ala 


Thr 


Cys 


Phe 


170 








175 




Ala Thr 


Thr 


Gly 


Glu 


Glu 


Ala 








190 






Gly He 


Gly 


He 


Ser 


Leu 


Ser 






205 








Ser Ser 


Ala 


Leu 


Thr 


Leu 


Met 



220 



Ser Pro 
235 
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<400> 944 




















Glv 


Phe 


His 


Pro 


Asn Thr Thr His 


Tyr 


Arg 


Ala 


Arg 


Ala 


Ala 


Ala 


Arg 


1 








5 




10 










15 




Ala 


Gly 


Ala 


Gly 


Ser Phe Val Gly 


Glu 


Val 


Ser 


Ala 


Val 


Asp 


Lys 


Asp 








20 




25 










30 






Phe 


Gly 


Pro 


Asn 


Gly Glu Val Arg 


Tyr 


Ser 


Phe 


Glu 


Met 


Val 


Gin 


Pro 






35 




40 










45 










Phe 


Glu 


Leu 


His Ala He Ser 


Glv 


Glu 


He 


Thr 


Asn 


Thr 


His 


Gin 


50 






55 








60 












Asp 


Arg 


Glu 


Ser Leu Met Arg 


Arg 


Ara 


Gly 


Thr 


Ala 


Val 


Phe 


Ser 


O -J 








70 






75 










80 


T5V1 CI 


Thr 


Val 


He 


Ala Thr Astj Gin 


Glv 

J: 


He 


Pro 


Gin 


Pro 


Leu 


LVS 


Asp 










85 




90 










95 






Ala 


Thr 


Val 


His Val Tvr Met 


Lys 


Asp 


He 


Asn 


Asd 


Asn 


Ala 


Pro 








100 




105 










110 






Lys 


Phe 


Leu 


Lys 


A<?n Phe Tvr Gin 


Ala 


Thr 


He 


Ser 


Glu 


Ser 


Ala 


Ala 






115 




120 










125 








AS XI 


Leu 


Thr 


Gin 


Val Leu Ara Val 


Ser 


Ala 


Ser 


Asp 


Val 


Asp 


Glu 


Gly 




130 






135 








140 










Asxi 


Asn 


Gly 


Leu 


He His Tvr Ser 


He 


He 


Lvs 


Gly 


Asn 


Glu 


Glu 


Arg 


145 








150 






155 










160 


0 J.1J. 


Phe 


Ala 


He 


A^n Ser Thr Ser 


Glv 


Gin 


Val 


Thr 


Leu 


He 


Gly 


Lys 










165 




170 










175 




Leu 


Asp 


Tyr 


Glu 


Tl~\ a Thr* Pm Ala 


Tvr 


Ser 


Leu 


Val 


He 


Gin 


Ala 


Val 








180 




185 










190 






Asp 


Ser 


Gly 


Thr 


Tie Ptt> Leu Asn 


Ser 


Thr 


Cvs 


Thr 


Leu 


Asn 


He 


Asp 






195 




200 










205 








He 


Leu 


Asp 


Glu 


Asn Asp Asn Thr 


Pro 


Phe 


Phe 


Leu 


Leu 


Asn 


Gin 


His 




210 






215 








220 










Phe 


Phe 


Val 


Asp 


Val Leu Glu Asn 


Met 


Arg 


He 


Gly 


Glu 


Leu 


Gly 


Ala 


225 








230 






235 










240 


Ser 


Gly 


Thr 


Ala 


Thr A^n Ser Asd 

llli. f^k^^S U^>*i 


Ser 


Glv 


Asp 


He 


Ala 


Asd 


Leu 


Tvr 
j ■** 










245 




250 










255 




Tyr 


Lys 


Phe 


Thr 


Gly Thr Lys His 


Pro 


Pro 


Gly 


Thr 


Phe 


Ser 


He 


Ser 








260 




265 










270 






Pro 


Lys 


His 


Leu 


Gly Val Phe Phe 


Leu 


Ala 


Gin 


Lys 














275 




280 








284 












<210> 945 






















<211> 119 






















<2l2>Atnino 


acid. 




















<213> Homo 


sapiens 




















<400> 945 




















Glv 


Asp 


Cys 


Tyr 


Asp Leu Tyr Gly 


Gly 


Glu 


Lys 


Phe 


Ala 


Thr 


Leu 


Ala 


1 








5 




10 










15 




Glu 


Leu 


Val 


Gin 


Tvr Tvr Met Glu 


His 


His 


Glv 


Gin 


Leu 


Lys 


Glu 


Lys 








20 




25 










30 






Asn 


Gly 


Asp 


Val 


He Glu Leu Lys 


Asn 


Pro 


Leu 


Asn 


Cys 


Ala 


Asp 


Pro 






35 




40 










45 








Thr 


Ser 


Gin 


Arg 


Trp Phe His Gly 


His 


Leu 


Ser 


Gly 


Lys 


Glu 


Ala 


Glu 




50 






55 








60 










Lys 


Leu 


Leu 


Thr 


Glu Lys Gly Lys 


His 


Ser 


Ser 


Phe 


Leu 


Val 


Arg 


Glu 


65 








70 






75 










80 


Ser 


Gin 


Ser 


His 


Pro Gly Asp Phe 


Val 


Leu 


Ser 


Val 


Cys 


Thr 


Gly 


Asp 










85 




90 










95 




Asp 


Lys 


Gly 


Glu 


Ser Asn Asp Gly 


Lys 


Ser 


Lys 


Val 


Thr 


His 


Val 


Met 



521 
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100 105 
lie His Cys Gin Glu Leu Lys 
115 119 



PCTAJS00/35017 

110 



<210> 946 
<211> 166 
<212>Amino acid 
<213> Homo sapiens 



<400> 946 



lie 


Asp 


Ser 


Gly Asn 


Gin 


Asn Gly Gly Asn 


Asp Asp Lys 


Thr 


Lys 


Asn 


l 








5 








10 






15 




Ala 


Glu 


Arg 


Asn 


Tyr 


Leu 


Asn Val 


Leu 


Pro 


Gly Glu Phe 


Tyr 


He 


Thr 








20 








25 






30 






Arg 


His 


Ser 


Asn 


Leu 


Ser 


Glu He 


His 


Val 


Ala Phe His 


Leu 


Cys 


Val 






35 








40 






45 








Asp 


Asp 


His 


Val 


Lys 


Ser 


Gly t Asn 


He 


Thr 


Ala Arg Asp Pro Ala 


He 




50 










55 






60 








Met 


Gly 


Leu 


Arg 


Asn 


He 


Leu Lys 


Val 


Cys 


Cys Thr His 


Asp 


He 


Thr 


65 










70 








75 






80 


Thr 


He 


Ser 


He 


Pro 


Leu 


Leu Leu 


Val 


His 


Asp Met Ser 


Glu 


Glu 


Met 










85 








90 






95 




Thr 


He 


Pro 


Trp Cys 


Leu 


Arg Arg Ala Glu 


Leu Val Phe 


Lys 


Cys 


Val 








100 








105 






110 






Lys 


Gly 


Phe 


Met 


Met 


Glu 


Met Ala 


Ser 


Trp 


Asp Gly Gly He 


Ser Arg 






115 








120 






125 








Thr 


Val 


Gin 


Phe 


Leu 


Val 


Pro Gin 


Ser 


He 


Ser Glu Glu 


Met 


Phe 


Tyr 




130 










13 5 






140 








Gin 


Leu 


Ser 


Asn 


Met 


Leu 


Pro Gin 


He 


Phe 


Arg Val Ser 


Ser 


Thr 


Leu 


145 










150 








155 






160 


Thr 


Leu 


Thr 


Ser 


Lys 


His 

















165 166 



<210> 947 
<211> 121 
<2l2>Amino acid 
<213> Homo sapiens 



<400> 947 



Ser 


lie 


Leu 


Pro 


Ala 


Leu 


Leu Val Thr He 


Leu He Phe Met Asp Gin 


1 








5 




10 


15 


Gin 


He 


Thr 


Ala 


Val 


He 


Val Asn Arg Lys 


Glu Asn Lys Leu Lys Lys 








20, 






25 


30 


Ala 


Ala 


Gly 


Tyr His 


Leu 


Asp Leu Phe Trp 


Val Gly He Leu Met Ala 






35 








40 


45 


Leu 


Cys 


Ser 


Phe 


Met 


Gly 


Leu Pro Trp Tyr 


Val Ala Ala Thr Val He 




50 










55 


60 


Ser 


He 


Ala 


His 


He 


Asp 


Ser Leu Lys Met 


Glu Thr Glu Thr Ser Ala 


65 










70 




75 80 


Pro 


Gly 


Glu 


Gin 


Pro 


Gin 


Phe Leu Gly Val 


Arg Glu Gin Arg Val Thr 










85 




90 


95 


Gly 


He 


He 


Val 


Phe 


He 


Leu Thr Gly He 


Ser Val Phe Leu Ala Pro 








100 






105 


110 


He, 


Leu 


Lys 


Cys 


He 


Pro 


Leu Pro Val 





522 



WO 01/53455 
115 



120 121 



PCTAJSOO/35017 



<210> 948 
<2li> 191 
<212>Amino acid 
<213> Homo sapiens 



<400> 948 



Gly Ala 


Ser 


Arg V<£1 Glu 


Ala Gly 


1 




5 




Gly Gly 


Ser 


Gin lie Val 


Lys Val 






20 




lie Asn 


Lys 


Ser Gly Ser 


Gin Asp 




35 




40 


Asn Thr 


Thr 


He Asn Gly 


Gly Arg 


50 






55 


Glu Thr 


Thr 


Thr He Lys 


Asn Gly 


65 




70 




Arg Ala 


Leu 


Asp thr Thr 


He Glu 






85 




Lys Ser 


Thr 


Ala Lys Asn 


Thr His 






100 




Val Asp 


Asn 


Thr Ser Thr 


Ser Asp 


115 




120 


Val Leu 


Asp 


Val Arg Gly 


Gly Thr 


130 






135 


Gly Ala 


lie 


Leu Lys Thr 


Asn Thr 


145 




150 




Asn Ser 


Glu 


Gly Ala Phe 


Ser He 






165 




Leu Leu 


Glu 


Asn Gly Gly 


His Leu 






180 





<210> 949 
<211> 98 
<212>Amino acid 
<213> Homo sapiens 



<400> ! 


949 










Phe Phe 


Ser 


Ser 


lie 


Gin 


Leu 


Thr 


1 






5 








Thr Thr 


Val 


Ala 


Met 


Pro 


Val 


Phe 






20 










Lys Gly 


He 


Leu 


Leu 


Gly 


Val 


Val 




35 










40 


Leu Leu 


Lys 


Thr 


He 


Pro 


Lys 


Tyr 


50 










55 




Glu He 


Lys 


Ala 


Thr 


Glu 


Met 


Pro 


65 








70 






Gly Phe 


Lys 


Leu Tyr 


Phe 


Gly Ala 



85 



Ala Cys 
98 



Ser 


Ala Asn Gly Met 


Leu He 


Asp 




10 


15 




Gin 


Gly His Ala Asp 


Gly Thr 


Thr 


25 




30 




Val 


Val Gin Gly Ser 


Leu Ala 


Thr 




45 






Gin 


Tyr Val Glu Gin 


Ser Thr 


Val 




60 






Gly 


Glu Gin Arg Val 


Tyr Glu 


Ser 




75 




80 


Gly 


Gly Thr Gin Ser 


Leu Asn 


Ser 




90 


95 




He 


Tyr Ser Gly Gly 


Thr Gin 


lie 


105 




110 




Val 


He Glu Val Tyr 


Ser Gly 


Gly 




125 






Ala 


Thr Asn Val Thr 


Gin His 


Asp 




140 






Asn 


Gly Thr Thr Val 


Ser Gly 


Thr 




155 




160 


His 


Asn His Val Ala 


Asp Asn 


Val 




170 


175 




Asp 


He Asn Ala Tyr 


Gly Ser 




185 




190 191 




Asp 


Asp Gin Gly Pro 


Val Leu 


Met 




10 


15 




Ser 


Lys Gin Asn Glu 


Thr Arg 


Ser 


25 




30 




Gly 


Thr Asp Val Pro 


Val Lys 


Glu 




45 






Lys 


Val Met Asn Asp 


Leu He 


Pro 




60 






Arg 


Ala Leu Phe Ser 


Gin Ser 


Ser 




75 




80 


Met 


Phe Leu Leu Thr 


Thr He 


Thr 




90 


95 
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<210> 950 
<211> 196 
<212>Amino acid 
<213> Homo sapiens 





<400> 950 














Ser 


Cys 


Ser 


Glv 


Thr 


Glv 


Thr Asn Ala Cys 


Tyr Met Glu Asp Met 


Ser 


•t 
X 






5 




10 




15 




As n 


lie 


Asp 


Leu 


Val 

V CT--L 


Glu 


Glv Asr> Glu Glv 


Arg Met Cys He 


Asn 


Thr 








20 






25 


30 








Tro 


Glv 


Ala 




\jx y 


7\ en Son CZ~\ V Al a 


Leu Glu Asp He 


Arg 


Thr 




35 








40 


45 






n~] ii 

blu 


Phe 


Asp 


Arg 


Glu 


Leu 


Asp Leu Gly Ser 


Leu Asn Pro Gly Lys 


Gin 




50 










55 


60 






L6U 


Phe 


Glu 


Lys 


Mot* 


JL -L cr 


cpy fi"\ \r Tif^n Tvr 


Leu Gly Glu Leu 


Val 


Arg 


65 










70 




75 




80 


Leu 


He 


Leu 


Leu 


Lys 


Met 


Ala Lys Ala Gly 


Leu Leu Phe Gly Gly Glu 










85 




' 90 




95 




Lys 


Ser 


Ser 


Ala 


Leu 


His 


Thr Lys Gly Lys 


He Glu Thr Arg 


His 


Val 






100 






105 


110 






Ala 


Ala 


Met 


Glu 


Lys 


Tyr 


Lys Glu Gly Leu 


Ala Asn Thr Arg 


Glu 


He 






115 








120 


125 






Leu 


Val 


Asp 


Leu 


Gly 


Leu 


Glu Pro Ser Glu 


Ala Asp Cys He 


Ala 


Val 




130 










135 


140 






Gin 


His 


Val 


Cys 


Thr 


He 


Val Ser Phe Arg 


Ser Ala Asn Leu 


Cys 


Ala 


145 










150 




155 




160 


Ala 


Ala 


Leu 


Ala 


Ala 


He 


Leu Thr Arg Leu 


Arg Glu Asn Lys 


Lys 


Val 










165 




170 




175 




Glu 


Arg 


Leu 


Arg 


Thr 


Thr 


Val Gly Met Asp 


Gly Thr Leu Tyr 


Lys 


He 








180 






185 


190 






His 


Pro 


Gin 


Tyr 


















195 


196 















<210> 951 

<211> 721 

< 2 12 > Amino acid 

<213> Homo sapiens 





<400> 951 










Phe 


Val 


Ala 


He 


Ala 


Thr 


Asn Gly Val Val 


Pro Ala Gly Gly Ser Tyr 


1 








5 




10 


15 


Tyr 


Met 


He 


Ser 


Arg 


Ser 


Leu Gly Pro Glu 


Phe Gly Gly Ala Val Gly 








20 






25 


30 


Leu 


Cys 


Phe 


Tyr 


Leu 


Gly 


Thr Thr Phe Ala 


Gly Ala Met Tyr He Leu 






35 








40 


45 


Gly 


Thr 


He 


Glu 


He 


Leu 


Leu Ala Tyr Leu 


Phe Pro Ala Met Ala He 


50 










55 


60 


Phe 


Lys 


Ala 


Glu 


Asp 


Ala 


Ser Gly Glu Ala 


Ala Ala Met Leu Asn Asn 


65 








70 




75 80 


Met 


Arg 


Val 


Tyr 


Gly 


Thr 


Cys Val Leu Thr 


Cys Met Ala Thr Val Val 










85 




90 


95 


Phe 


val 


Gly 


Val 


Lys 


Tyr 


Val Asn Lys Phe 


Ala Leu Val Phe Leu Gly 








100 






105 


110 


Cys 


Val 


He 


Leu 


Ser 


He 


Leu Ala He Tyr 


Ala Gly Val He Lys Ser 
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115 










120 


Ala Phe 


Asp 


Pro 


Pro 


Asn 


Phe 


Pro 


130 










135 




Leu Ser 


Arg 


His 


Gly 


Phe 


Asp 


Val 


145 








150 






Asn Glu 


Thr 


Val 


Thr 


Thr 


Arg 


Leu 








165 








Phe Leu 


Asn 


Ala 


Thr 


Cys 


Asp 


Glu 






180 










Glu lie 


Gin 


Gly 


He 


Pro 


Gly 


Ala 




195 










200 


Leu Trp 


Ser 


Ser 


Tyr 


Leu 


Thr 


Lys 


210 










215 




Met Thr 


Ser 


Val 


Gly 


Leu 


Ala 


Asp 


225 








230 






Pro Tyr 


Val 


Phe 


Ser 


Asp 


Met 


Thr 








245 








He Tyr 


Phe 


Pro 


Ser 


Val 


Thr 


Gly 






260 










Gly Asp 


Leu 


Arg 


Asp 


Ala 


Gin 


Lys 




275 










280 


Ala He 


Ala 


Thr 


Thr 


Ser 


Ala 


Val 


290 










295 




Gly Ala 


Cys 


He 


Glu 


Gly 


Val 


Val 


305 








310 






Val Asn 


Gly 


Asn 


Leu 


Val 


Val 


Gly 








325 








Val He 


Val 


He 


Gly 


Ser 


Phe 


Phe 






340 










Ser Leu 


Thr 


Gly 


Ala 


Pro 


Arg 


Leu 




355 










360 


He Val 


Pro 


Phe 


Leu 


Gin 


Val 


Phe 


370 










375 




Pro Thr 


Trp 


Ala 


Leu 


Leu 


Leu 


Thr 


385 








390 






Leu He 


Ala 


Ser 


Leu 


Asp 


Glu 


Val 








405 








Leu Met 


Cys 


Tyr 


Met 


Phe 


Val 


Asn 






420 










Leu Arg 


Thr 


Pro 


Asn 


Trp 


Arg 


Pro 




435 










440 


Leu Ser 


Phe 


Leu 


Gly 


Met 


Ser 


Leu 


450 










455 




Ser Trp 


Tyr 


Tyr 


Ala 


Leu 


Val 


Ala 


465 








470 






Lys Tyr 


He 


Glu 


Tyr 


Arg 


Gly 


Ala 








485 








Arg Gly 


Leu 


Ser 


Leu 


Ser 


Ala 


Ala 






500 










Glu Gly 


Pro 


Pro 


His 


Thr 


Lys 


Asn 




515 










520 


Val Arg 


Val 


Asp 


Gin 


Asp 


Gin 


Asn 


530 










535 




Leu Thr 


Ser 


Gin 


Leu 


Lys 


Ala 


Gly 


545 








550 






Val Leu 


Glu 


Gly 


Thr 


Phe 


Leu 


Glu 








565 








Glu Glu 


Ser 


He 


Arg 


Arg 


Leu 


Met 






580 










Cys Gin 


Val 


Val 


He 


Ser 


Ser 


Asn 




595 










600 


He Gin 


Ser 


Gly 


Gly 


Leu 


Gly 


Gly 


610 










615 




Gly Trp 


Pro 


Arg 


Asn 


Trp 


Arg 


Gin 



125 



He 


Cys 


Leu 


Leu 


Gly 


Asn 


Arg 


Thr 








140 










Cys 


Ala 


Lys 


Leu 


Ala 


Trp 


Glu 


Gly 






155 










160 


Trp 


Gly 


Leu 


Phe 


cys 


Ser 


Ser 


Arg 




170 










175 




Tyr 


Phe 


Thr 


Arg 


Asn 


Asn 


Val 


Thr 


185 










190 






Ala 


Ser 


Gly 


Leu 


He 


Lys 


Glu 


Asn 










205 








Gly 


Val 


He 


Val 


Glu 


Arg 


Ser 


Gly 








220 










Gly 


Thr 


Pro 


He 


Asp 


Met 


Asp 


His 






235 










240 


Ser 


Tyr 


Phe 


Thr 


Leu 


Leu 


Val 


Gly 




250 










255 




He 


Met 


Ala 


Gly 


Ser 


Asn 


Arg 


Ser 


265 










270 






Ser 


He 


Pro 


Thr 


Gly 


Thr 


He 


Leu 










285 








Tyr 


He 


Ser 


Ser 


Val 


Val 


Leu 


Phe 








300 










Leu 


Arg 


Asp 


Lys 


Phe 


Gly 


Glu 


Ala 






315 










320 


Thr 


Leu 


Ala 


Trp 


Pro 


Ser 


Pro 


Trp 




330 










335 




Ser 


Thr 


Cys 


Gly 


Ala 


Gly 


Leu 


Gin 


345 










350 






Leu 


Gin 


Ala 


He 


Ser 


Arg 


Asp 


Gly 










365 








Gly 


His 


Gly 


Lys 


Ala 


Asn 


Gly 


Glu 








380 










Ala 


Cys 


He 


Cys 


Glu 


He 


Gly 


He 






395 










400 


Ala 


Pro 


He 


Leu 


Ser 


Met 


Phe 


Phe 




410 










415 




Leu 


Ala 


Cys 


Ala 


Val 


Gin 


Thr 


Leu 


425 










430 






Arg 


Phe 


Arg 


Tyr 


Tyr 


His 


Trp 


Thr 










445 








Cys 


Leu 


Ala 


Leu 


Met 


Phe 


He 


Cys 








460 










Met 


Leu 


He 


Ala 


Gly 


Leu 


He 


Tyr 






475 










480 


Lys 


Lys 


Glu 


Trp 


Gly 


Asp 


Gly 


He 




490 










495 




Arg 


Tyr 


Ala 


Leu 


Leu 


Arg 


Leu 


Glu 


505 










510 






Trp 


Arg 


Pro 


Gin 


Leu 


Leu 


Val 


Leu 










525 




* 




Val 


Val 


His 


Pro 


Gin 


Leu 


Leu 


Ser 








540 










Lys 


Gly 


Leu 


Thr 


He 


Val 


Gly 


Ser 






555 










560 


Asn 


His 


Pro 


Gin 


Ala 


Gin 


Arg 


Ala 




570 










575 




Glu 


Ala 


Glu 


Lys 


Val 


Lys 


Gly 


Phe 


585 










590 






Leu 


Arg 


Asp 


Gly 


Val 


Ser 


His 


Leu 










605 








Leu 


Gin 


His 


Asn 


Thr 


Val 


Leu 


Val 








620 










Lys 


Glu 


Asp 


His 


Gin 


Thr 


Trp 


Arg 
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625 630 635 640 

Asn Phe lie Glu Leu Val Arg Glu Thr Thr Ala Gly His Leu Ala Leu 

645 650 655 

Leu Val Thr Lys Asn Val Ser Met Phe Pro Gly Asn Pro Glu Arg Phe 

660 665 670 

Ser Glu Gly Ser lie Asp Arg Trp Gly He Gly His Asp Gly Gly Met 

675 680 685 

Leu Met Leu Val Pro Phe Leu Leu Arg His His Lys Val Trp Arg Lys 

690 695 700 

Cys Lys Met Arg He Phe Thr Val Ala Gin Met Val Asp Met His Ala 
705 • 710 715 720 

Met 
721 



<210> 952 
<211> 42 
<212>Amino acid 
<213> Homo sapiens 



<400> 952 
Phe Tyr Leu Arg Leu Leu Ser Phe 

1 5 
Arg Cys Trp Ser Val Asp Phe Asn 
20 

Ser Gly Ser Asp Asp Ala Lys Gly 
35 40 



Phe Cys Phe Gin Glu His Glu Lys 
10 15 

Leu Met Asp Pro Lys Leu Leu Ala 
25 30 

Thr Val 
42 



<210> 953 
<211> 80 
<212>Amino acid 
<213> Homo sapiens 



<400> 953 
Arg Asn Ser Lys Ala Met His Arg 

1 5 
Ser Leu Pro Ser Val Gly Arg Ser 
20 

Gin Leu He Cys Ser Gly Ala Arg 
35 40 
Pro He Arg Ser Leu Gin Asp His 

50 55 
Met Leu Pro Gin Gly Thr Leu Pro 
65 70 



Ser Ser Cys Asp Gly Pro Leu Leu 

10 15 
Ala Thr His Ala Leu Val Gin Ala 

25 30 
Arg Gly Met His Ala Phe He Val 
45 

Thr Pro Leu Pro Gly Lys Pro He 
60 

Gly Gly Glu Pro Arg Trp Pro Pro 
75 80 



<210> 954 
<211> 202 
<212>Amino acid 
<213> Homo sapiens 
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<400> 954 

Cys Gly Thr Leu lie Leu Gin Ala Arg Ala Tyr Val Gly Pro His Val 

15 10 15 

Leu Ala Val Val Thr Arg Thr Gly Phe Cys Thr Ala Lys Gly Gly Leu 

20 25 30 

Val Ser Ser He Leu His Pro Arg Pro He Asn Phe Lys Phe Tyr Lys 

35 40 45 

His Ser Met Lys Phe Val Ala Ala Leu Ser Val Leu Ala Leu Leu Gly 

50 55 60 

Thr He Tyr Ser He Phe He Leu Tyr Arg Asn Arg Val Pro Leu Asn 
65 70 75 80 

Glu He Val He Arg Ala Leu Asp Leu Val Thr Val Val Val Pro Pro 

85 90 95 

Ala Leu Pro Ala Ala Met Thr Val Cys Thr Leu Tyr Ala Gin Ser Arg 

100 105 110 

Leu Arg Arg Gin Gly He Phe Cys He His Pro Leu Arg He Asn Leu 

115 120 125 

Gly Gly Lys Leu Gin Leu Val Cys Phe Asp Lys Thr Gly Thr Leu Thr 

130 - 135 • 140 

Glu Asp Gly Leu Asp Val Met Gly Val Val Pro Leu Lys Gly Gin Ala 
145 150 155 160 

Phe Leu Pro Leu Val Pro Glu Pro Arg Arg Leu Pro Val Gly Pro Leu 

165 170 175 

Leu Arg Ala Leu Ala Thr Cys His Ala Leu Ser Arg Leu Gin Asp Thr 

180 185 190 

Pro Val Gly Asp Pro Met Asp Leu Lys Met 
195 200 202 



<210> 955 
<211> 188 
<212>Amino acid 
<213> Homo sapiens 



<400> 955 
Gin He Glu Tyr Phe 
1 5 
Val He Asp Glu Asp 
20 

Arg Tyr Met Asp Leu 
35 

Leu Gly Val Gin Gin 
50 

Asp Asn Lys Glu Ala 
65 

His His Met Glu Arg 
85 

Leu Ala Ala Thr Leu 
100 

He Glu Met Asn Arg 
115 

Val Ala Glu Leu Tyr 
130 

Gin Asp Leu Leu Glu 
145 

Leu Ala Ser Ser Leu 
165 

Asn Arg Leu Gin Asp 



Arg 


Ser Leu 


Leu 


Asp 


Glu 


His 


His 


He 


Ser 


Tyr 








10 










15 




Val 


Lys Ser 


Gly 


Arg 


Tyr 


Met 


Glu 


Leu 


Glu 


Gin 






25 










30 






Ala 


Glu Asn 


Ala 


Arg 


Phe 


Glu 


Arg 


Glu 


Gin 


Leu 




40 










45 








His 


Leu Ser 


Asn 


Thr 


Leu 


Lys 


Met 


Ala 


Glu 


Gin 




55 








60 










Gin 


Glu Met 


He 


Gly 


Ala 


Leu 


Lys 


Glu 


Arg 


Ser 


70 








75 










80 


lie 


He Glu 


Ser 


Glu 


Gin 


Lys 


Gly 


Lys 


Ala 


Ala 








90 










95 




Glu 


Glu Tyr 


Lys 


Ala 


Thr 


Val 


Ala 


Ser 


Asp 


Gin 






105 










110 






Leu 


Lys Ala 


Gin 


Leu 


Glu 


Asn 


Glu 


Lys 


Gin 


Lys 




120 










125 








Ser 


He His 


Asn 


Ser 


Gly 


Asp 


Lys 


Ser 


Asp 


He 




135 








140 










Ser 


Val Arg 


Leu 


Asp 


Lys 


Glu 


Lys 


Ala 


Glu 


Thr 


150 








155 










160 


Gin 


Glu Asp 


Leu 


Ala 


His 


Thr 


Arg 


Asn 


Asp 


Ala 








170 










175 




Ala 


He Ala 


Lys 


Gly 


Arg 


Gly 
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180 



185 



188 



<210> 956 
<211> 132 
<212>Amino 
<213> Homo 



acid 
sapiens 



<400> 956 

Ala Arg Tyr Arg Phe Thr Leu Ser Ala Arg Thr Gin Val Gly Ser Gly 

15 10 15 

Glu Ala Val Thr Glu Glu Ser Pro Ala Pro Pro Asn Glu Ala Thr Pro 

20 25 30 

Thr Ala Ala Pro Pro Thr Leu Pro Pro Thr Thr Val Gly Ala Thr Gly 

35 40 45 

Ala Val Ser Ser Thr Asp Ala Thr Ala He Ala Ala Thr Thr Glu Ala 

50 55 60 

Thr Thr Val Pro He He Pro Thr Val Ala Pro Thr Thr Met Ala Thr 
65 70 75 80 

Thr Thr' Thr Val Ala Thr Thr Thr Thr Thr Thr Ala Ala Ala Thr Thr 

85 90 95 

Thr Thr Glu Ser Pro Pro Thr Thr Thr Ser Gly Thr Lys He His Glu 

100 105 110 

Ser Ala Pro Asp Glu Gin Ser He Trp Asn Val Thr Val Leu Pro Asn 

115 120 125 

Ser Lys Trp Ala 
130 132 



<210> 957 
<211> 220 
<212>Amino acid 
<213> Homo sapiens 



<400> 957 



Leu 


Lys 


Ser 


Thr 


Gin 


Asp Glu He 


Asn 


Gin Ala Arg Ser 


Lys Leu 


Ser 


1 








5 






10 


15 




Gin 


Leu 


His 


Glu 


Ser 


Arg Gin Glu 


Ala 


His Arg Ser Leu 


Glu Gin 


Tyr 








20 






25 




30 




Asp 


Gin 


Val 


Leu 


Asp 


Gly Ala His 


Gly 


Ala Ser Leu Thr 


Asp Leu 


Ala 






35 






40 




45 






Asn 


Leu 


Ser 


Glu 


Gly 


Val Ser Leu 


Ala 


Glu Arg Gly Ser 


Phe Gly 


Ala 




50 








55 




60 






Met 


Asp 


Asp 


Pro 


Phe 


Lys Asn Lys 


Ala 


Leu Leu Phe Ser 


Asn Asn 


Thr 


65 










70 




75 




80 


Gin 


Glu 


Leu 


His 


Pro 


Asp Pro Phe 


Gin 


Thr Glu Asp Pro 


Phe Lys 


Ser 










85 






90 


95 




Asp 


Pro 


Phe 


Lys 


Gly 


Ala Asp Pro 


Phe 


Lys Gly Asp Pro 


Phe Gin 


Asn 








100 






105 




110 




Asp 


Pro 


Phe 


Ala 


Glu 


Gin Gin Thr 


Thr 


Ser Thr Asp Pro 


Phe Gly 


Gly 






115 






120 




125 






Asp 


Pro 


Phe 


Lys 


Glu 


Ser Asp Pro 


Phe 


Arg Gly Ser Ala 


Thr Asp 


Asp 




130 








135 




140 






Phe 


Phe 


Lys 


Lys 


Gin 


Thr Lys Asn 


Asp 


Pro Phe Thr Ser 


Asp Pro 


Phe 


145 










150 . 




155 




160 


Thr 


Lys 


Asn 


Pro 


Ser 


Leu Pro Ser 


Lys 


Leu Asp Pro Phe 


Glu Ser 


Ser 
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165 170 175 

Asp Pro Phe Ser Ser Ser Ser Val Ser Ser Lys Gly Ser Asp Pro Phe 

180* 185 190 

Gly Thr Leu Asp Pro Phe Gly Ser Gly Ser Phe Asn Ser Ala Glu Gly 

195 * 200 205 

Phe Ala Asp Phe Ser Thr lie Glu Gly Arg Arg Gly 
210 215 220 



<210> 958 
<211> 250 
<212>Amino acid 
<213> Homo sapiens 



<400> 958 












Arg Thr 


Arcj 


Gly Gly 


Oci V3Xy *noil OCX 


Ser 


Gin Pro 


Ser Leu Arg 


Glu 






5 




10 




15 




Gly His 


Asp 


Lys Pro 


VaX JrllC noil VjX y 


Ala 


Gly Lys 


Pro His Ser 


Ser 






20 


25 






30 




Thr Ser 


Ser 


Pro Ser 


Vsl Prn TiV«i THr* 


Ser 


Ala Ser 


Arg Thr Gin 


Lys 




35 




40 






45 




Ser Ala 


Val 


Glu His 


jjy o n ± a jjy & xjy o 


Ser 


Leu Ser 


His Pro Ser 


His 


50 






55 




60 






Ser Arg 


Pro 


Gly Pro 


Met Val Thr Pro 


His 


Asn Lys 


Ala Lys Ser 


Pro 


65 






70 




75 




80 


Gly Val 


Arg 


Gin Pro 


Gly Ser Ser Ser 


Ser 


Ser Ala 


Pro Gly Gin 


Pro 






85 




90 




95 




Ser Thr 


Gly 


Val Ala 


Arg Pro Thr Val 


Ser Ser Gly 


Pro Val Pro Arg 






100 


105 






110 




Arg Gin 


Asn 


Gly Ser 


Ser Ser Ser Gly 


Pro 


Glu Arg 


Ser He Ser Gly 




115 




120 






125 




Ser Lys 


Lys 


Pro Thr 


Asn Asp Ser Asn 


Pro 


Ser Arg 


Arg Thr Val 


Ser 


130 






135 




140 






Gly Thr 


Cys 


Gly Pro 


Gly Gin Pro Ala 


Ser 


Ser Ser 


Gly Gly Pro Gly 


145 






150 




155 




160 


Arg Pro 


He 


Ser Gly 


Ser Val Ser Ser 


Ala Arg Pro 


Leu Gly Ser 


Ser 




165 




170 




175 




Arg Gly 


Pro 


Gly Arg 


Pro Val Ser Ser 


Pro 


His Glu 


Leu Arg Arg 


Pro 






180 


185 






190 




Val Ser 


Gly 


Leu Gly 


Pro Pro Gly Arg 


Ser 


Val Ser 


Gly Pro Gly Arg 




195 




200 






205 




Ser lie 


Ser 


Gly Ser 


He Pro Ala Gly 


Arg 


Thr Val 


Ser Asn Ser 


val 


210 






215 




220 






Pro Gly 


Arg 


Pro Val 


Ser Ser Leu Gly 


Pro Gly Gin 


Thr Val Ser 


Ser 


225 






230 




235 




240 


Ser Gly 


Pro 


Thr He 


Lys Pro Lys Cys 


Thr 












245 




250 









<210> 959 
<211> 48 
<212>Amino acid 
<213> Homo sapiens 



<400> 959 

Arg Gly Lys Gly He Thr Pro Arg Tyr His Leu Cys He Ser Asp Pro 
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1 5 
His Asn Leu Lys He Cys Cys Arg 
20 

Ser Asn Thr Asn Gin Met Val Phe 
35 40 



10 15 
Val Asn Gly Glu Val Val Gin Ser 

25 30 
Lys Thr Glu Asp Leu He Ala Trp 
45 48 



<210> 960 
<211> 63 
<212>Amino acid 
<213> Homo sapiens 



<400> 960 

Val Val Ala Val Thr Arg Trp Leu Cys Glu Asn Gly Val Ser Tyr Leu 

15 10 15 

Arg Lys Cys Val Cys Ser Ala Cys Arg His Gly Thr Arg Cya Ala Gly 

20 25 30 

Glu Val Ala Ala Ala Ala Asn Asn Ser His Cys Thr Val Gly He Ala 

35 40 45 

Phe Asn Ala Lys He Gly Gly Met Gly Asn Gin Leu Thr Trp Met 

50 55 60 63 



<210> 961 
<211> 59 
<212>Amino acid 
<213> Homo sapiens 



<400> 961 
Gly Ala Pro Pro 
1 

Ser Asn Phe Asp 
20 

Cys Gin Leu Ser 
35 

Gly Phe Ser Tyr 
50 



Pro Phe Val Pro 
5 

Glu Pro Lys Lys 

Pro Ser Gly Phe 
40 

Ser Lys Ala Leu 
55 



Thr Leu Lys Ser 
10 

Asn Ser Trp Val 
25 

Ser Gly Glu Glu 

Gly He Leu 
59 



Asp Asp Asp Thr 
15 

Ser Ser Ser Pro 
30 

Leu Pro Phe Val 
45 



<210> 962 
<211> 140 
<212>Amino acid 
<213> Homo sapiens 



<400> 962 
Phe Val Glu Arg Leu Ala His Leu 

1 5 
Lys Val Ala Leu Leu Leu Glu Val 
20 

Ala Arg Gly Glu Asn Gin Asp Pro 



His Ala Ala Cys Ala Pro Arg Arg 

10 15 
Cys Arg Asp Val Tyr Ala Gly Leu 

25 30 
Leu Gly Ala Asp Ala Phe Leu Pro 
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35 




40 








45 








Ala 


Leu Thr Glu Glu Leu 


He 


Trp 


Ser 


Pro 


Asp He 


Gly 


Asp 


Thr 


Gin 




50 


55 








60 










Leu 


Asp Val Glu Phe Leu 


Met 


Glu 


Leu 


Leu 


Asp Pro 


I 

Asp 


Glu 


Leu 


Arg 


65 


70 










75 








80 


Gly 


Glu Ala Gly Tyr Tyr 


Leu 


Thr 


Thr 


Trp 


Phe Gly 


Ala 


Leu 


His 


His 




85 








90 








95 




He 


Ala His Tyr Gin Pro 


Glu 


Thr 


Asp 


Arg 


Ala Pro 


Arg 


Gly 


Leu 


Ser 




100 






105 








110 






Ser 


Glu Ala Arg Ala Ser 


Leu 


His 


Gin 


Trp 


His Arg 


Arg 


Arg 


Thr 


Leu 




115 




120 








125 








His 


Arg Lys Asp His Pro 


Arg 


Ala 


Gin 


Gin 


Leu Asp 












130 


135 








140 












<210> 963 






















<211> 153 






















<212>Amino acid 






















<213> Homo sapiens 






















<400> 963 




















Phe 


Trp Met Asp Pro Tyr 


Asn 


Pro 


Leu 


Asn 


Phe Lys 


Ala 


Pro 


Phe 


Gin 


1 


5 








10 








15 




Thr 


Ser Gly Glu Asn Glu 


Lys 


Gly 


Cys 


Arg 


Asp Ser 


Lys 


Thr 


Pro 


Ser 




20 






25 








30 






Glu 


Ser He Val Ala He 


Ser 


Glu 


Cys 


His 


Thr Leu 


Leu 


Ser 


Cys 


Lys 




35 




40 








45 








Val 


Gin Leu Leu Gly Ser 


Gin 


Glu 


Ser 


Glu 


Cys Pro 


Asp 


Ser 


Val 


Gin 




50 


55 








60 










Arg 


Asp Val Leu Ser Gly 


Gly 


Arg 


His 


Thr 


His Val 


Lys 


Arg 


Lys 


Lys 


65 


70 










75 








80 


Val 


Thr Phe Leu Glu Glu 


Val 


Thr 


Glu 


Tyr 


Tyr He 


Ser 


Gly 


Asp 


Glu 




85 








90 








95 




Asp 


Arg Lys Gly Pro Trp 


Glu 


Glu 


Phe 


Ala 


Arg Asp 


Gly 


Cys 


Arg 


Phe 




100 






105 








110 






Gin 


Lys Arg He Gin Glu 


Thr 


Glu 


Asp 


Ala He Gly 


Tyr 


Cys 


Leu 


Thr 




115 




120 








125 








Phe 


Glu His Arg Glu Arg 


Met 


Phe 


Asn 


Arg Leu Gin 


Gly 


Thr 


Cys 


Phe 




130 


135 








140 










Lys 


Gly Leu Asn Val Leu 


Lys 


Gin 


Cys 














145 


150 






153 
















<210> 964 






















<211> 54 






















<212>Amino acid 






















<213> Homo sapiens 






















<400> 964 




















Ala 


Ala Ser Thr Ala Tyr 


Ser 


Phe 


Phe 


Gly Thr Val 


Glu 


Asn 


Met 


Ala 


1 


5 








10 








15 




Pro 


Lys Val Val Asn Arg 


Pro 


Gly 


His 


Thr 


Gin Ser 


Ala 


Asp 


Trp 


Gly 




20 






25 








30 






Ser 


Phe Gly Gly Leu Met 


Gly 


Arg 


Phe 


Glu 


Phe Gly 


He 


Phe 


Leu 


Lys 




35 




40 








45 








Gly 


Lys Glu He Val Lys 
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WO 01/53455 PCT/USOO/35017 
50 54 



<210> 965 
<211> 39 
<212>Amino acid 
<213> Homo sapiens 



<400> 965 

Gly Phe Val Phe Leu Pro Gly Pro Met Ser Val Gly Leu Asp Phe Ser 

15 10 15 

Leu Pro Gly Met Glu His Val Tyr Gly lie Pro Glu His Ala Asp Asn 

20 25 30 

Leu Arg; Leu Lys Val Thr Glu 
35 39 



<210> 966 
<211> 130 
<212>Amino acid 
<213> Homo sapiens 



<400> 966 




Gly Ser 


Glu 


Cys 


Gin Gly Thr Asp 


1 






5 


Asp Leu 


Cys 


Val 


His Thr Ala Ser 






20 




Val Gly 


Leu 


lie 


Ala Val Ala Val 




35 




40 


Leu lie 


Leu 


Val 


Tyr Cys Arg Lys 


50 






55 


Ala Asp 


Ser 


Ser 


lie Leu Thr Ser 


65 






70 


Pro Ser 


Lys 


Ala Asp Asn Pro His 








85 


Ser Thr 


Thr 


Thr Thr Thr Tyr Gin 






100 




Gly Pro 


Ser 


Pro 


Lys Phe Gin Leu 




115 




120 


Leu Gly 








130 









Leu Asp Thr Arg Asn Cys Thr Ser 

10 15 
Gly Pro Glu Asp Val Ala Leu Tyr 

25 30 
Cys Leu Val Leu Leu Leu Leu Val 
45 

Lys Glu Gly Leu Asp Ser Asp Val 
60 

Gly Phe Gin Pro Val Ser lie Lys 
75 80 
Leu Leu Thr lie Gin Pro Asp Leu 

90 95 
Gly Ser Leu Cys Pro Arg Gin Asp 
105 110 
Thr Asn Gly His Leu Leu Ser Pro 
125 



<210> 967 
<211> 259 
<212>Amino acid 
<213> Homo sapiens 



<400> 967 

Leu lie Tyr Asn Glu Asp Met lie Cys Trp lie Glu Ser Arg Glu Ser 

15 10 15 

Ser Asn Gin Leu Lys Cys lie Gin lie Thr Lys Ala Gly Gly Leu Thr 
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20 25 30 

Asp Glu Trp Thr lie Asn lie Leu Gin Ser Phe His Asn Val Gin Gin 

35 40 45 

Met Ala He Asp Trp Leu Thr Arg Asn Leu Tyr Phe Val Asp His Val 

50 55 60 

Gly Asp Arg He Phe Val Cys Asn Ser Asn Gly Ser Val Cys Val Thr 
65 70 75 80 

Leu He Asp Leu Glu Leu His Asn Pro Lys Ala He Ala Val Asp Pro 

85 90 95 

He Ala Gly Lys Leu Phe Phe Thr Asp Tyr Gly Asn Val Ala Lys Val 

100 105 HO 

Glu Arg Cys. Asp Met Asp Gly Met Asn Arg Thr Arg He He Asp Ser 

115 120 125 

Lys Thr Glu Gin Pro Ala Ala Leu Ala Leu Asp Leu Val Asn Lys Leu 

130 135 140 

Val Tyr Trp Val Asp Leu Tyr Leu Asp Tyr Val Gly Val Val Asp Tyr 
145 150 155 160 

Gin Gly Lys Asn Arg His Ala Val He Gin Gly Arg Gin Val Arg His 

165 170 175 

Leu Tyr Gly He Thr Val Phe Glu Asp Tyr Leu Tyr Ala Thr Asn Ser 

180 185 190 

Asp Ser Tyr Asn He Val Arg He Ser Arg Phe Asn Gly Thr Asp He 

195 200 . 205 

His Ser Leu He Lys He Glu Asn Ala Trp Gly He Arg He Tyr Gin 

210 215 220 

Lys Arg Thr Gin Pro Thr Val Arg Ser His Ala Cys Glu Val Asp Pro 
225 230 235 240 

Tyr Gly Met Pro Gly Gly Cys Ser His He Cys Leu Leu Ser Ser Ser 
245 250 255 

Tyr Thr Lys , 
259 



<210> 968 
<211> 161 
<212>Amino acid 
<213> Homo sapiens 



<400> 968 

Ser Ser Gly Asn Pro Gin Pro Gly Asp Ser Ser Gly Gly Gly Ala Gly 

15 10 15 

Gly Gly Leu Pro Ser Pro Gly Glu Gin Glu Leu Ser Arg Arg Leu Gin 

20 25 30 

Arg Leu Tyr 'Pro Ala Val Asn Gin Gin Glu Thr Pro Leu Pro Arg Ser 

35 40 45 

Trp Ser Pro Lys Asp Lys Tyr Asn Tyr He Gly Leu Ser Gin Gly Asn 

50 55 60 

Leu Arg Val His Tyr Lys Gly His Gly Lys Asn His Lys Asp Ala Ala 
65 70 75 80 

Ser Val Arg Ala Thr His Pro He Pro Ala Ala Cys Gly He Tyr Tyr 

85 90 95 

Phe Glu Val Lys He Val Ser Lys Gly Arg Asp Gly Tyr Met Gly He 

100 105 HO 

Gly Leu Ser Ala Gin Gly Val Asn Met Asn Arg Leu Pro Gly Trp Asp 

115 120 125 

Lys His Ser Tyr Gly Tyr His Gly Asp Asp Gly His Ser Phe Cys Ser 

130 * 135 140 

Ser Gly Thr Gly Gin Pro Tyr Gly Pro Thr Phe Thr Thr Gly Asp Val 
145 150 155 160 

He 
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161 



<210> 969 
<211> 76 
<212>Amino acid 
<213> Homo sapiens 



<400> 969 



Phe 


Phe 


Phe 


Phe 


Lys 


Met 


Gly Ser Arg Ser Val Thr Gin Ala Gly Val 


1 








5 




10 


15 


Gin Trp 


Cys Asp 


Val 


Ser 


Ser Leu Gin Ala Pro 


Pro Pro Arg Phe Thr 








20 






25 


30 


Leu 


Phe 


Cys 


Leu 


Ser 


Leu 


Pro Ser Ser Trp Asp 


Tyr Arg Cys Val Pro 






35 








40 


45 


Pro 


Cys 


Pro 


Ala 


Asn 


Phe 


Phe Val Phe Leu Val 


Glu Thr Gly Phe His 




50 










55 


60 


Arg 


Val 


Ser 


Gin 


Tyr 


Gly 


Leu Asp Leu Leu Thr 


Ser 


65 










70 


75 


76 



<210> 970 
<211> 267 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (267) 

<223> X = any amino acid or stop code 



"<400> 970 



Gin Leu 


Ser 


Leu 


Ala 


Arg 


Gly 


Lys 


Val 


Phe 


Leu 


Cys Ala Leu Ser Phe 


1 






5 










10 




15 


Val Tyr 


Phe 


Ala 
20 


Lys 


Ala 


Leu 


Ala 


Glu 
25 


Gly 


Tyr 


Leu Lys Ser Thr He 
30 


Thr Gin 


lie 


Glu 


Arg 


Arg 


Val 


Asp 


He 


Pro 


Ser Ser Leu Val Gly Val 




35 










40 








45 


lie Asp 


Gly 


Ser 


Phe 


Glu 


lie 


Gly 


Asn 


Leu 


Leu 


Val He Thr Phe Val 


50 










55 










60 


Ser Tyr 


Phe 


Gly 


Ala 


Lys 


Leu 


His 


Arg 


Pro 


Lys 


He He Gly Ala Gly 


65 








70 










75 


80 


Cys Val 


lie 


Met 


Gly 


Val 


Gly 


Thr 


Leu 


Leu 


He 


Ala Met Pro Gin Phe 






85 










90 




95 


Phe Met 


Glu 


Gin 
100 


Tyr 


Lys 


Tyr 


Glu 


Arg 
105 


Tyr 


Ser 


Pro Ser Ser Asn Ser 
110 


Thr Leu 


Ser 
115 


He 


Ser 


Pro 


Cys 


Leu 
120 


Leu 


Glu 


Ser 


Ser Ser Gin Leu Pro 
125 


Val Ser 


Val 


Met 


Glu 


Lys 


Ser 


Lys 


Ser 


Lys 


He 


Ser Asn Glu Cys Glu 


130 










135 










140 


Val Asp 


Thr 


Ser 


Ser 


Ser 


Met 


Trp 


He 


Tyr 


Val 


Phe Leu Gly Asn Leu 


145 








150 










155 


160 


Leu Arg 


Gly 


He 


Gly 


Glu 


Thr 


Pro 


He 


Gin 


Pro Leu Gly He Ala Tyr 








165 










170 




175 


Leu Asp 


Asp 


Phe 
180 


Ala 


Ser 


Glu 


Asp 


Asn 
185 


Ala 


Ala 


Phe Tyr He Gly Cys 
190 
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Val 


Gin Thr 


Val 


Ala 


He He Gly 




• 195 






200 


Ser 


Leu Cys 


Ala 


Lvs 


Leu Tyr Val 




210 






215 


His 


Phe Xaa 


Val 


Ser 


Ala Gin Leu 


225 








230 


Cys Leu Val 


Phe 


Cys 


Leu Leu Cys 








245 




Glu 


Glu His 


His 


His 


Ser Asp Arg 






260 







Pro He Phe Gly Phe Leu 


Leu 


Gly 


205 






Asp He Gly Phe Val Asn 


Leu 


Asp 


220 






Gly Thr Arg Lys Gly Val 


Leu 


Val 


235 




240 


Gin Ser" He Gly Arg Arg 


Leu 


Ser 


250 


255 




Glu Lys Gly 







265 267 



<210> 971 
<211> 282 
<212>Amino acid 
<213> Homo sapiens 



<400> 971 
















VjJ.Il rlO 


/Ha 


Gly Arg 


Val Glu Ala Phe Cys Lys 


Phe 


His 


Met 




Ala 


1 






c 
-> 


10 








15 








Thr 


Ser 


Leu Met Lys Ala Ala Leu Asp 


Leu 


Thr 


Tvr 


Pro 




20 




25 






30 






Tie* Thr 

1XC ill J. 


Ser 
35 


Met 


Phe 


Ser Gly Ala Gly Phe Asn 
40 


Ser 


Ser 
45 


He 


Phe 


Ser 


Val Phe 


Lys 


Asp 


Gin 


Gin He Glu Asp Leu Trp 


He 


Pro 


Tyr 


Phe 


Ala 


50 






55 


60 










He Thr 


Thr 


Asp 


He 


Thr Ala Ser Ala Met Arg Val 


His 


Thr 


Asp 


Gly 


65 






70 75 










80 


Ser Leu 


Trp 


Arg 


Tyr 


Val Arg Ala Ser Met Ser 


Leu 


Ser 


Gly 


Tyr 


Met 






85 


90 








95 




Pro Pro 


Leu 


Cys 
100 


Asp 


Pro Lys Asp Gly His Leu 
105 


Leu 


Met 


Asp 
110 


Gly 


Gly 


Tyr He 


Asn 


Asn 


Leu 


Pro Ala Asp Val Ala Arg 


Ser 


Met 


Gly 


Ala 


Lys 


115 






120 




125 








Val Val 


He 


Ala 


He 


Asp Val Gly Ser Arg Asp Glu Thr Asp 


Leu 


Thr 


130 








135 


140 










Asn Tyr 


Gly 


Asp 


Ala 


Leu Ser Gly Trp Trp Leu 


Leu 


Trp 


Lys 


Arg 


Trp 


145 






150 155 










160 


Asn Pro 


Leu 


Ala 


Thr 
165 


Lys Val Lys Val Leu Asn 
170 


Met 


Ala 


Glu 


He 
175 


Gin 


Thr Arg 


Leu 


Ala 


Tyr 


Val Cys Cys Val Arg Gin 


Leu 


Glu 


Val 


Val 


Lys 




180 




185 






190 






Ser Ser 


Asp 


Tyr 


Cys 


Glu Tyr Leu Arg Pro Pro 


He Asp 


Ser 


Tyr 


Ser 




195 






200 . 




205 








Thr Leu 


Asp 


Phe 


Gly 


Lys Phe Asn Glu He Cys 


Glu 


Val 


Gly 


Tyr 


Gin 


210 








215 


220 










His Gly 


Arg 


Thr 


Val 


Phe Asp He Trp Gly Arg Ser Gly Val 


Leu 


Glu 


225 






230 235 










240 


Lys Met 


Leu 


Arg 


Asp 


Gin Gin Gly Pro Ser Lys 


Lys 


Pro 


Ala 


Ser 


Ala 






245 


250 








255 




Val Leu 


Thr 


Cys 
260 


Pro 


Asn Ala Ser Phe Thr Asp 
265 


Leu 


Ala 


Glu 
270 


He 


Val 


Ser Arg 


He 
275 


Glu 


Pro 


Ala Lys Pro Ala Met 
280 282 













<210> 972 
<211> 167 
<212>Amino acid 
<213> Homo sapiens 
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<400> 972 



Leu Trp 


Val 


He 


Met 


Phe Val 


Ser 


Tyr 


Leu He 


Leu 


Thr 


Leu 


Leu 


His 


1 






5 








10 








15 




Val Gin 


Thr 


Ala 


Val 


Leu Ala 


Arg 


Pro 


Gly Gly 


Glu 


Ser 


He 


Gly 


Cys 






20 








25 








30 






Asp Asp 


Tyr 


Leu 


Gly 


Ser Asp 


Lys 


Val 


Val Asp 


Lys 


Cys 


Gly 


Val 


Cys 




35 






40 








45 








Gly Gly 


Asp 


Asn 


Thr 


Gly Cys 


Gin 


Val 


Val Ser 


Gly 


Val 


Phe 


Lys 


His 


50 








55 








60 










Ala Leu 


Thr 


Ser 


Leu 


Gly Tyr 


His 


Arg 


Val Val 


Glu 


He 


Pro 


Glu 


Gly 


65 








70 






75 










80 


Ala Thr 


Lys 


He 


Asn 


He Thr 


Glu 


Met 


Tyr Lys 


Ser 


Asn 


Asn 


Tyr 


Leu 








85 








90 








95 




Ala Leu 


Arg 


Ser 


Arg 


Ser Gly 


Arg 


Ser 


He He 


Asn 


Gly 


Asn 


Trp 


Ala 






100 








105 








110 






lie Asp 


Arg 


Pro 


Gly 


Lys Tyr 


Glu 


Gly 


Gly Gly 


Thr 


Met 


Phe 


Thr 


Tyr 




115 








120 








125 








Lys Arg 


Pro 


Asn 


Glu 


He Ser 


Ser 


Thr 


Ala Gly 


Glu 


Ser 


Phe 


Leu 


Ala 


130 








135 








140 










Glu Gly 


Pro 


Thr 


Asn 


Glu He 


Leu 


Asp 


Val Tyr 


Val 


Ser 


Leu 


Asp 


Val 


145 








150 






155 










160 


Ser Gly 


Leu 


Phe 


Phe 


Gly Phe 
























165 


167 


















<210> 973 






















<211> 140 






















<212>Amino 


acid 


















<213> Homo 


sapiens 


















<400> 973 






















He Ser 


Gly 


Gly 


Thr Arg Ser 


Ala 


Gly 


Pro Leu 


Arg 


Arg 


Asn 


Tyr 


Asn 


1 






5 








10 








15 




Phe. He 


Ala 


Ala 


Val 


Val Glu 


Lys 


Val 


Ala Pro 


Ser 


Val 


Val 


His 


Val 






20 








25 








30 






Gin Leu 


Trp 


Gly 


Arg Asn Gin 


Gin 


Trp 


He Glu 


Val 


Val 


Leu 


Gin 


Asn 




35 








40 








45 








Gly Ala 


Arg 


Tyr 


Glu 


Ala Val 


Val 


Lys 


Asp He 


Asp 


Leu 


Lys 


Leu 


Asp 


50 








55 








60 










Leu Ala 


Val 


He 


Lys 


He Glu 


Ser 


Asn 


Ala Glu 


Leu 


Pro 


Val 


Leu 


Met 


65 








70 






75 










80 


Leu Gly 


Arg 


Ser 


Ser Asp Leu 


Arg 


Ala 


Gly Glu 


Phe 


Val 


Val 


Ala 


Leu 








85 








90 








95 




Gly Ser 


Pro 


Phe 


Ser 


Leu Gin 


Asn 


Thr 


Ala Thr 


Ala 


Gly 


He 


Val 


Ser 






100 








105 








110 






Thr Lys 


Gin 


Arg 


Gly Gly Lys 


Glu 


Leu 


Gly Met 


Lys 


Asp 


Ser 


Asp 


Met 




115 








120 








125 








Asp Tyr 


Val 


Gin 


He 


Asp Ala 


Thr 


He 


Asn Tyr 


Gly 










130 








135 








140 











<210> 974 
<211> 286 
<212>Amino acid 
<213> Homo sapiens 
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<400> 974 



Pro Arg 


Val 


Arg 


Glu 


Leu 


Lys Glu 


He 


Leu 


Asp 


Arg 


Lys 


Gly 


His 


Phe 


1 








5 








10 










15 




Ser 


Glu 


Asn 


Glu 


Thr 


Arg Trp He 


He 


Gin 


Ser 


Leu 


Ala 


Ser 


Ala 


He 








20 








25 










30 






Ala 


Tyr 


Leu 


His 


Asn 


Asn Asp He 


Val 


His 


Arg 


Asp 


Leu 


Lys 


Leu 


Glu 






35 








40 










45 








Asn 


lie 


Met 


Val 


Lys 


Ser 


Ser Leu 


lie 


Asp 


Asp 


Asn 


Asn 


Glu 


He 


Asn 




50 










55 








60 










Leu 


Asn 


He 


Lys 


Val 


Thr Asp Phe 


Gly 


Leu 


Ala 


Val 


Lys 


Lys 


Gin 


Ser 


65 










70 








75 










80 


Arg 


Ser 


Glu 


Ala 


Met 


Leu 


Gin Ala 


Thr 


Cys 


Gly 


Thr 


Pro 


He 


Tyr 


Met 










85 








90 










95 




Ala 


Pro 


Glu 


Val 


He 


Ser 


Ala His 


Asp 


Tyr 


Ser 


Gin 


Gin 


Cys 


Asp 


He 








100 








105 










110 






Trp 


Ser 


He 


Gly Val 


Val 


Met Tyr 


Met 


Leu 


Leu 


Arg 


Gly 


Glu 


Pro 


Pro 






115 








120 










125 








Phe 


Leu 


Ala 


Ser 


Ser 


Glu Glu Lys 


Leu 


Phe 


Glu 


Leu 


He 


Arg 


Lys 


Gly 




130 










135 








140 










Glu 


Leu 


His 


Phe 


Glu 


Asn 


Ala Val 


Trp 


Asn 


Ser 


He 


Ser 


Asp 


Cys 


Ala 


145 










150 








155 










160 


Lys 


Ser 


Val 


Leu 


Lys 


Gin 


Leu Met 


Lys 


Val 


Asp 


Pro 


Ala 


His 


Arg 


He 










165 








170 










175 




Thr 


Ala 


Lys 


Glu 


Leu 


Leu Asp Asn 


Gin 


Trp 


Leu 


Thr 


Gly 


Asn 


Lys 


Leu 








180 








185 










190 






Ser 


Ser 


Val 


Arg 


Pro 


Thr 


Asn Val 


Leu 


Glu 


Met 


Met 


Lys 


Glu 


Trp 


Lys 






195 








200 










205 








Asn 


Asn 


Pro 


Glu 


Ser 


Val 


Glu Glu 


Asn 


Thr 


Thr 


Glu 


Glu 


Lys 


Asn 


Lys 




210 










215 








220 










Pro 


Ser 


Thr 


Glu 


Glu 


Lys 


Leu Lys 


Ser 


Tyr 


Gin 


Pro 


Trp 


Gly 


Asn 


Val 


225 










230 








235 










240 


Pro 


Glu 


Thr 


Asn 


Tyr 


Thr 


Ser Asp 


Glu 


Glu 


Glu 


Glu 


Lys 


Gin 


Val 


Gly 










245 








250 










255 




Arg 


lie 


He 


Ala 


Ala 


Phe 


Leu Pro 


Ser 


Val 


Lys 


Tyr 


Pro 


His 


His 


Thr 








260 








265 










270 






Trp Asn 


He 


Phe 


Leu 


Gin 


He Cys 


Leu 


Phe 


Val 


Val 


Ser 


Leu 










275 








280 










285 


286 







<210> 975 
<211> 155 
<212>Amino acid 
<213> Homo sapiens 



<400> 975 



Leu Ser 


He 


Ser Val 


Ser Asp Val 


Ser 


Leu 


Ser 


Asp 


Glu 


Gly 


Gin 


Tyr 


1 




5 






10 










15 




Thr Cys 


Ser 


Leu Phe 


Thr Met Pro 


Val 


Lys 


Thr 


Ser 


Lys 


Ala 


Tyr 


Leu 






20 




25 










30 






Thr Val Leu Gly Val 


Pro Glu Lys 


Pro 


Gin 


He 


Ser 


Gly 


Phe 


Ser 


Ser 




35 




40 










45 








Pro Val 


Met 


Glu Gly Asp Leu Met 


Gin 


Leu 


Thr 


Cys 


Lys 


Thr 


Ser 


Gly 


50 






55 








60 










Ser Lys 


Pro 


Ala Ala 


Asp He Arg 


Trp 


Phe 


Lys 


Asn 


Asp 


Lys 


Glu 


He 


65 






70 






75 










80 



537 
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Lys 


Asp 


Vdl 


Lys 


Tyr 


Leu Lys 


Glu 


Glu Asp Ala Asn Arg 


Lys 


Thr 


Phe 










85 






90 






" 95 




Thy 


Val 


Ser 


Ser 


Thr 


Leu Asp 


Phe 


Arg Val Asp Arg 


Ser 


Asp Asp 


Gly 








100 








105 




110 






Val 


Ala 


Val 


He 


Cys Arg Val Asp 


His Glu Ser Leu 


Asn 


Ala 


Thr 


Pro 






115 








120 




125 








Gin 


Val 


Ala 


Met 


Gin 


Val Leu 


Glu 


Met His Tyr Thr 


Pro 


Ser 


Val 


Lys 




130 








135 




140 










He 


He 


Pro 


Ser 


Thr 


Pro Phe 


Pro 


Gin Glu Gly 










145 










150 




155 











<210> 976 
<211> 137 
<212>Amino acid 
<213> Homo sapiens 



<400> 976 














Tyr Asn 


Gin 


Lys 


Val Asp Leu 


Phe Ser Leu Gly lie 


He 


Phe 


Phe 


Glu 


1 






5 


10 






15 




Met Ser 


Tyr 


His 


Pro Met Val 


Thr Ala Ser Glu Arg 


He 


Phe 


Val 


Leu 






20 




25 




30 






Asn Gin 


Leu 


Arg 


Asp Pro Thr 


Ser Pro Lys Phe Pro Glu Asp Phe Asp 




35 






40 


45 








Asp Gly 


Glu 


His 


Ala Lys Gin 


Lys Ser Val He Ser 


Trp 


Leu 


Leu 


Asn 


50 






55 


60 










His Asp 


Pro 


Ala 


Lys .Arg Pro 


Thr. Ala Thr Glu Leu 


Leu 


Lys 


Ser 


Glu 


65 






70 


75 








80 


Leu Leu 


Pro 


Pro 


Pro Gin Met 


Glu Glu Ser Glu Leu 


His 


Glu 


Val 


Leu 








85 


90 






95 




His His 


Thr 


Leu 


Thr Asn Val Asp Gly Lys Ala Tyr Arg 


Thr 


He 


Asp 






100 




105 




110 






Gly Pro 


Arg 


Ser 


Phe Arg Gin Arg He Ser Pro Ala 


lie 


Ala 


Tyr 


Thr 




115 






120 


125 








Tyr Asp 


Ser 


Asp 


He Leu Lys 


Gly Asn 










130 






135 


137 











<210> 977 
<211> 246 
<212>Amino acid 
<213> Homo sapiens 



<400> 977 



Asp Gin Asp 


Tyr 


Lys 


Tyr Asp Ser 


1 




5 




Asn* Pro Pro 


Arg 


Gly 


Trp Asp His 




20 






Glu Thr Lys 


Asp 


Gin 


Pro Glu Tyr 


35 






40 


Trp Ser Leu 


Trp 


Ser 


Val Cys Ser 


50 






55 


Lys Arg Thr 


Arg 


Ser 


Cys Gly Tyr 


65 






70 


Thr Cys Asp 


Arg 


Pro 


Asn Cys Pro 






85 





Thr Ser Asp Asp Ser Asn Phe Leu 

10 15 
Thr Ala Pro Gly His Arg Thr Phe 

25 30 
Asp Ser Thr Asp Gly Glu Gly Asp 
45 

Val Thr Cys Gly Asn Gly Asn Gin 
60 

Ala Cys Thr Ala Thr Glu Ser Arg 
75 80 
Gly He Glu Asp Thr Phe Arg Thr 
90 95 
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Thr 


Glu 
100 


Val 


Ser 


Leu 


Leu 


Ala 
105 


Gly 


Ser 


Glu 


Glu 


Phe Asn Ala 
110 


Thr 


Lys 


_ 

Leu 


Phe 


Glu 


Val 


Asp 


Thr 


Asp 


Ser 


Cys 


Glu 


Arg 


Trp Met Ser 




115 










120 










125 




Cys 


Lys 


Ser 


Glu 


Phe 


Leu 


Lys 


Lys 


Tyr 


Met 


His 


Lys 


Val 


Met Asn Asp 


130 










135 










140 




Tyr Ser Thr 


Leu 


Pro 


OCX 


Cys 


Pro 


Cys 


Ser Tyr 


Pro 


Thr 


Glu 


Val 


Ala 


145 








150 










155 






160 


Ala Asp 


Tip 
lie 


Phe Asp 


Arg 


lie Lys Arg 


Lys 


Asp 


Phe 


Arg Trp Lys Asp 










165 










170 








175 


Ala 


Ser 


Glv 


Pro Lys 


Glu Lys 


Leu 


Glu 


lie 


Tyr 


Lys 


Pro 


Thr Ala Arg 






180 










185 










190 


Tyr 


Cys 


lie 


Arg 


Ser 


Met 


Leu 


Ser 


Leu 


Glu 


Ser 


Thr 


Thr 


Leu Ala Ala 


195 










200 










205 




Gin 


His 


Cys 


Cys 


Tyr 


Gly Asp 


Asn 


Met 


Gin 


Leu 


lie 


Thr Arg Gly Lys 




210 










215 










220 






Gly Ala 


Gly 


Thr 


Pro 


Asn 


Leu 


lie 


Ser 


Thr 


Glu 


Phe 


Ser 


Ala Glu Leu 


225 








230 










235 






240 


His 


Tyr 


Lys 


Val 


Asp 
245 


Val 
246 



















<210> 978 
<211> 203 
<212>Amino acid 
<213> Homo sapiens 



<400> 978 

Glu Ser Glu Glu Asn Gly Glu Ser Ala Met Asp Ser Thr Val Ala Lys 

15 10 15 

Glu Gly Thr Asn Val Pro Leu Val Ala Ala Gly Pro Cys Asp Asp Glu 

20 25 30 

Gly lie Val Thr Ser Thr Gly Ala Lys Glu Glu Asp Glu Glu Gly Glu 

35 40 45 

Asp Val Val Thr Ser Thr Gly Arg Gly Asn Glu lie Gly His Ala Ser 

50 55 60 

Thr Cys Thr Gly Leu Gly Glu Glu Ser Glu Gly Val Leu lie Cys Glu 
65 70 75 80 

Ser Ala Glu Gly Asp Ser Gin lie Gly Thr Val Val Glu His Val Glu 

85 90 95 

Ala Glu Ala Gly Ala Ala lie Met Asn Ala Asn Glu Asn Asn Val Asp 

100 105 HO 

Ser Met Ser Gly Thr Glu Lys Gly Ser Lys Asp Thr Asp lie Cys Ser 

115 • 120 125 

Ser Ala Lys Gly lie Val Glu" Ser Ser Val Thr Ser Ala Val Ser Gly 

130 135 140 

Lys Asp Glu Val Thr Pro Val Pro Gly Gly Cys Glu Gly Pro Met Thr 
145 150 155 160 

Ser Ala Ala Ser Asp Gin Ser Asp Ser Gin Leu Glu Lys Val Glu Asp 

165 170 175 

Thr Thr He Ser Thr Gly Leu Val Gly Gly Ser Tyr Asp Val Leu Val 

180 185 190 

Ser Gly Glu Val Pro Glu Cys Glu Val Ala His 
195 200 203 



<210> 979 
<211> 94 
<212>Amino acid 
<213> Homo sapiens 
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<400> 979 
Val Cys lie lie Cys Leu He Phe 

1 5 
Leu Gin Ser Ala Lys Ser Ser Leu 
20 

Thr Phe Leu Glu Met Lys Gly His 
35 40 
Leu Leu Lys Met Gly Gin His Gly 

50 55 
Ser Glu Leu Ala Ala Leu Cys Tyr 

65 70 
Pro Leu Gly Ala He Asp He Ser 
85 



Ser Tyr Tyr Ser Phe Asp Ser Ala 

10 15 
Gly Gly Asn Asp Glu Leu Ser Ala 

25 30 
Phe Tyr Met Tyr Ala Gly Ser Leu 
45 

Asn Asn Val Gin Trp Arg Ala Leu 
60 

Leu He Ala Phe Gin Val Ser Leu 
75 80 
Arg Ser Leu Asp Val Phe 
90 94 



<210> 980 
<211> 226 
<212>Amino acid 
<213> Homo sapiens 



<400> 980 



Gin 


His 


Pro 


Ser 


Gin 


Glu Lys Pro 


Gin Val 


Leu 


Thr 


Pro Ser Pro Arg 


1 








5 




10 






15 


Lys 


Gin 


Lys 


Leu 


Asn 


Arg Lys Tyr 


Arg Ser 


His 


His 


Asp Gin Met He 




20 






25 






30 


Cys 


Lys 


Cys 


Leu 


Ser 


Leu Ser He 


Ser Tyr 


Ser 


Ala 


Thr He Gly Gly 


35 






40 








45 


Leu 


Thr 


Thr 


He 


He 


Gly Thr Ser 


Thr Ser 


Leu 


He 


Phe Leu Glu His 




50 








55 






60 




Phe 


Asn 


Asn 


Gin 


Tyr 


Pro Ala Ser 


Glu Val 


Val 


Asn 


Phe Gly Thr Trp 


65 








70 




75 




80 


Phe 


Leu 


Phe 


Ser 


Phe 


Pro He Ser 


Leu He 


Met 


Leu 


Val Val Ser Trp 










85 




90 






95 


Phe 


Trp 


Met 


His 


Trp 


Leu Phe Leu 


Gly Cys 


Asn 


Phe 


Lys Glu Thr Cys 






100 






105 






110 


Ser 


Leu 


Ser 


Lys 


Lys 


Lys Lys Thr 


Lys Arg 


Glu 


Gin 


Leu Ser Glu Lys 






115 






120 








125 


Arg 


He 


Gin 


Glu 


Glu 


Tyr Glu Lys 


Leu Gly Asp 


He 


Ser Tyr Pro Glu 


130 








135 






140 




Met 


Val 


Thr Gly 


Phe 


Phe Phe He 


Leu Met 


Thr 


Val 


Leu Trp Phe Thr 


145 










150 




155 




160 


Arg Glu 


Pro Gly 


Phe 


Val Pro Gly 


Trp Asp 


Ser 


Phe 


Phe Glu Lys Lys 










165 




170 






175 


Gly Tyr 


Arg Thr Asp 


Ala Thr Val 


Ser Val 


Phe 


Leu 


Gly Phe Leu Leu 








180 






185 






190 


Phe 


Leu 


He 


Pro 


Ala 


Lys Lys Pro 


Cys Phe 


Gly Lys 


Lys Asn Asp Gly 






195 






200 








205 


Glu 


Asn 


Gin 


Glu 


His 


Ser Leu Gly 


Thr Glu 


Pro 


He 


He Thr Trp Lys 




210 








215 






220 




Asp 


Phe 


















225 


226 



















<210> 981 
<211> 163 
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<212>Amino acid 
<213> Homo sapiens 



<400> 981 



Leu 


Glu 




Glu Gly 


Asp Lys Gly 


l 












Ser 


Val 


Ser 




Ser 


Trp Ser Arg 








0 0 






Thr 


Cys 


Leu 


Jriits 


lie 


Thr Gly Thr 




35 






40 


Pro 


Cys 


Ser 


Ala 


Tyr 


lie Ser Leu 




50 








55 


His 


Gin 


Leu 


Asp 


Glu 


Ser Gin Gly 


65 










70 


Asn Gly 


Glu 


Trp 


Tyr 


His Phe Thr 










85 




Thr 


Phe 


Cys 


lie 


Pro 


Glu Asn His 








100 






Leu 


Asn 


Gly 


Ser 


His 


Pro Leu Glu 






115 






120 


Ala 


Cys 


Ala 


Ser 


Phe 


Asn Gly Asn 




130 








135 


Glu 


Val 


Lys 


Ala 


Cys 


Pro Gly Gly 


145 










150 


Pro 


Ser 


Val 












163 









Thr Pro Val Leu Arg Gly Phe Ser 

10 15 
Arg Met Pro Pro Phe Leu Leu Leu 

25 30 
Ser Val Ser Pro Val Ala Leu Asp 
45 

Asn Glu Pro Trp Arg Asn Thr Asp 
60 

Pro Pro Leu Cys Asp Asn His Val 
75 80 
Gly Met Ala Gly Asp Ala Met Pro 

90 95 
Cys Gly Thr His Ala Pro Val Trp 
105 110 
Gly Asp Gly He Val Gin Arg Gin 
125 

Cys Cys Leu Trp Asn Thr Thr Val 
140 

Tyr Tyr Val Tyr Arg Leu Thr Lys 
155 160 



<210> 982 
<211> 327 
<212>Amino acid 
<213> Homo sapiens 



<400> 982 

Cys Gly Arg Thr Met Ser Asp He Arg His Ser Leu Leu Arg Arg Asp 

1 5 10 15 

Ala Leu Ser Ala Ala Lys Glu Val Leu Tyr His Leu Asp He Tyr Phe 

20 25 30 

Ser Ser Gin Leu Gin Ser Ala Pro Leu Pro He Val Asp Lys Gly Pro 

35 40 45 

Val Glu Leu Leu Glu Glu Phe Val Phe Gin Val Pro Lys Glu Arg Ser 

50 55 60 

Ala Gin Pro Lys Arg Leu Asn Ser Leu Gin Glu Leu Gin Leu Leu Glu 
65 70 75 80 

He Met Cys Asn Tyr Phe Gin Glu Gin Thr Lys Asp Ser Val Arg Gin 

85 90 95 

He He Phe Ser Ser Leu Phe Ser Pro Gin Gly Asn Lys Ala Asp Asp 

100 105 110 

Ser Arg Met Ser Leu Leu Gly Lys Leu Val Ser Met Ala Val Ala Val 

115 120 125 

Cys Arg He Pro Val Leu Glu Cys Ala Ala Ser Trp Leu Gin Arg Thr 

130 135 140 

Pro Val Val Tyr Cys Val Arg Leu Ala Lys Ala Leu Val Asp Asp Tyr 
145 150 155 160 

Cys Cys Leu Val Pro Gly Ser He Gin Thr Leu Lys Gin He Phe Ser 
165 170 175 
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Ala 


Ser 


Pro 


Arg 


i*ne 


t-ys <jys win 








JLoU 






Tyr Asp 


Leu 


Ser 


Ser 


iiSp «Sp IjcU 












200 


Met 


lie 


val 


Tnr 


Trp 


lie JrXie wiu 




210 










Phe 


Leu 


Asn 


inr 


Pro 


XlC rvJ.cl Ala 


225 










Z J VJ 


Leu 


Thr 


Pro 


Leu 


Val 


vsiy ijeu iic 










OAK 




Ala 


Tyr 


Lys 


Arg 


Lys 


jbys jjys riu 














Asn Lys 


Val 


Thr 


Lys 


Asp Pro Gly 






275 






280 


Leu 


Leu 


Tyr 


Ser 


Lys 


Leu His Leu 




290 








295 


Leu 


Gin 


Leu 


His 


Leu 


Thr Glu Lys 


305 










310 


Asp 


Pro 


Leu 


Arg 


Pro 


His Gly 










325 


327 



Phe lie Thr Ser Val Thr Ala Leu 
185 190 
lie Pro Pro Met Asp Leu Leu Glu 
205 

Asp Pro Arg Leu He Leu He Thr 
220 

Asn Leu Pro He Gly Phe Leu Glu 
235 240 
Arg Trp Cys Val Lys Ala Pro Leu 

250 255 
Pro Leu Ser Asn Gly His Val Ser 
265 270 
Val Gly Met Asp Arg Asp Ser His 
285 

Ser Val Leu Gin Val Leu Met Thr 
300 

Asn Leu Tyr Gly Pro Pro Gly Ala 
315 320 



<210> 983 
<211> 110 
<212>Amino acid 
<213> Homo sapiens 



<400> 983 












Ser Ala 


Cys 


Ser 


Thr 


Gly Pro Glu Leu Pro Gly Arg Ala 


Thr 


Arg 


Ser 


1 




5 


10 




15 




Leu Thr 


Arg 


Pro 


Ala 


Asn Gin Lys Gly Cys Asp Gly Asp Arg 


Leu 


Tyr 




20 




25 


30 






Tyr Asp 


Gly 


Cys 


Ala 


Met He Ala Met. Asn Gly Ser Val 


Phe 


Ala 


Gin 




35 






40 45 








Gly Ser 


Gin 


Phe 


Ser 


Leu Asp Asp Val Glu Val Leu Thr 


Ala 


Thr 


Leu 


' 50 








55 * 60 








Asp Leu 


Glu 


Asp 


Val 


Arg Ser Tyr Arg Ala Glu He Ser 


Ser Arg Asn 


65 








70 75 






80 


Leu Ala 


Val 


Ser 


Ala 


Pro Val Asp Thr Cys Val Gly Cys 


Ser 


Ser 


Lys 








85 


90 




95 




Thr Trp 


Lys 


Val 


Ala 


Pro Phe Val Arg Ala Trp Trp Arg 


Pro 






100 




105 


110 







<210> 984 
<211> 80 
<212>Amino acid 
<213> Homo sapiens 



<400> 984 
Ala Pro Leu Ser Arg Leu Cys Phe 

1 5 
Gly Gly Phe Asp Arg Ala Ser Gly 
20 

Val Tyr Ser Phe Arg Phe His Val 
35 40 



Pro Gin Val Leu Val Asn Glu Gly 

10 15 
Ser Phe Val Ala Pro Val Arg Gly 

25 30 
Val Lys Val Tyr Asn Arg Gin Thr 
45 
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Val Gin Val Thr Ser Ala Leu Ala Pro lie Pro Gly Ser Gly Gly Trp 

50 55 60 

Gly Gly Gly Arg Arg Gly Ala Gin Leu Thr Ser Gly Trp Thr Leu His 
65 70 75 80 



<210> 985 
<211> 235 
<212>Amino acid 
<213> Homo sapiens 



<400> 985 

Pro His He He Gly Ala Glu Asp Asp Asp Phe Gly Thr Glu His Glu 

15 10 15 

Gin He Asn Gly Gin Cys Ser Cys Phe Gin Ser He Glu Leu Leu Lys 

20 25 30 

Ser Arg Pro Ala His Leu Ala Val Phe Leu Arg His Val Val Ser Gin 

35 40 45 

Phe Asp Pro Ala Thr Leu Leu Cys Tyr Leu Tyr Ser Asp Leu Tyr Lys 

50 55 60 

His Thr Asn Ser Lys Glu Thr Arg Arg He Phe Leu Glu Phe His Gin 
65 70 75 80 

Phe Phe Leu Asp Arg Ser Ala His Leu Lys Val Ser Val Pro Asp Glu 

85 90 95 

Met Ser Ala Asp Leu Glu Lys Arg Arg Pro Glu Leu He Pro Glu Asp 

100 105 110 

Leu His Arg His Tyr He Gin Thr Met Gin Glu Arg Val His Pro Glu 

115 120 125 

Val Gin Arg His Leu Glu Asp Phe Arg Gin Lys Arg Ser Met Gly Leu 

130 135 140 

Thr Leu Ala Glu Ser Glu Leu Thr Lys Leu Asp Ala Glu Arg Asp Lys 
145 150 155 160 

Asp Arg Leu Thr Leu Glu Lys Glu Arg Thr Cys Ala Glu Gin He Val 

165 170 175 

Ala Lys He Glu Glu Val Leu Met Thr Ala Gin Ala Val Glu Glu Asp 

180 185 190 

Lys Ser Ser Thr Met Gin Tyr Val He Leu Met Tyr Met Lys His Leu 

195 200 205 

Gly Val Lys Val Lys Glu Pro Arg Asn Leu Glu His Lys Arg Gly Arg 

210 215 220 

He Gly Phe Leu Pro Lys He Lys Gin Ser Met 
225 230 235 



<210> 986 
<211> 140 
<212>Amino acid 
<213> Homo sapiens 



<400> 986 

Ser Pro Gly Thr Gly Arg Gly Pro Gly Pro Thr Ser Phe, Val Cys Leu 

15 10 15 

Pro Thr Pro Gin Cys Pro Phe He Asp Asp Phe He Leu Ala Leu His 
20 25 30 
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7V v*/^ T ^ rr> 

Atg ijys 


Tl <a 
J.J.C 


Jjyo n&l A 


Glu 


Pro 


Val 


Val Phe 


Pro 


Glu Gly 


Pro 


Glu 


He 


35 








40 






45 








Gov* ^ll 11 




XiC LA J-l O 


Asp Leu 


He 


Leu Lys 


Met 


Leu Asp 


Lys 


Asn 


Pro 


50 








55 








60 








Glu Thr 


Arg 


He Gly 


Val 


Pro Asp 


He Lys 


Leu 


His Pro 


Trp 


Val 


Thr 






70 








75 








80 




Glv 


Glu Glu 


Pro 


Leu 


Pro 


Ser Glu 


Glu 


Glu His 


Cys 


Ser 


Val 


85 








90 








95 




Val Glu 


Val 


Thr Glu 


Glu 


Glu 


Val 


Lys Asn 


Ser 


Val Arg 


Leu 


He 


Pro 






100 








105 






110 






Ser Trp 


Thr 


Thr Val 


He 


Leu 


Val 


Lys Ser 


Met 


Leu Arg 


Lys 


Arg 


Ser 


115 








120 






125 








Phe Gly 


Asn 


Pro Phe 


Glu 


Pro 


Gin Ala Arg Met 


Ala 








130 








135 








140 









<210> 987 
<211> 242 
<212>Amino acid 
<213> Homo sapiens 



<400> 987 
























His Ala 


Ser 


Gly 


He 


Lys 


He Asp 


Lys Thr 


Ser 


Asp 


Gly 


Pro 


Lys 


Leu 


1 






5 








10 










15 




Phe Leu 


Thr 


Glu 


Glu 


Asp 


Gin 


Lys 


Lys Leu 


His 


Asp 


Phe 


Glu 


Glu 


Gin 






20 










25 








30 






Cys Val 


Glu 


Met 


Tyr 


Phe 


Asn 


Glu 


Lys Asp Asp 


Lys 


Phe 


His 


Ser Gly 


35 










40 








45 








Ser Glu 


Glu 


Arg 


He 


Arg 


Val 


Thr 


Phe Glu Arg 


Val 


Glu 


Gin 


Met 


Cys 


50 










55 








60 










He Gin 


He 


Lys 


Glu 


Val Gly Asp Arg Val 


Asn 


Tyr 


He 


Lys Arg 


Ser 


65 








70 








75 










80 


Leu Gin 


Ser 


Leu Asp 


Ser 


Gin 


He Gly His 


Leu 


Gin Asp 


Leu 


Ser 


Ala 








85 








90 










95 




Leu Thr 


Val 


Asp 


Thr 


Leu Lys 


Thr 


Leu Thr 


Ala 


Gin 


Lys 


Ala 


Ser 


Glu 






1*00 










105 








110 






Ala Ser 


Lys 


Val 


His 


Asn 


Glu 


He 


Thr Arg 


Glu 


Leu 


Ser 


He 


Ser 


Lys 




115 










120 








125 








His Leu 


Ala 


Gin 


Asn 


Leu 


He Asp Asp Gly Pro 


Val 


Arg 


Pro 


Ser 


Val 


130 










135 








140 










Trp Lys 


Lys 


His 


Gly 


Val 


Val 


Asn 


Thr Leu 


Ser 


Ser 


Ser 


Leu 


Pro 


Gin 


145 






150 








155 










160 


Gly Asp 


Leu 


Glu 


Ser 


Asn 


Asn 


Pro 


Phe His 


Cys 


Asn 


He 


Leu 


Met 


Lys 






165 








170 










175 




Asp Asp 


Lys 


Asp 


Pro 


Gin 


Cys 


Asn 


He Phe 


Gly 


Gin 


Asp 


Leu 


Pro 


Ala 






180 










185 








190 






Val Pro 


Gin 


Arg 


Lys 


Glu 


Phe 


Asn 


Phe Pro 


Glu 


Ala 


Gly 


Ser 


Ser 


Ser 




195 










200 








205 








Gly Ala 


Leu 


Phe 


Pro 


Ser 


Ala 


Val 


Ser Pro 


Pro 


Glu 


Leu 


Arg 


Gin Arg 


210 










215 








220 










Leu His 


Gly 


Val 


Glu 


Leu 


Leu 


Lys 


He Phe 


Asn 


Lys 


Lys 


Gin 


Lys 


Lys 


225 






230 








235 










240 



Arg Ala 
242 



<210> 988 
<211> 154 
<212>Amino acid 
<213> Homo sapiens 
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<400> 988 










Cys 


Cys 


Arg 


Trp 


lie Asp Cys 


pne Axa Lieu xyr Asp v^in 


lain ulu 


m n 

uxu 


1 








5 


10 


15 




Leu 


Val 


Arg 


His 


lie Glu Lys 


TT -! — , XT a Tien PI t-i 7\ >-r-T 

val his lie Asp vjin Arg 


Lys Gly 


V7-LU 












25 


30 




Asp 


Phe 


Thr 


Cys 


Phe Trp Ala 


Gly Cys Pro Arg Arg Tyr 


Lys Pro 


rue 












40 45 






Asn 


Ala 


Arg 


Tyr 


Lys Leu Leu 


lie His Met Arg vai his 


oer bxy 


r*l ii 




50 






55 


60 






Lys 


Pro 


Asn 


Lys 


Cys Thr Phe 


Glu Gly Cys Glu Lys Ala 


Phe Ser 


Arg 


65 








70 


75 




80 


Leu 


Glu 


Asn 


Leu 


Lys lie His 


Leu Arg Ser His Thr Gly 


Glu Lys 


Pro 










85 


90 


95 




Tyr 


Leu 


Cys 


Gin 


His Pro Gly 


Cys Gin Lys Ala Phe Ser 


Asn Ser 


Ser 






100 




105 


110 




Asp Arg 


Ala 


Lys 


His Gin Arg 


Thr His Leu Asp Thr Lys 


Pro Tyr 


Ala 






115 






120 125 






Cys 


Gin 


lie 


Pro 


Gly Cys Thr 


Lys Arg Tyr Thr Asp Pro 


Ser Ser 


Leu 




130 






135 


140 






Arg 


Lys 


His 


Val 


Lys Ala His 


Ser Ser Lys 






145 








150 


154 







<210> 989 
<211> 65 
<212>Amino acid 
<213> Homo sapiens 



<400> 989 



Leu 


Pro Leu 


Leu 


Trp 


Thr 


Leu 


Ser Asp Phe Gly Gly Thr 


Met 


Asp 


Gin 


l 






5 






10 




15 




Ser Gly Met 


Glu 


lie 


Pro 


Val 


Thr Leu He He Lys Ala 


Pro 


Asn 


Gin 






20 








25 


30 






Lys 


Tyr Ser Asp 


Gin 


Thr 


He 


Ser Cys Phe Leu Asn Trp 


Thr 


Val 


Gly 




35 










40 45 








Lys 


Leu Lys 


Thr 


His 


Leu 


Ser 


Asn Val Tyr Pro Ser Lys 


Pro 


Val 


Ser 




50 








55 


60 









Val 



<210> 990 
<211> 297 
<212>Amino acid 
<213> Homo sapiens 



<400> 990 

Ala Gly Thr Arg Met Cys Val Val Ala Ala Ala Glu Glu Leu Val Cys 

15 10 15 

Gly Ala Arg Gly Leu Trp Met Arg Arg Thr Arg Arg Pro Arg Phe Val 
20 25 30 
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Leu Met Asn Lys Met Asp Asp Leu Asn Leu His Tyr Arg Phe Leu Asn 

35 40 45 

Trp Arg Arg Arg He Arg Glu He Arg Glu Val Arg Ala Phe Arg Tyr 

50 55 60 

Gin Glu Arg Phe Lys His He Leu Val Asp Gly Asp Thr Leu Ser Tyr 
65 70 75 80 

His Gly Asn Ser Gly Glu Val Gly Cys Tyr Val Ala Ser Arg Pro Leu 

85 30 95 

Thr Lys Asp Ser Asn Tyr Phe Glu Val Ser He Val Asp Ser Gly Val 

100 105 HO 

Arg Gly Thr He Ala Val Gly Leu Val Pro Gin Tyr Tyr Ser Leu Asp 

115 120 125 

His Gin Pro Gly Trp Leu Pro Asp Ser Val Ala Tyr His Ala Asp Asp 

130 135 140 

Gly Lys Leu Tyr Asn Gly Arg Ala Lys Gly Arg Gin Phe Gly Ser Lys 
145 150 155 160 

Cys Asn Ser Gly Asp Arg He Gly Cys Gly He Glu Pro Val Ser Phe 

165 170 175 

Asp Val Gin Thr Ala Gin He Phe Phe Thr Lys Asn Gly Lys Arg Val 

180 185 190 

Gly Ser Thr He Met Pro Met Ser Pro Asp Gly Leu Phe Pro Ala Val 

195 200 205 

Gly Met His Ser Leu Gly Glu Glu Val Arg Leu His Leu Asn Ala Glu 

210 215 220 

Leu Gly Arg Glu Asp Asp Ser Val Met Met Val Asp Ser Tyr Glu Asp 
225 230 235 240 

Glu Trp Gly Arg Leu His Asp Val Arg Val Cys Gly Thr Leu Leu Glu 

245 250 255 

Tyr Leu Gly Lys Gly Lys Ser He Val Asp Val Gly Leu Ala Gin Ala 

260 265 270 

Arg His Pro Leu Ser Thr Arg Ser His Tyr Phe Glu Val Glu He Val 

275 280 285 

Asp Pro Gly Glu Lys Cys Tyr He Ala 
290 295 297 



<210> 991 
<211> 207 
<212>Amino acid 
<213> Homo sapiens 



<400> 991 



Gin Gin 


Ala 


Glu 


Glu 


His Leu Ala 


1 






5 




Ser Gly 


Lys 


Asp 


Pro 


Ser Met Glu 






20 






Thr Leu 


Leu 


Leu 


Phe 


Leu Ala Phe 




35 






40 


Arg Ser 


Glu 


Glu Asp 


Arg Asp Gly 


50 








55 


Ser Glu 


Cys 


Ser Arg 


Thr Cys Gly 


65 








70 


Arg Cys 


Leu 


Ser 


Ser 


Lys Ser Cys 








85 




Thr Cys 


Ser 


Asn 


Val 


Asp Cys Pro 






100 






Gin Gin 


Cys 


Ser 


Ala 


His Asn Asp 




115 






120 


Glu Trp 


Leu 


Pro 


Val 


Ser Asn Asp 


130 








135 



Ala Tyr Ser Val Ser Asp Ser Asp 

10 15 
Cys Cys Arg Arg Ala Thr Pro Gly 

25 30 
Leu Leu Leu Ser Ser Arg Thr Ala 
45 

Leu Trp Asp Ala Trp Gly Pro Trp 
60 

Gly Gly Ala Ser Tyr Ser Leu Arg 
75 80 
Glu Gly Arg Asn He Arg Tyr Arg 

90 95 
Pro Glu Ala Gly Asp Phe Arg Ala 
105 110 
Val Lys His His Gly Gin Phe Tyr 
125 

Pro Asp Asn Pro Cys Ser Leu Lys 
140 
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Pvq nl n ZVT a Lva Glv Thr Thr 


Leu Val 


Val 


Glu 


Leu 


Ala 


Pro 


Lys 


Val 


145 150 






155 










160 


Leu Asp Gly Thr Arg Cys Tyr 


Thr Glu 


Ser 


Leu Asp 


Met 


Cys 


He 


Ser 


165 




170 










175 




Gly Leu Cys Gin Val Ser Ala 


Asp Leu 


Phe 


Ser 


Phe 


Asn 


Leu 


Ser Arg 


180 


185 










190 






Gly Phe Gin Cys Leu Cys Val 


Asn Gly Leu His 


Ser 


Leu 


Thr 


Leu 




195 


200' 








205 




207 





<210> 992 
<211> 184 
<212>Amino acid 
<213> Homo sapiens 



<400> 992 



Arg Leu 


Leu 


Arg 


Gin 


1 






5 


Ser Leu 


He 


Ser 


Leu 






20 




Met Glu 


Leu 


Ala 


Ser 




35 






Lys Ala 


Ser 


Leu 


Thr 


50 








Ala Asp 


Gly 


Leu Arg 


65 








Leu Lys 


Pro 


His 


Asn 








85 


He He 


Ala 


Lys 


He 






100 




Met Gly 


He 


Lys 


Thr 




115 






Val Ala 


Arg 


Gly Asn 


130 








Phe Gly 


Leu 


Leu 


Leu 


145 








Glu Gly 


Leu 


Lys 


Phe 








165 


Lys Leu 


Pro 


Asp 


Pro 



180 



Glu Leu Val Val Leu Cys 
10 

Leu Ala Ala Gly He Arg 
25 

Lys Gly Ser Leu Asp Arg 
40 

Arg Thr Leu Gin His Arg 
55 

Tyr Leu His Ser Ala Met 
70 75 
Val Leu Leu Phe Thr Leu 
90 

Ala Asp Tyr Gly He Ala 
105 

Ser Glu Gly Thr Pro Gly 
120 

Val He Tyr Asn Gin Gin 
135 

Tyr Asp He Leu Thr Thr 
150 155 
Pro Asn Glu Phe Asp Glu 
170 

Val Lys Glu 
184 



His Leu His His Pro 
15 

Pro Arg Met Leu Val 
30 

Leu Leu Gin Gin Asp 
45 

He Ala Leu His Val 
60 

He He Tyr Arg Asp 
80 

Tyr Pro Asn Ala Ala 
95 

Gin Tyr Cys Cys Arg 
110 

Phe Arg Ala Pro Glu 
125 

Ala Asp Val Tyr Ser 
140 

Gly Gly Arg He Val 
160 

Leu Glu He Gin Gly 
175 



<210> 993 
<211> 144 
<212>Amino acid 
<213> Homo sapiens 



<400> 993 
Lys Ala Ser Asn Ser Thr His Glu 

1 5 
Trp Glu Ser Glu Lys Lys Ala Val 
20 

Leu Thr Leu He Cys Leu Gly Val 
35 40 
Arg Lys Gly Phe Gin Thr Ala His 
50 55 



Phe Arg He Gly Leu Pro Glu Gly 

10 15 
He Pro Leu Gly He Gly Pro Pro 

25 * 30 

Leu Gly Gly He Leu He Tyr Gly 
45 

Phe Tyr Leu Lys Asp Ser Pro Ser 
60 
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Pro Lys Val lie Ser Thr Pro Pro 

65 70 
Glu Val Gly Pro lie Pro lie Lys 
85 

Leu His Ala Ser Arg Gly Phe Thr 
100 

Phe Tyr Gin Glu Gly Gin Ser Cys 
115 120 
Asn Ser Ser Asn His Pro Asp Asn 
130 135 



Pro Pro lie Phe Pro lie Ser Lys 
75 80 
His Phe Pro Lys His Val Ala Asn 

90 95 
Glu Lys Phe Glu Thr Leu Lys Lys 
105 HO 
Thr Val Asp Leu Gly lie Thr Ala 
125 

Arg His Arg Asn Arg Ser Leu lie 
140 144 



<210> 994 
<211> 147 
<212>Amino acid 
<213> Homo sapiens 



<400> 994 








Ser Phe 


Pro 


Asp 


Arg 


Thr 


Ala Ser 


1 






5 






Gly Gin 


Ala 


Gly Met 


Gin Gin Arg 






20 








Val Cys 


Ala 


Ala 


Leu 


His 


Ala Ser 




35 








40 


Ser Cys 


Cys 


Thr 


Glu 


Val 


Ser His 


50 










55 


Arg Val 


Asn 


Met 


Cys 


Arg 


He Gin 


65 








70 




Ala Ala 


Val 


He 


Leu 


His 


Val Lys 








85 






His Asn 


His 


Thr 


Val 


Lys 


Gin Trp 






100 








Asn Gly 


Lys 


Gly Asn 


Val 


Cys His 




115 








120 


Asn Ser 


Asn 


Arg 


Ala 


His 


Gin Gly 


130 










135 


Thr Pro 


Tyr 










145 


147 











Leu Val Leu Leu Ser Val Pro Val 

10 15 
Gly Leu Ala He Val Ala Leu Ala 

25 30 
Pro Ala He Leu Pro He Ala Ser 
45 

His He Ser Arg Arg Leu Leu Glu 
60 

Arg Ala Asp Gly Asp Cys Asp Leu 
75 80 
Arg Arg Arg He Cys Val Ser Pro 

90 95 
Met Lys Val Gin Ala Ala Lys Lys 
105 110 
Arg Isys Lys His His Gly Lys Arg 
125 

Lys His Glu Thr Tyr Gly His Lys 
140 



<210> 995 
<211> 245 
<212>Amino acid 
<213> Homo sapiens 



<400> 995 
Phe Glu Gin Pro Gly Asn Pro Gly 

1 5 
Pro Trp Gly Pro His Phe Phe Ala 
20 

Val Pro Ala Thr Pro Ser Ser Arg 
35 40 
Thr Leu Leu Ser Lys Lys Thr Pro 
50 55 



Asp Pro Arg Val Arg Thr Pro Pro 

10 15 
Leu He Pro Ser Ser Pro Lys Glu 

25 30 
Arg Asp Pro He Ala Pro Thr Ala 
45 

Ala Thr Leu Ala Pro Lys Glu Ala 
60 
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Leu 


lie 


Pro 


Pro 


Ala 


Met 


Tlii? Val Piro Ser Pro Lvr Tivci 


Thr 


Pro 


Ala 


65 










70 


75 






80 


lie 


Pro 


Thr 


Pro Lys 


Glu 


Ala Pro Ala Thr Pro Ser Ser 


Lys 


Glu 


Ala 










85 




90 




95 




Ser 


Ser 


Pro 


Pro 


Ala 


Val 


Thr Pro Ser Thr Tyr Lys Gly 


Ala 


Pro 


Ser 








100 






105 


110 






Pro 


Lys 


Glu 


Leu 


Leu 


He 


Pro Pro Ala Val Thr Ser Pro 


Ser 


Pro 


Lys 






115 








120 125 








Glu Ala 


Prr> 

CJL\J 


Thr 


Pro 


Pro 


Ala Val Thr Pro Pro Ser Pro 


Glu Lys Gly 




130 










135 140 








Pro 


Ala 


Thr 


Pro 


Ala 


Pro Lys Gly Thr Pro Thr Ser Pro 


Pro 


Val 


Thr 


145 










150 


155 






160 


Pro 


Ser 


Ser 


Leu Lys 


Asp 


Ser Pro Thr Ser Pro Ala Ser 


Val 


Thr 


Cys 










165 




170 




175 




Lys Met 




Ala 


Thr 


Val 


Pro Gin Ala Ser Lys Gly Leu 


Pro 


Ala 


Lys 








180 






185 


190 






Lys 


Gly 


Pro 


Thr 


Ala 


Leu Lys Glu Val Leu Val Ala Pro 


Ala 


Pro 


Glu 






195 








200 205 








Ser 


Thr 


Pro 


He 


He 


Thr Ala Pro Thr Arg Lys Gly Pro 


Gin Thr Lys 




210 










215 220 








Lys 


Ser 


Ser 


Ala 


Thr 


Ser 


Pro Pro He Cys Pro Asp Pro 


Ser 


Ala 


Lys 


225 










230 


235 






240 



Asn Gly Ser Lys Gly 



<210> 996 
<211> 25 
<212>Amino acid 
<213> Homo sapiens 



<400> 996 

Phe Phe Leu Lys He Gin Gly Leu Gly Trp Ala Arg Trp Leu Thr Pro 

1 5 10 15 

Val He Pro Val t Leu Trp Glu Ala Glu 

20 1 25 



<210> 997 
<211> 56 
<212>Amino acid 
<213> Homo sapiens 



<400> 997 
Ala Gly Phe Gly Tyr Gly Leu Pro 

1 5 
Phe Gin Gly Asp Leu Asn Leu Tyr 
20 

Ala He He Tyr Leu Lys Val Ser 
35 40 
Phe Leu Lys Pro Leu Leu Leu Leu 
50 55 56 



lie Ser Arg Leu Tyr Ala Lys Tyr 

10 15 
Ser Leu Ser Gly Tyr Gly Thr Asp 

25 30 
Leu Glu Phe Asn Ser Lys He Leu 
45 



<210> 998 
<211> 198 
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<212>Amino acid 
<213> Homo sapiens 



<400> 998 

Trp Met Arg Ala Pro Met Leu Gin Lys Gin Gin Ala Pro Arg Met Asp 

1 5 10 15 

Thr Pro Pro Pro Glu Glu Arg Leu Glu Lys Gin Asn Glu Lys Leu Asn 

20 25 30 

Asn Gin Glu Glu Glu Thr Glu Phe Lys Glu Leu Asp Gly Leu Arg Glu 

35 40 45 

Ala Leu Ala Asn Leu Arg Gly Leu Ser Glu Glu Glu Arg Ser Glu Lys 

50 55 60 

Ala Met Leu Arg Ser Arg lie Glu Glu Gin Ser Gin Leu lie Cys lie 
65 70 75 80 

Leu Lys Arg Arg Ser Asp Glu Ala Leu Glu Arg Cys Gin He Leu Glu 

85 90 95 

Leu Leu Asn Ala Glu Leu Glu Glu Lys Met Met Gin Glu Ala Glu Lys 

100 105 HO 

Leu Lys Ala Gin Gly Glu Tyr Ser Arg Lys Leu Glu Glu Arg Phe Met 

115 120 125 

Thr Leu Ala Ala Asn His Glu Leu Met Leu Arg Phe Lys Asp Glu Tyr 

130 135 140 

Lys Ser Glu Asn He Lys Leu Arg Glu Glu Asn Glu Lys Leu Arg Leu 
145 150 155 160 

Glu Asn Asn Ser Leu Phe Ser Gin Ala Leu Lys Asp Glu Glu Ala Lys 

165 170 175 

Val Leu Gin Leu Thr Val Arg Cys Glu Ala Leu Thr Gly Glu Leu Glu 

180 185 190 

Thr Leu Lys Glu Arg Cys 
195 198 



<210> 999 
<211> 79 
<212>Amino acid 
<213> Homo sapiens 



<400> 999 

Asp Pro Gly Ala Ser His Ala Ser Val Gin Val Gin Val Leu Lys Glu 

15 10 15 

Gin Leu Phe Ala Gly Arg Met Pro Ser Pro Phe Arg Ser Cys Ala Leu 

20 25 30 

Met Gly Met Cys Gly Ser Arg Ser Ala Asp Asn Leu Ser Cys Pro Ser 

35 40 45 

Pro Leu Asn Val Met Glu Pro Val Ser Phe Phe Pro Leu Lys Ser Leu 

50 55 60 

Gly Lys Gly Met He Gin His Phe Arg His He Val Ser Leu Val 
65 70 75 79 



<210> 1000 
<211> 206 
<212>Amino acid 
<213> Homo sapiens 
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<400> 1000 

Val Thr Thr Thr Thr His Ser Val Gly Arg Gly His Glu Leu Gin Leu 

15 10 15 

Leu Asn Glu Glu Leu Arg Asn He Glu Leu Glu Cys Gin Asn He Met 

20 25 30 

Gin Ala His Arg Leu Gin Lys Val Thr Asp Gin Tyr Gly Asp He Trp 

35 40 45 

Thr Leu His Asp Gly Gly Phe Arg Asn Tyr Asn Thr Ser He Asp Met 

50 55 60 

Gin Arg Gly Lys Leu Asp Asp He Met Glu His Pro Glu Lys Ser Asp 
65 70 75 80 

Lys Asp Ser Ser Ser Ala Tyr Asn Thr Ala Glu Ser Cys Arg Ser Thr 

85 90 95 

Pro Leu Thr Val Asp Arg Ser Pro Asp Ser Ser Leu Pro Arg Val He 

100 105 HO 

Asn Leu Thr Asn Lys Lys Asn Leu Arg Ser Thr Met Ala Ala Thr Gin 

115 120 125 

Ser Ser Ser Gly Gin Ser Ser Lys Glu Ser Thr Ser Thr Lys Ala Lys 

130 135 140 

Thr Thr Glu Gin Gly Cys Ser Ala Glu Ser Lys Glu Lys Val Leu Glu 
145 150 155 160 

Gly Ser Lys Leu Pro Asp Gin Glu Lys Ala Val Ser Glu His He Pro 

165 170 175 

Tyr Leu Ser Pro Tyr His Ser Ser Ser Tyr Arg Tyr Ala Asn He Pro 

180 185 190 

Ala His Ala Arg His Tyr Gin Ser Tyr Met Gin Leu He Gin 
195 200 205 206 



<210> 1001 
<211> 138 
<212>Amino acid 
<213> Homo sapiens 



<400> 1001 






Val Trp 


Gly 


Cys 


Leu 


Ala Thr Val 


1 






5 




Leu Pro 


Phe 


Gly Asn 


Cys Leu Pro 






20 






Ser Thr 


Gly 


He 


Pro 


Phe Phe Tyr 




35 






40 


Ala Asp 


Leu 


Met 


Lys 


Asn Pro Met 


50 








55 


Glu Gly 


Glu 


Phe 


Cys 


Arg Lys Asn 


65 








70 


Cys Val 


Gin 


Leu 


Thr 


Leu Thr Gly 








85 




Glu Val 


Glu 


Phe 


Ala 


Lys Gin Ala 






100 






Arg Lys 


Trp 


Pro Arg 


Gin Tyr Glu 




115 






120 


Glu His 


He. Trp 


Leu 


Gin Lys Trp 


130 








135 



Ser Thr His Lys Lys He Gin Gly 

10 15 
Val Ser Asp Gly Pro Phe Asn Asn 

25 30 
Met Thr Ala Lys Asp Pro Val Val 
45 

Ala Ser Leu Met Leu Pro Glu Ser 
60 

He Val Asp Pro Glu Asp Pro Arg 
75 80 
Gin Met He Ala Val Ser Pro Glu 

90 95 
Met Phe Ser Arg His Pro Gly Met 
105 HO 
Trp Phe Phe Met Lys Met Arg He 
125 

Tyr Gly 
138 



<210> 1002 
<211> 133 
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<212>Amino acid 
<213> Homo sapiens 



<400> 1002 
















Gin Ala 


Ala 


Asn 


Met 


Ala Val Ala Arg Val 


Asp 


Ala Ala 


Leu 


Pro 


Pro 


1 






5 


10 








15 




Gly Glu 


Glv 


Ser 


Val 


Val Asn Trp Ser Gly Gin 


Gly Leu 


Gin 


Lys 


Leu 


20 




25 






30 






Gly Pro 


Asn 


Leu 


Pro 


Cys Glu Ala Asp He 


His 


Thr Leu 


He 


Leu Asp 


35 






40 




45 








Lys Asn 


Gin 


He 


He 


Lys Leu Glu Asn Leu 


Glu 


Lys Cys 


Lys 


Arg 


Leu 


50 








55 




60 








He Gin 


Leu 


Ser 


Val 


Ala Asn Asn Arg Leu 


Val 


Arg Met Met Gly Val 


65 








70 


75 








80 


Ala Lys 


Leu 


Thr 


Leu 


Leu Arg Val Leu Asn 


Leu 


Pro His 


Asn 


Ser 


He 






85 


90 








95 




Gly Cys 


Val 


Glu Gly 


Leu Lys Glu Leu Val 


His 


Leu Glu Trp 


Leu 


Asn 




100 




105 






110 






Leu Ala 


Gly 


Asn 


Asn 


Leu He Ala Met Glu 


Gin 


He Asn 


Ser 


Cys 


Thr 




115 






120 




125 








Ala Leu 


Gin 


His 


Leu 














130 






133 















<210> 1003 
<211> 276 
<212>Amino acid 
<213> Homo sapiens 



<400> 1003 

Phe Arg Ala Ala Val Gly Ala Val Pro Glu Gly Ala Trp Lys Asp Thr 

1 5 ' 10 15 

Ala Gin Leu His Lys Ser Glu Glu Ala Lys Arg Val Leu Arg Tyr Tyr 

20 25 30 

Leu Phe Gin Gly Gin Arg Tyr He Trp He Glu Thr Gin Gin Ala Phe 

35 40 45 

Tyr Gin Val Ser Leu Leu Asp His Gly Arg Ser Cys Asp Asp Val His 

50 55 60 

Arg Ser Arg His Gly Leu Ser Leu Gin Asp Gin Met Glu Arg Lys Ala 
65 70 75 80 

He Tyr Gly Pro Asn Val He Ser He Pro Val Lys Ser Tyr Pro Gin 

85 90 95 

Leu Leu Val Asp Glu Ala Phe Ser He Ala Leu Trp Leu Ala Asp His 

100 105 HO 

Tyr Tyr Trp Tyr Ala Leu Cys He Phe Leu He Ser Ser He Ser He 

115 120 125 

Cys Leu Ser Leu Tyr Lys Thr Arg Lys Gin Ser Gin Thr Leu Arg Asp 

130 135 140 

Met Val Lys Leu Ser Met Arg Val Cys Val Cys Arg Pro Gly Gly Glu 
145 150 155 160 

Glu Glu Trp Val Asp Ser Ser Glu Leu Val Pro Gly Asp Cys Leu Val 

165 170 175 

Leu Ser Gin Glu Gly Gly Leu Met Pro Cys Asp Ala Ala Leu Val Ala 

180 185 190 

Gly Glu Cys Met Val Asn Asp Ser Ser Leu Thr Gly Glu Ser He Pro 
195 200 205 
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Val TjPU Lvs 


Thr 


Ala 


Leu 


Pro 


Glu 


210 








215 




j. 1.11. nxo -"J- y 


Arg His 


Thr 


Leu 


Phe 


225 






230 






Arg Ala Tyr 


Val 


Gly 


Pro 


His 


Val 






245 








Met Ser Arg 


Glu 


Ala 


Gly Leu Glu 




260 










Lys Arg Trp 


Ser 










275 


276 











Gly Leu Gly Pro Tyr Cys Ala Glu 
220 

Cys Gly Thr Leu lie Leu His Ala 
235 240 
Leu Ala Val Val Thr Arg Thr Gly 

250 255 
Arg Asp Pro Gly Ser Ala Pro Leu 
265 270 



<210> 1004 
<211> 222 
<212>Amino acid 
<213> Homo sapiens 



<400> 1004 



Phe 


Val 


Gly 


Gly Gly 


Leu His Leu His Leu Cys 


Leu 


Leu 


Leu 


Cys 


Phe 


1 






5 


10 








15 




Met 


Leu 


Pro 


Glu Asp 


Ala Ala Met Ala Val Leu 


Thr 


Ala 


Ser 


Asn 


His 








20 




25 






30 






Val 


Ser 


Asn 


Val 


Thr 


Val Asn Tyr Asn He Thr 


Val 


Glu Arg Met 


Asn 






35 






40 




45 








Arg 


Met 


Gin 


Gly Leu 


Arg Val Ser Thr Val Pro 


Ala 


Val 


Leu 


Ser 


Pro 


50 








55 


60 










Asn 


Ala 


Thr 


Leu 


Ala 


Leu Thr Ala Gly Val Leu 


Val 


Asp 


Ser 


Ala 


Val 


65 










70 75 










80 


Glu 


Val 


Ala 


Phe 


Leu 


Trp Thr Phe Gly Asp Gly 


Glu 


Gin 


Ala 


Leu 


His 










85 


90 








95 




Gin 


Phe 


Gin 


Pro 


Pro 


Tyr Asn Glu Ser Phe Pro 


Val 


Pro 


Asp 


Pro 


Ser 








100 




105 






110 






Val 


Ala 


Gin 


Val 


Leu 


Val Glu His Asn Val Thr 


His 


Thr 


Tyr 


Ala 


Ala 






115 






120 




125 








Pro Gly 


Glu 


Tyr 


Val 


Leu Thr Val Leu Ala Ser 


Asn 


Ala 


Phe 


Glu 


Asn 




130 








135 


140 










Arg 


Thr 


Gin 


Gin 


Val 


Leu He Arg Ser Gly Arg 


Val 


Pro 


He 


Val 


Ser 


145 










150 155 










160 


Leu 


Giu 


Cys 


Val 


Ser 


Cys Lys Ala Gin Ala Val 


Tyr 


Glu 


Val 


Ser Arg 








165 


170 








175 




Ser 


Ser 


Tyr 


val 


Tyr 


Leu Glu Gly Arg Cys Leu 


Asn 


Cys 


Ser 


Ser Gly 






180 




185 






190 






Ser 


Lys 


Arg 


Gly Arg 


Trp Ala Ala Arg Thr Phe 


Ser 


Asn 


Lys 


Thr 


Leu 




195 






200 




205 








Val 


Leu 


Asp 


Glu 


Thr 


Thr Thr Ser Thr Gly Ser 


Ala 


Ser 


Met 








210 






215 


220 




222 







<210> 1005 
<211> 363 
<212>Amino acid 
<213> Homo sapiens 



<400> 1005 

Pro Glu Phe Leu Gly Arg Leu Phe Arg Gly Lys Ala Ala Thr Leu His 
15 10 15 
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Val 


His 


Ser 


Asp 


Gin 


Lys 


Pro 


Leu 


His 


Asp 


Gly 


Ala 


Leu 


Gly 


Ser 


Gin 








20 










25 










30 






Gin 


Asn 


Leu 


Val 


Arg 


Met 


Lys 


Glu 


Ala 


Leu 


Arg 


Ala 


Ser 


Thr 


Met 


Asp 






35 










40 










45 








Val 


Thr 


Val 


Val 


Leu 


Pro 


Ser Gly 


Leu 


Glu 


Lys 


Arg 


Ser 


Val 


Leu 


Asn 




50 










55 










60 










Gly 


Ser 


His 


Ala 


Met 


Met 


Asp 


Leu 


Leu 


Val 


Glu 


Leu 


Cys 


Leu 


Gin 


Asn 


65 










70 










75 










80 


His 


Leu 


Asn 


Pro 


Ser 


His 


His 


Ala 


Leu 


Glu 


He 


Arg 


Ser 


Ser 


Glu 


Thr 










85 










90 










95 




Gin 


Gin 


Pro 


Leu 


Ser 


Phe 


Lys 


Pro 


Asn 


Thr 


Leu 


He 


Gly 


Thr 


Leu 


Asn 








100 










105 










110 






Val 


His 


Thr 


Val 


Phe 


Leu 


Lys 


Glu 


Lys 


Val 


Pro 


Glu 


Glu 


Lys 


Val 


Lys 






115 










120 










125 








Pro 


Gly 


Pro 


Pro 


Lys 


Val 


Pro 


Glu 


Lys 


Ser 


Val 


Arg 


Leu 


Val 


Val 


Asn 




130 










135 










140 










Tyr 


Leu 


Arg 


Thr 


Gin 


Lys 


Ala 


Val 


Val 


Arg 


Val 


Ser 


Pro 


Glu 


Val 


Pro 


145 










150 










155 










160 


Leu 


Gin 


Asn 


lie 


Leu 


Pro 


Val 


lie 


Cys 


Ala 


Lys 


Cys 


Glu 


Val 


Ser 


Pro 










165 










170 










175 




Glu 


His 


Val 


Val 


Leu 


Leu 


Arg Asp 


Asn 


lie 


Ala 


Gly 


Glu 


Glu 


Leu 


Glu 








180 










185 










190 






Leu 


Ser 


Lys 


Ser 


Leu 


Asn 


Glu 


Leu 


Gly 


He 


Lys 


Glu 


Leu 


Tyr 


Ala 


Trp 






195 










200 










205 








Asp 


Asn 


Arg 


Arg 


Glu 


Thr 


Phe Arg 


Lys 


Ser 


Ser 


Leu 


Gly 


Asn 


Asp 


Glu 




210 










215 










220 










Thr 


Asp 


Lys 


Glu 


Lys 


Lys 


Lys 


Phe 


Leu 


Gly 


Phe 


Phe 


Lys 


Val 


Asn 


Lys 


225 










230 










235 










240 


Ara 


Ser 


Asn 


Ser 


Lys 


Gly 


Cys 


Leu 


Thr 


Thr 


Pro 


Asn 


Ser 


Pro 


Ser 


Met 








245 










250 










255 




His 


Ser 


Arg 


Ser 


Leu 


Thr 


Leu Gly 


Pro 


Ser 


Leu 


Ser 


Leu 


Gly 


Ser 


He 








260 










265 










270 






Seir 


Gly 


Val 


Ser 


Val 


Lys 


Ser 


Glu 


Met 


Lys 


Lys 


Arg 


Arg 


Ala 


Pro 


Pro 






275 










280 










285 








Pro 


Pro 


Gly 


Ser 


Gly 


Pro 


Pro 


Val 


Gin 


Asp 


Lys 


Ala 


Ser 


Glu 


Lys 


Val 




290 










295 










300 










Ser 


Leu 


Gly 


Ser 


Gin 


lie 


Asp 


Leu 


Gin 


Lys 


Lys 


Lys 


Arg 


Arg 


Ala 


Pro 


305 










310 










315 










320 


Ala 


Pro 


Pro 


Pro 


Pro 


Gin 


Pro 


Pro 


Pro 


Pro 


Ser 


Pro 


Leu 


He 


Pro 


Asn 










325 










330 










335 




Arg 


Thr 


Glu 


Asp 


Lys 


Glu 


Glu 


Asn 


Arg 


Lys 


Ser 


Thr 


Met 


Val 


Tyr 


Cys 








340 










345 










350 






Cys 


Ala 


Ser 


Phe 


Pro 


Thr 


Gin 


Ala 


Lys 


Arg 


Phe 














355 










360 






363 













<210> 1006 
<211> 95 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (95) 

<223> X = any amino acid or stop code 



<400> 1006 

Val Gin Trp His Asn Leu His Ser Leu Gin Pro Leu Pro Ala Gly Phe 

15 10 15 

Lys Xaa Phe Leu Cys Phe Ser Leu Pro Ser Ser Trp Asp Tyr Arg Cys 
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20 






25 




30 




Ala 


Pro Pro Leu 


Pro 


Ala 


Pro Phe Phe Phe 


Tyr Phe Leu 


Phe 


Leu Val 




35 






40 


45 






Glu 


Leu Gly Phe 


His 


His 


lie Gly Xaa Ala 


Gly Leu Glu 


Leu 


Thr Ser 




50 






55 


60 






Thr 


Asp Leu Pro 


Ala 


Ser 


Ala Ser Glu Ser 


Ala Gly lie 


Thr 


Gly Met 


65 






70 




75 




80 


Ser 


His Arg Ala 


Arg 


Pro 


Met Asp Phe Phe 


Leu Leu Lys 


He 


Leu 



85 90 95 



<210> 1007 
<211> 151 
<212>Amino acid 
<213> Homo sapiens 



<400> 1007 



Gly 


Arg 


Arg 


Phe 


Arg 


Pro 


Pro Ser Asp Glu 


Glu Arg Glu 


Pro 


Trp Glu 


1 








5 




10 






15 


Pro 


Trp 


Thr 


Gin 


Leu 


Arg 


Leu Ser Gly His 


Leu Lys Pro 


Leu 


His Tyr 








20 






25 




30 




As n 


Leu 


Met 


Leu 


Thr 


Ala 


Phe Met Glu Asn 


Phe Thr Phe 


Ser 


Gly Glu 






35 








40 


45 






Val 


Asn 


Val 


Glu 


He 


Ala 


Cys Arg Asn Ala 


Thr Arg Tyr 


Val 


Val Leu 




50 










55 


60 






His 


Ala 


Ser 


Arg 


Val 


Ala 


Val Glu Lys Val 


Gin Leu Ala 


Glu 


Asp Arg 


65 










70 




75 




80 


Ala 


Phe 


Gly 


Ala 


Val 


Pro 


Val Ala Gly Phe 


Phe Leu Tyr 


Pro 


Gin Thr 










85 




90 






95 


Gin 


Val 


Leu 


Val 


Val 


Val 


Leu Asn Arg Thr 


Leu Asp Ala 


Gin 


Arg Asn 








100 






105 




110 




Tyr 


Asn 


Leu 


Lys 


He 


lie 


Tyr Asn Ala Leu 


He Glu Asn 


Glu 


Leu Leu 






115 








120 


125 






Gly 


Phe 


Phe 


Arg 


Ser 


Ser 


Tyr Val Leu His 


Gly Glu Arg 


Arg 


Phe Leu 




130 










135 


140 






Gly 


Val 


Thr 


Gin 


Phe 


Ser 


Pro 








145 










150 


151 









<210> 1008 
<211> 64 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (64) 

<223> X = any amino acid or stop code 



<400> 1008 
Lys Glu Leu Asp Pro Phe Tyr Asn 

1 5 
Arg He Tyr Leu Thr Lys Glu Val 
20 

Lys Thr Leu Leu Lys Glu He Thr 
35 40 



Ser Xaa Arg Lys He Lys Tyr Leu 

10 15 
Lys Asp Leu Tyr Lys Glu Asn Tyr 

25 30 
Asp Asp Thr Asn Lys Lys His He 
45 
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Pro Ser Ser Trp Thr Gly Arg He Asn Thr Val Lys Met Thr lie Leu 
50 55 60 64 



<210> 1009 
<211> 60 
<2l2>Amino acid 
<213> Homo sapiens 



<400> 1009 

Val Pro His Pro Leu Gin Ala He His Glu Gin Met Asn Cys Lys Glu 

15 10 15 

Tyr Gin Glu Asp Leu Ala Leu Arg Ala Gin Asn Asp Ala Ala Ala Arg 

20 25 30 

Arg Pro Ser Glu Met Phe Lys Val Arg Leu Ala Gin Gly Arg Gly Leu 

35 40 45 

Ala Ser Leu Ser Ser Gly He Gin Ser Gly Val Gly 
50 55 60 



<210> 1010 
<211> 44 
<212>Amino acid 
<213> Homo sapiens 



<400> 1010 

Arg Trp Asn Ser Leu Thr Cys Val Val Leu Thr Phe Leu Gly His Arg 

15 10 15 

Leu Leu Lys Arg Phe Leu Val Pro Lys Leu Arg Arg Phe Leu Lys Pro 

20 25 30 

Gin Gly His Pro Arg Leu Leu Leu Trp Phe Lys Arg 
35 40 44 



<210> 1011 
<211> 219 
<212>Amino acid 
<213> Homo sapiens 



<400> 1011 

Tyr Gly Glu Phe Val Thr Tyr Gin Gly Val Ala Val Thr Arg Ser Arg 

15 10 15 

Lys Glu Gly He Ala His Asn Tyr Lys Asn Glu Thr Glu Trp Arg Ala 

20 25 30 

Asn He Asp Thr Val Met Ala Trp Phe Thr Glu Glu Asp Leu Asp Leu 

35 40 45 

Val Thr Leu Tyr Phe Gly Glu Pro Asp Ser Thr Gly His Arg Tyr Gly 

50 55 60 

Pro Glu Ser Pro Glu Arg Arg Glu Met Val Arg Gin Val Asp Arg Thr 
65 70 75 80 
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Val Gly 


Tvr 


Leu Arg 


Glu Ser He Ala Arg Asn 


His 


Leu Thr Asp Arg 


85 


90 




95 


Ii£»u Asn 

U W ^itJ** 


Leu 


He He 


Thr Ser Asp His Gly Met 


Thr 


Thr Val Asp Lys 






100 


105 




110 


Arg Ala 


Glv 


Asp Leu 


Val Glu Phe His Lys Phe 


Pro 


Asn Phe Thr Phe 


115 




120 




125 


Arg Asp 


He 


Glu Phe 


Glu Leu Leu Asp Tyr Gly Pro Asn Gly Met Leu 


130 






135 


140 




Leu Pro 


Lys 


Glu Gly 


Arg Leu Glu Lys Val Tyr 


Asp 


Ala Leu Lys Asp 


145 




150 155 




160 


Ala His 


Pro 


Lys Leu 


His Val Tyr Lys Lys Glu 


Ala 


Phe Pro Glu Ala 






165 


170 




175 


Phe His 


Tyr 


Ala Asn 


Asn Pro Arg Val Thr Pro 


Leu 


Leu Met Tyr Ser 




180 


185 




190 


Asp Leu 


Gly 


Tyr Val 


He His Gly Val Ser Arg 


Leu 


Leu Glu Ala Pro 


195 




200 




205 


Pro Pro 


Gly 


Ala Pro 


Ser Pro Gly Ser Gly Ser 






210 






215 219 







<210> 1012 
<211> 89 
<212>Amino acid 
<213> Homo sapiens 



<400> 1012 
Arg He Pro Leu Leu Arg Leu Arg 

1 5 
Phe Asp Val Thr Val Lys His Ser 
20 

Gly Glu Asp Leu Ala Thr He Pro 
35 40 
Val Asn He Ala Thr He Phe Glu 

50 55 
He Lys Trp Asn Gly He Leu Gly 

65 " . 70 

Pro Ser Ser Ser Leu Glu Thr Phe 
85 



Ser Ser Thr Tyr Arg Ser Lys Gly 

10 15 
His Gly Ser Trp Thr Gly Phe Gly 

25 30 
Lys Gly Leu Asn Thr Tyr Phe Leu 
45 

Ser Lys Asn Phe Phe Leu Pro Gly 
60 

Leu Ser Tyr Ala Thr Leu Ala Lys 
75 80 

Phe 
89 



<210> 1013 
<211> 82 
<212>Amino acid 
<213> Homo sapiens 



<400> 1013 
lie Lys Ser Tyr Ser Gly Pro Asn 

1 5 
Arg Leu Arg Trp Gly Ser Arg Glu 
20 

His Ser Phe Ser Thr Cys Pro Phe 
35 40 
Cys Glu Ala Met Ala Asn Ala Gly 

50 55 
Asp Gly Thr Phe Gin Arg Lys Val 
65 70 



Gly Arg Ser Cys Gin He Trp Gin 

10 15 
Leu Leu Leu Gly Trp Lys Leu Ser 

25 30 
Gin Phe Pro Asp He Val Glu Phe 
45 

Lys Thr Val He Val Ala Ala Leu 
60 

Arg Arg Leu He Gin Val Trp Ser 
75 80 
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Trp Asp 
82 



<210> 1014 
<211> 107 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (107) 

<223> X =» any amino acid or stop code 





<400> 1014 














Tyr 


Cys 


Phe 


Cys 


Phe 


Asp Leu Leu His 


Xaa 


Cys 


He His Arg Asp Val 


1 






5 




10 






15 


Lys 


Pro 


Glu 


Asn 


lie 


Leu lie Thr Lys 


His 


Ser 


Val 


He Lys Leu Cys 






20 




25 








30 


Asp 


Phe 


Gly 


Phe 


Ala 


Arg Leu Leu Thr 


Gly 


Pro 


Ser 


Asp Tyr Tyr Thr 




35 






40 








45 


Asp 


Tyr 


Val 


Ala 


Thr 


Arg Trp Tyr Arg 


Ser 


Pro 


Glu 


Leu Pro Val Gly 


50 








55 






60 




Asp 


Thr 


Gin 


Tyr 


Gly 


Pro Pro Val Asp 


Val 


Trp 


Ala 


He Gly Cys Val 


65 










70 




75 




80 


Ser 


Ala 


Glu 


Leu 


Leu 


Ser Gly Lys Cys 


Leu 


Trp 


Trp 


Pro Gly Lys Ser 










85 




90 






95 


Asp 


Met 


Leu 


Asp 


Gin 


Leu Tyr Leu He 


Arg 


Lys 










100 




105 




107 







<210> 1015 
<211> 70 
<2l2>Amino acid 
<213> Homo sapiens 



<400> 1015 

Arg Gly Trp Ala Leu Asp Trp He Gly Ala Asp Leu Ser Leu His Leu 

1 5 10 .15 

Gin Glu Glu Val Glu Thr Glu Val Ala Trp Glu Glu Cys Gly His Val 

20 25 30 

Leu Leu Ser Leu Cys Tyr Ser Ser Gin Gin Gly Gly Leu Leu Val Gly 

35 40 45 

Val Leu Arg Cys Ala His Leu Ala Pro Met Asp Ala Asn Gly Tyr Ser 

50 55 60 

Asp Pro Phe Val Arg Leu 
65 70 



<210> 1016 
<211> 142 
<212>Amino acid 
<213> Homo sapiens 
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<400> 1016 










Gly Gly 


lie 


Leu 


Til =a 

Ala 


l v iS u. urJ.u lyi ajlo. fro v-tj.y uxy .lux ucu 


Ala 


Glu 


l 








o 


X v 


15 




Phe 


Tl £» 

us 


Gin 


Lys 
^ \j 


Arg 


CyS ASI1 ocx lieu L6U lalU ulu ulU xiix 

25 30 


JLJ.6 


Leu 


His 


ir US 


p"h(=> 

JO 


Val 


Gin 


lie lieu iieu Aia iieu riis nia vai mo 




His 


Leu 


lie 
50 


Leu 


His 


Arg 


TV T qi i T nt« 'T'Viv* nil -n 7\ an Tl P T ,pi i T.pi i 
ASp lieu Jjys 1 lit uiu lie UCU UCU 

55 60 


Asp 


Lys 


His 


Arg 


Met 


Val 


Val 


uys lie uiy Asp rrie v-rj.y iic dcj. uyo 


Tie 


Leu 


65 








70 75 




80 


Ser 


Ser 


Lys 


Ser 


Lys 


Ala Tyr Thr Val Val Gly Thr Pro Cys 


Tyr 


lie 








85 


90 


95 




Ser 


Pro 


Glu 


Leu 
100 


Cys 


Glu Gly Lys Pro Tyr Asn Gin Lys Ser 
105 110 


Asp 


He 


Trp 


Ala 


Leu 


Gly 


Cys 


Val Leu Tyr Glu Leu Ala Ser Leu Lys 


Arg 


Ala 




115 






120 125 






Phe 


Glu 
130 


Ala 


Ala 


Asn 


Leu Pro Ala Leu Val Leu Lys lie Met 
135 140 142 







<210> 1017 
<211> 87 
<212>Amino acid 
<213> Homo sapiens 



<400> 1017 








Val Gin Cys 


Gly 


Gly 


He His 


Gin 


1 




5 






Gly Leu Leu 


Gin 


Gly 


Met Met Gly 




20 








Phe Pro His 


Cys 


Gly 


Pro Leu 


Val 


35 








40 


Gly Leu Ser 


Ala 


His 


Arg Glu 


Val* 


50 






55 




Gly Leu Ala 


Leu 


Leu 


Tyr Val 


Ser 


65 






70 




Ser Gly Gly 


Val 


Trp 


Gly Asp 








85 


87 





Val Ser Gly Ala Val Val Val Ser 

10 15 
Leu Leu Gly Ser Pro Gly His Val 

25 30 
Leu Ala Pro Ser Leu Val Val Ala 
45 

Ala Gin Phe Cys Phe Thr His Trp 
60 

Pro Glu Arg Arg Gly Met Val Pro 
75 80 



<210> 1018 
<211> 160 
<212>Amino acid 
<213> Homo sapiens 



<400> 1018 
Pro Arg Met Thr Gly Ser Thr His 

1 5 
Ser Cys Arg Asn Asn Leu Phe Tyr 
20 

Ala Glu Thr Asp Glu Met Asn Glu 
35 40 
Glu Asn His Val Trp Leu Gin Pro 



Ala Ser Ala Pro Ser Tyr Gly Gly 

10 15 
Arg Glu Glu Thr Tyr Thr Pro Lys 

25 30 
Val Glu Thr Ala Pro lie Pro Glu 
45 

Arg Val Met Arg Pro Thr Lys Pro 
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D u 










60 * 


Lys 


Lys 


IXli 


Ser 




Va.x noli xyx. 


Meat- TVlT fll n Val \Tz* "1 &t*CT PvQ on 
i'lcU J. £11. val VctX iA_L y \<yo nop 


D J 










70 


75 80 


Ifir 


Lys 


Met 


Lys 


Asp 


Axg Lys J.J.C 


Vjiy wci xiixv L.yfa /isii -H-L y x y i V7j.11 
















Cys 


Pro 


AJLcL 


vs±y 


Cys 


JjcU /\SI1 rllo 


Ijy £> -H-Lci J_iy o X Xtr -file; uiy ocl XjcLl 








100 






105 110 


Phe 


Tyr 


Glu 


Ser 


Phe 


Ala Ser He 


Cys Arg Ala Ala He His Tyr Gly 






115 






120 


125 


He 


Leu 


Asp 


Asp 


Lys 


Gly Gly Leu 


Val Asp He Thr Arg Asn Gly Lys 




130 








135 


140 


Val 


Pro 


Phe 


Phe 


Val 


Lys Ser Glu 


Arg His Gly Val Gin Ser Leu Arg 


145 










150 


155 160 



<210> 1019 
<211> 174 
<212>Amino acid 
<213> Homo sapiens 





<400> 1019 


















Val 


Pro 


Gin 


Asn 


He 


He 


Cys 


Ala 


Phe 


Phe 


Cys Val Pro 


Cys Arg Phe 


1 








5 










10 




15 


Ala 


Ser 


Thr 


He 


Pro 


Phe Trp Gly 


Leu 


Thr 


Leu His Leu 


Gin His Leu 








20 










25 






30 


Gly 


Asn 


Asn 


Val 


Phe 


Leu 


Leu 


Gin 


Thr 


Leu 


Phe Gly Ala Val Thr Leu 






35 










40 






45 




Leu 


Ala 


Asn 


Cys 


Val 


Ala 


Pro 


Trp 


Ala 


Leu 


Asn His Met 


Ser Arg Arg 




50 










55 








60 




Leu 


Ser 


Gin 


Met 


Leu 


Leu 


Met 


Phe 


Leu 


Leu 


Ala Thr Cys 


Leu Leu Ala 


65 










70 










75 


80 


He 


He 


Phe 


Val 


Pro 


Gin 


Glu 


Met 


Gin 


Thr 


Leu Arg Val 


Val Leu Ala 










85 










90 




95 


Thr 


Leu 


Gly 


Val 


Gly 


Ala 


Ala 


Ser 


Leu Gly He Thr Cys 


Ser Thr Ala 








100 










105 






110 


Gin 


Glu 


Asn 


Glu 


Leu 


He 


Pro 


Ser 


He 


He Arg Gly Arg Ala Thr Gly 






115 










120 






125 




He 


Thr 


Gly 


Asn 


Phe 


Ala 


Asn 


He 


Gly Gly Ala Leu Ala 


Ser Leu Val 




130 










135 








140 




Met 


He 


Leu 


Ser 


He 


Tyr 


Ser Arg 


Pro 


Leu 


Pro Trp He 


He Tyr Gly 


145 










150 










155 


160 


Val 


Phe 


Ala 


He 


Leu 


Ser Gly Leu 


Val 


Val 


Leu Leu Leu 


Pro 



165 170 174 



<210> 1020 
<211> 225 
<212>Amino acid 
<213> Homo sapiens 



<400> 1020 

Val Leu Val Ser Arg Asp His Met Lys Ser Ala Gin Gin Phe Phe Gin 

15 10 15 

Leu Val Gly Gly Ser Ala Ser Glu Cys Asp Thr He Pro Gly Arg Gin 
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20 25 



Cys Met 


Ala 


Ser 


Cys 


Phe 


Phe 


Leu Leu 




35 










40 


lie Tyr 


Leu 


Asn 


Ser 


Phe 


Lys 


Ser His 


50 










55 




Asn Phe 


Asn 


Tvr 


Ala 


Gin 


Ala 


Lys Ala 


65 








70 






Gly Glu 


Glu 


Ala 


Phe 


Leu 


Leu 


He Gin 








85 








Tyr He 


Tvr 


Leu 


Ser 


Trp 


Leu 


Ala Arg 






100 








105 


Pro Arg 


Leu 


Ala 


Trp 


Glu 


Leu 


Tyr Leu 




115 










120 


Ser Phe 


Ser 


Leu 


Leu 


Gin 


Leu 


lie Ala 


130 










135 




Gin Phe 


Tvr 


Tvr 


Ser 


Ala 


Lys 


Ala Phe 


145 








150 






Pro Asn 


Pro 


Glu 


Tyr 


Trp 


Glu 


Gly Lys 








165 








Phe Gin 


Met 


He 


He 


Ala 


Glv 


Arg Glu 






180 








185 


Val Leu 


His 


Leu 


Leu 


Ara 


Ser 


Thr Gly 




195 










200 


He Arg 


He 


Met 


Lys 


Lys 


Trp 


Ala Lys 


210 










215 




Lys 














225 














<210> 1021 










<211> 118 










< 2 12 > Amino 


acid 






<213> Homo 


sapiens 






<400> 1021 










Leu Lys 


Val 


Ser 


Asp 


Glu 


Leu 


Val Gin 


1 






5 








Cys Leu 


Ser 


Ala 


He 


Ala 


Ser 


Asp Ala 






20 








25 


Pro Tyr 


Ala 


Phe 


Val 


Glu 


Gly 


Asp ■ Glu 




35 










40 


Lys Asp 


Arg 


Gin 


Asn 


Ser 


Glu 


Arg Glu 


50 










55 




Arg Glu 


He 


Thr 


Val 


His 


Gin 


Arg Val 


65 








70 






His He 


Val 


Thr 


Leu 


Leu 


Leu 


Pro Gin 








85 








Arg He 


Glu 


Arg 


Val 


He 


He 


Tyr Leu 






100 








105 


Leu Arg 


Trp 


Leu 


Met 


Pro 








115 






118 







<210> 1022 
<211> 178 
<2l2>Amino acid 
<213> Homo sapiens 



PCT7US00/35017 

30 



Lys Gin Phe 


Asp Asp 


Val 


Leu 




45 






Phe Tyr Asn 


Asp Asp 


He 


Phe 


60 








Ala Thr Gly 


Asn Thr 


Ser 


Glu 


75 






80 


Ser Glu Lys 


Met Lys 


Asn 


Asp 


90 




95 




Gly Tyr He 


Met Asn 


Lys 


Lys 




110 






Lys Met Glu 


Thr Ser 


Gly 


Glu 




125 






Asn Asp Cys 


Tvr Lys 


Met 


Gly 


140 








Asp Val Leu 


Glu Arg 


Leu 


Asp 


155 






160 


Arg Gly Ala 


Cys Val 


Gly 


He 


170 




175 




Pro Lys Glu 


Thr Leu 


Arg 


Glu 




190 






Asn Thr Gin 


Val Glu 


Tyr 


Met 




205 






Glu Asn Arg 


Val Ser 


He 


Leu 


220 








Gin Tyr Gin 


He Lys* 


Asn 


Gin 


10 




15 




Glu Gin Glu 


Pro Lys 


He 


Asp 




30 






Glu Phe Leu- 


Phe Pro 


Asp 


Lys 




45 






Ala Gly Lys 


Lys His 


Lys 


Val 


60 








Thr Val Asp 


Phe Val 


Ala 


Leu 


75 






80 


Leu Ser His 


Phe Phe 


Cys 


Leu 


90 




95 




Glu Lys Pro 


He Phe 


Ala 


Arg 




110 







561 
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<400> 1022 



Gly Val 


Pro 


Arg 


Asn 


Leu Pro Ser 


Ser Leu 


Glu 


Tyr Leu 


Leu 


Leu 


Ser 


1 






5 




10 










15 




Tyr Asn 


Arg 


lie 


Val 


Lys Leu Ala 


Pro Glu 


Asp 


Leu 


Ala 


Asn 


Leu 


Thr 




20 






25 








30 






Ala Leu 


Arg 


Val 


Leu 


Asp Val Gly 


Gly Asn 


Cys 


Arg Arg 


Cys 


Asp 


His 




35 






40 








45 








Ala Pro 


Asn 


Pro 


Cys 


Met Glu Cys 


Pro Arg 


His 


Phe 


Pro 


Gin 


Leu 


His 


50 








55 






60 










Pro Asp 


Thr 


Phe 


Ser 


His Leu Ser 


Arg Leu 


Glu 


Gly Leu 


Val 


Leu 


Lys 


65 








70 




75 










80 


Asp Ser 


Ser 


Leu 


Ser 


Trp Leu Asn 


Ala Ser 


Trp 


Phe Arg 


Gly Leu 


Gly 






85 




90 










95 




Asn Leu 


Arg 


Val 


Leu 


Asp Leu Ser 


Glu Asn 


Phe 


Leu 


Tyr 


Lys 


Cys 


He 






100 






105 








110 






Thr Lys 


Thr 


Lys 


Ala 


Phe Gin Gly 


Leu Thr 


Gin 


Leu 




Lys 


Leu 


Asn 




115 






120 








125 








Leu Ser 


Phe 


Asn 


Tyr 


Gin Lys Arg 


Val Ser 


Phe 




tlJ-CJ 


L6U 


Val 


Ser 


130 








135 






14 0 










Gly Pro 


Pro 


Phe 


Leu 


Arg Gly Ser 


Leu Gly 


Arg 


Pro 


Leu 


Ly s 


vj-L y 


Ala 


145 








150 




155 










160 


Gly Thr 


Trp 


His 


Gly 


Asn Leu Ser 


Phe Pro 


Leu 


nib 


XT lit. 


Glu 




Gly 






165 




170 










175 




Lys Thr 
























178 
























<210> 1023 




















<211> 146 




















<212>Amino 


acid 
















<213> Homo 


sapiens 
















<400> 1023 




















lie Leu 


Phe 


Ala 


Ala 


Leu lie Trp 


Ser Ser 


Phe 


Asp 


Glu 


Asn 


He 


Glu 


1 






5 




10 










15 




Ala Ser 


Ala 


Gly 


Gly 


Gly Gly Gly 


Ser Ser 


He 


Asp 


Ala 


Val 


Met 


Val 






20 






25 








30 






Asp Ser 


Gly 


Ala 


Val 


Val Glu Gin 


Tyr Lys 


Arg 


Met 


Gin 


Ser 


Gin 


Glu 




35 






40 








45. 








Ser Ser 


Ala 


Lys 


Arg 


Ser Asp Glu 


Gin Arg 


Lys 


Met 


Lys 


Glu 


Gin 


Gin 


50 








55 






60 










Ala Ala 


Glu 


Glu 


Leu 


Arg Glu Lys 


Gin Ala 


Ala 


Glu 


Gin 


Glu Arg 


Leu 


65 








70 




75 










80 


Lys Gin 


Leu 


Glu 


Lys 


Glu Arg Leu 


Ala Ala 


Gin 


Glu 


Gin 


Lys 


Lys 


Gin 






85 




90 










95 




Ala Glu 


Glu 


Ala 


Ala 


Lys Gin Ala 


Glu Leu 


Lys 


Gin 


Lys 


Gin Ala 


Glu 






100 






105 








110 






Glu Ala 


Ala 


Ala 


Lys 


Ala Ala Ala 


Asp Ala 


Lys 


Ala Lys 


Ala 


Glu 


Ala 




115 






120 








125 








Asp Ala 


Lys 


Ala 


Ala 


Glu Glu Ala 


Ala Lys 


Lys 


Ala 


Ala 


Ala Asp 


Ala 



130 135 140 

Lys Lys 
145 146 



<210> 1024 
<211> 39 
<212>Amino acid 



562 
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<213> Homo sapiens 





<400> 1024 










Ala 


Met Glu lie 


Val 


His Glu Pro Arg Asp Leu 


Glu Arg Tyr Met 


Arg 


1 




5 


10 


15 




Glu 


Ala Val Lys 


Val 


Ser Asn Asp Ser Pro Val 


Leu Leu Asp Arg 


Phe 




20 




25 


30 




Leu 


Asn Asp Ala 


He 


Glu Cys 








35 




39 







<210> 1025 
<211> 53 
<212>Amino acid 
<213> Homo sapiens 





<400> 1025 
















Met 


Leu Ser Pro 


Gly 


Tyr Asp Tyr Gly Tyr Val 


Cys 


Val 


Glu 


Phe 


Ser 


1 




5 


10 








15 




Leu 


Leu Glu Asp 


Ala 


He Gly Cys Met Glu Ala 


Asn 


Gin 


Val 


Ala 


Leu 




20 




25 






30 






Tyr 


Phe Gly Gin 


Met 


Met Leu Glu Gly Tyr He 


Phe 


Leu 


Tyr 


Met 


Gly 




35 




40 




45 








Arg 


Glu Gly Phe 


Lys 
















50 


53 















<210> 1026 
<211> 365 
<212>Amino acid 
<213> Homo sapiens 





<400> 1026 










Pro 


Arg 


Val 


Arg 


Ser 


Ser Gly Gly Gin Glu Asp 


Pro Ala Ser Gin 


Gin 


1 








5 


10 


15 




Trp 


Ala 


Arg 


Pro 


Arg 


Phe Thr Gin Pro Ser Lys 


Met Arg Arg Arg 


Val 








20 




25 


30 




He 


Ala 


Arg 


Pro 


Val 


Gly Ser Ser Val Arg Leu 


Lys Cys Val Ala 


Ser 






35 






40 


45 




Gly 


His 


Pro 


Arg 


Pro 


Asp He Thr Trp Met Lys 


Asp Asp Gin Ala 


Leu 




50 








55 


60 




Thr 


Arg 


Pro 


Glu 


Ala 


Ala Glu Pro Arg Lys Lys 


Lys Trp Thr Leu 


Ser 


65 










70 75 




80 


Leu 


Lys 


Asn 


Leu 


Arg 


Pro Glu Asp Ser Gly Lys 


Tyr Thr Cys Arg 


Val 










85 


90 


95 




Ser 


Asn 


Arg 


Ala 


Gly 


Ala He Asn Ala Thr Tyr 


Lys Val Asp Val 


He 








100 




105 


110 




Gin 


Arg 


Thr 


Arg 


Ser 


Lys Pro Val Leu Thr Gly 


Thr His Pro Val 


Asn 






115 






120 


125 




Thr 


Thr 


Val 


Asp 


Phe 


Gly Gly Thr Thr Ser Phe 


Gin Cys Lys Val 


Arg 




130 








135 


140 




Ser 


Asp 


Val 


Lys 


Pro 


Val He Gin Trp Leu Lys 


Arg Val Glu Tyr 


Gly 
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145 










150 


155 






160 




VT±U 


Gly Arg 


His 


Asn 


qe»T Thy Tie* A«sn Vai 


Glv Glv Gin 


Lys 


Phe 










165 




170 




175 




vai 


vai 


Leu 


Pro 


Thr Gly 


2Vqt*> Vai Tm Ser Arcr 


Pro Asp Gly 


Ser 


Tyr 








180 






185 


190 






Leu 


Asn 


Lys 


Leu 


Leu 


lie 


±11 J. nl^ nJ.d niy OJ.ll 


ZVqti 7Acr> 2X1 a 

rLO^Z JPitD^J 1 JM. JL. CL 


Gly Met 






195 








200 


205 






Tyr 




Cys 


Leu 


Gly Ala 


7\ cn Thr* Mp t~ fj] v Tvr 

nbH X XlJL 11CL> VJJLjr 1 Jrl 


S£>r Phe* Arcr 


Ser 


Ala 












215 


220 






Prie 


Leu 


Thr 


Vai 


Leu 


Pro 


7v cn Pry* TiVB Prn Pyrt 
nop xr x w J-)jr o ir j. w v 


fllv Pro pro 


Vai 


Ala 














235 






240 


Ser 


Ser 


Ser 


Ser 


Ala 


xnr 


Oor TiOii Pt"/"i Tyr* Pr*n 


Vai Vai lie 


Gly He 










245 




250 




255 




Pro 


Ala. 


Gly Ala 


Vai 


Phe 


lie jjc Li uiy xxix jjcu 


Ttf^n TjPii Trn 


Leu 


Cys 








260 








270 






GJLII 


Ala 


Gin Lys 


Lys 


Pro 


Lyo Jl IiX riu rlXct riu 


rvXCt xrJuC xtjuu 


Leu 


Pro 






275 








280 


285 






Gly 


His 


Arg 


Pro 


Pro 


Gly 


iti Vi >*» TV 1 a TV. v/t TV ey* TV 

xnr nia rtiy Asp niy 


Del U±y no^ 


Lys 


Asp 




290 












300 






Leu 


Pro 


Ser 


Leu 


Ala 


Ala 


T ail Cav> TV 1 -a f 1 T 7 Dvrt 

JLieu oer h. j. a viJ.y fro 


uiy vai oxy 


Leu 


Cys 


305 










310 


315 






320 


Glu 


Glu 


His 


Gly 


Ser 


Pro 


Ala Ala Pro Gin His 


Leu Leu Gly 


Pro Gly 










325 




330 




335 




Pro 


Vai 


Ala 


Gly 


Pro 


Lys 


Leu Tyr Pro Lys Leu 


Tyr Thr Asp 


He 


Pro 








340 






345 


350 






His 


His 


Thr 


His 


Thr 


His 


Thr Pro His Pro Pro 


Ala Asn 










355 








360 


365 







<210> 1027 
<211> 30 
<212>Amino acid 
<213> Homo sapiens 



<400> 1027 

Asn Phe His Phe Thr Gly Lys Cys Leu Phe Met Ser Gly Leu Ser Glu 

15 10 15 

Vai Gin Leu Thr His Met Asp Asp His Thr Leu Pro Gly Tyr 
20 25 30 



<210> 1028 
<211> 104 
<2l2>Amino acid 
<213> Homo sapiens 





. <400> 1028 














Ser 


Pro Arg 


Lys 


Arg Lys 


Thr Arg His Ser Thr 


Asn 


Pro Pro 


Leu 


Glu 


1 






5 


10 






15 




Cys 


His Vai 


Gly 


Trp Vai 


Met Asp Ser Arg Asp 


His 


Gly Pro 


Gly Thr 






20 




25 




30 






Ser 


Ser Vai 


Ser 


Thr Ser 


Asn Ala Ser Pro Ser 


Glu Gly Ala 


Pro 


Leu 




35 






40 




45 






Ala 


Gly Ser 


Tyr 


Gly Cys 


Thr Pro His Ser Phe 


Pro 


Lys Phe 


Gin 


His 




50 






55 


60 








Pro 


Ser His 


Glu 


Leu Leu 


Lys Glu Asn Gly Phe 


Thr 


Gin Gin 


Vai 


Tyr 
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65 70 75 80 

His Lys Tyr Arg Arg Arg Cys Leu Ser Glu Arg Lys Arg Leu Gly lie 

85 90 95 

Gly Gin Ser Gin Glu Met Asn Thr 
100 104 



<210> 1029 
<211> 119 
<212>Amino acid 
<213> Homo sapiens 



<400> 1029 






Pro Gly 


Ser 


Gly 


Gly 


Ser Ala Gly 


1 






5 




Gly Ala 


Leu 


Leu 


Pro 


Arg Glu Gin 






20 






Val Gly 


Thr 


Ser 


Tyr 


Ser Ala Thr 




35 






40 


Val Ala 


Gin 


Ser 


Trp 


Thr Ala Gly 


50 








55 


Gly Leu 


Pro 


Gly 


Arg 


Arg Pro Thr 


65 








70 


Phe Pro 


Gly 


Glu 


Gly 


Arg Glu Cys 








85 




Pro Leu 


Trp 


Arg 


Arg 


Asp Gly Thr 






100 






Gly Leu 


Tyr 


His 


Lys 


Met Asn 




115 






119 



Gly Arg Asp Gly Ser Ala Tyr Gin 

10 15 
Phe Ala Ala Pro Leu Gly Arg Pro 

25 30 
Tyr Pro Ala Tyr Val Ser Pro Asp 
45 

Pro Phe Asp Gly Ser Val Leu His 
60 

Phe Val Ser Asp Phe Leu Glu Glu 
75 80 
Val Asn Cys Gly Ala Leu Ser Thr 

90 95 
Gly His Tyr Leu Cys Asn Ala Cys 
105 110 



<210> 1030 
<211> 171 
<212>Amino acid 
<:213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (171) 

<223> X = any amino acid or stop code 



<400> 1030 



Pro Asp 


His 


Arg 


His 


Gly 


Ala 


Leu 


Trp 


Trp 


Trp Tyr Ser Cys Gly Val 


1 






5 










10 


15 


Leu Pro 


Val 


Thr 


Val 


Ser 


Arg 


Asn 


Glu 


Gly 


Asp Glu Arg Asn Gin Val 






20 










25 




30 


Leu Thr 


Leu 


Xyr 


Leu 


Trp 


He 


Arg 


Gin 


Glu 


Trp Thr Asp Ala Tyr Leu 




35 










40 






45 


Arg Trp 


Asp 


Pro 


Asn 


Ala 


Tyr 


Gly 


Gly 


Leu 


Asp Ala He Arg He Pro 


50 










55 








60 


Ser Ser 


Leu 


Val 


Trp 


Arg 


Pro 


Asp 


He 


Val 


Leu Tyr Asn Lys Tyr Cys 


65 








70 










75 t 80 


Leu Ser 


Ala 


Ala 


Pro 


Pro 


Leu 


Ser 


Tyr 


Pro 


Ser Leu Asp Leu Pro Leu 








85 










90 


95 


Ala Val 


Gly 


Val 


Xaa 


Xaa 


Ser 


Pro 


Leu 


Pro 


Thr Thr Xaa Pro Gly Cys 






100 










105 




110 



565 
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His 


Ala Ala Leu 


Glu 


Ala 


Phe Pro Gin 




115 






120 


Thr 


Gin Pro Leu 


His 


Gly 


Thr Pro Thr 




130 






135 


Gin 


Ala Glu Arg 


Leu 


Leu 


Gly Thr Tyr 


145 






150 




Leu 


Asn His Lys 


Gly 


Leu 


Ser Arg Ala 






165 







PCT/US00/35017 

Asp Pro Ser Lys Leu Pro Ser 
125 

Leu Gly Tyr Pro Arg Pro Ala 
140 

Cys Val Val Gin Gly Arg Cys 
155 160 
His Phe 
170 171 



<210> 1031 
<211> 198 
<212>Amino acid 
<213> Homo sapiens 



<400> 1031 



Tyr 


Ala 


Leu 


Thr 


Gly 


Ala 


Leu 


Val 


lie 


Val 


Thr Gly Met 


Val Met Gly 


1 








5 










10 






15 


Asn 


lie 


Ala 


Asp 


Tyr 


Phe 


Asn 


Leu 


Pro 


Val 


Ser 


Ser Met 


Ser Asn Thr 








20 










25 








30 


Phe 


Thr 


Phe 


Leu 


Asn 


Ala 


Gly lie Leu 


He 


Ser 


He Phe 


Leu Asn Ala 






35 










40 








45 




Trp 


Leu 


Met 


Glu 


lie 


Val 


Pro 


Leu 


Lys 


Thr 


Gin 


Leu Arg 


Phe Gly Phe 




50 










55 










60 




Leu 


Leu 


Met 


Val 


Leu 


Ala 


Val Ala Gly Leu 


Met 


Phe Ser 


His Ser Leu 


65 










70 










75 




80 


Ala 


Leu 


Phe 


Ser 


Ala 


Ala 


Met 


Phe 


lie 


Leu 


Gly Val Val 


Ser Gly He 










85 










90 






95 


Thr 


Met 


Ser 


lie 


Gly 


Thr 


Phe 


Leu 


Val 


Thr 


Gin 


Met Tyr 


Glu Gly Arg 








100 










105 








110 


Gin 


Arg 


Gly 


Ser 


Arg 


Leu 


Leu 


Phe 


Thr 


Asp 


Ser 


Phe Phe 


Ser Met Ala 






115 










120 








125 




Gly 


Met 


lie 


Phe 


Pro 


Met 


lie 


Ala 


Ala 


Phe 


Leu 


Leu Ala 


Arg Ser He 




130 










135 










140 




Glu 


Trp 


Tyr 


Trp 


Val 


Tyr 


Ala 


Cys 


lie Gly 


Leu 


Val Tyr 


Val Ala He 


145 










150 










155 




160 


Phe 


lie 


Leu 


Thr 


Phe 


Gly 


Cys 


Glu 


Phe 


Pro 


Ala 


Leu Cys 


Ser His Ala 










165 










170 






175 


Thr 


Lys 


Leu 


Gly 


Thr 


Ala 


Ser 


Ser 


Tyr 


Pro 


Ser 


Leu Asp 


Val Val Gin 








18 0 










185 








190 


Leu 


Arg 


Thr 


Leu 


Asn 


Ala 

















195 . 198 



<210> 1032 
<211> 138 
<2l2>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (138) 

<223> X = any amino acid or stop code 



<400> 1032 

Met Ala Lys Val Gly Leu Lys Thr Glu His Tyr Asp Arg Tyr Pro His 



566 



WO 01/53455 



PCT/USOO/35017 



1 














10 


15 


Met 


Phe 


Ser Gly 


Gly 


bin Airy bin 


Arg 


lie Ala 


lie Ala Arg Gly Leu 








20 






25 




30 


Met 


Leu 


Asp 


Pro 


Asp 


vax vax ne 


Ala Asp Glu Pro Val Ser Ala Leu 


















45 


Asp 


Val 


OCX 


Val 


Arg 


Ala bin Veil 


Leu 


Asn Leu 


Met Met Asp Leu Gin 


















60 


Gin 


Glu 


Leu 


Gly 


Leu 


ber ryr vai 


Phe 


lie Ser 


His Asp Leu Ser Val 


O D 










/ u 




75 


80 


Val 


Glu 


His 


lie 


Ala 


Asp Glu val 


Met 


Val Met 


Tyr Leu Gly Arg Cys 










85 






90 


95 


Val 


Glu 


Lys 


Gly 


Thr 


Lys Asp Gin 


lie Phe Asn Asn Pro Arg His Pro 








100 






105 




110 


Tyr 


Thr 


Gin 


Ala 


Leu 


Leu Ser Ala 


Thr 


Pro Arg 


Leu Asn Pro Asp Asp 






115 






120 






125 


Arg 


Arg 


Glu 


Arg 


lie 


Lys Leu Ser 


Xaa 


* 






130 








135 


13 7 







<210> 1033 
<211> 141 
<212>Amino acid 
<213> Homo sapiens 





<400> 1033 








Ser 


Ala 


Thr 


Leu 


Glu 


Arg Val Leu 


Asn His Pro Asp Glu Thr Gin Ala 


1 








5 




10 15 


Arg 


Arg 


Leu 


Met 


Thr 


Leu Glu Asp 


He Val Ser Gly Tyr Ser Asn Val 








20 






25 *30 


Leu 


lie 


Ser 


Leu 


Ala 


Asp Ser Gin 


Gly Lys Thr Val Tyr His Ser Pro 






35. 






40 


45 


Gly 


Ala 


Pro 


Asp 


lie 


Arg Glu Phe 


Thr Arg Asp Ala He Pro Asp Lys 




50 








55 


60 


Asp 


Ala 


Gin 


Gly 


Gly 


Glu Val Tyr 


Leu Leu Ser Gly Pro Thr Met Met 


65 










70 


75 80 


Met 


Pro 


Gly 


His 


Gly 


His Gly His 


Met Glu His Ser Asn Trp Arg Met 










85 




90 95 


lie 


Asn 


Leu 


Pro 


Val 


Gly Pro Leu 


Val Asp Gly Lys Pro He Tyr Thr 








100 






105 110 


Leu 


Tyr 


lie 


Ala 


Leu 


Ser lie Asp 


Phe His Leu His Tyr He Asn Asp 






115 






120 


125 


Leu 


Met 


Asn 


Lys 


Leu 


He Met Thr 


Ala Ser Val He He 




130 








135 


140 141 



<210> 1034 
<211> 112 
<212>Amino acid 
<213> Homo sapiens 



<400> 1034 
Val Leu Ala Tyr Pro Gly He Lys 

1 5 
He Leu Pro Ala Gin Tyr Arg Arg 
20 

His Leu Ala Gly Phe He His Ala 



Val Ser Thr Ala Glu Ala Arg Ala 

10 15 
Gin Asp Cys He Ala His Gly Arg 

25 30 
Cys Tyr Ser Arg Gin Pro Glu Leu 
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35 








40 


Ala Ala 


Lys 


Leu Met 


Lys 


Asp 


vai 


• 50 








55 




Leu Leu 


Pro 


Gly Phe 


Arg 


Gin 


Ala 


65 






70 






Ala Val 


Ala 


Ser Gly 
85 


He 


Ser 


Gly 


Cys Asp 


Lys 


Pro Glu 
100 


Thr 


Ala 


Gin 



45 

He Ala Glu Pro Tyr Arg Glu Arg 
60 

Arg Gin Ala Val Ala Glu He Gly 

75 80 

Ser Gly Pro Thr Leu Phe Ala Leu 

90 95 
Arg Val Ala Asp Trp Leu Gly Lys 

105 HO 112 



<210> 1035 
<211> 92 
<212>Amino acid 
<213> Homo sapiens 



<400> 1035 



Gly Gin 


Gin Gin Arg 

c 


Val 


Ala 


Leu 


1 

Lys Val 


Leu Leu 


Phe 


Asp 


Glu 


Pro 


20 










Arg Arg 


Ser Met 


Arg 


Asp 


Lys 


He 




35 








40 


He Thr 


Ser Leu 


Tyr 


Val 


Thr 


His 


50 








55 




Ser Asp 


Thr Val 


Leu 


Val 


Met 


Asn 


65 






70 






Ser Pro 


Gin Asp 


Leu 


Arg 


Val 


Arg 



85 



Ala Arg Ala Leu He Leu Lys Pro 

10 15 
Leu Ser Asn Leu Asp Ala Asn Leu 

25 30 
Arg Glu Leu Gin Lys Gin Phe Asp 
45 

Asp Gin Ser Glu Ala Phe Ala Val 
60 

Lys Gly His He Met Gin He Gly 
75 80 
Arg Leu Asn Trp 
90 92 



<210> 1036 
<211> 51 
<212>Amino acid 
<213> Homo sapiens 



<400> 1036 

Ala Val His Tyr Leu Glu Arg Val Arg He Ala Glu His Ala His Lys 

1.5 10 15 

Phe Pro Gly Gin He Ser Gly Gly Gin Gin Gin Arg Val Ala He Ala 

20 25 30 

Arg Ser Leu Cys Met Lys Pro Lys He Met Leu Phe Asp Glu Pro Thr 

35 40 45 

Ser Ala Leu 
50 51 



<210> 1037 
<211> 72 
<212>Amino acid 
<213> Homo sapiens 
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<400> 1037 
Ala Pro Tyr Asp Ala Glu Asn Tyr 

1 5 
Gly Pro Ser Leu Gin His Trp Phe 
20 

He Phe Ser Arg Val Leu Val Gly 
35 40 
Val Phe Ala Val Phe He Gly Ala 

50 55 
Leu Ala Gly Tyr Tyr Glu Gly Trp 
65 70 72 



Phe Asp Tyr Asp Asn Leu Asn Asn 

10 15 
Gly Val Asp Ser Leu Gly Arg Asp 

25 30 
Ala Gin He Ser Leu Ala Ala Gly 
45 

Ala He Gly Thr Leu Leu Gly Leu 
60 



<210> 1038 
<211> 188 
<212>Amino acid 
<213> Homo sapiens 



<400> 1038 

Val Phe Cys Leu He Ala Asp Leu Asp Pro He Asp Glu Leu Val Asp 

x 5 10 15 

Phe Pro He Val Tyr Ala Ser Ala Leu Asn Gly He Ala Gly Leu Asp 

20 25 30 

His Glu Asp Met Ala Glu Asp Met Thr Pro Leu Tyr Gin Ala He Val 

35 40 45 

Asp His Val Pro Ala Pro Asp Val Asp Leu Asp Gly Pro Phe Gin Met 

50 55 60 

Gin He Ser Gin Leu Asp Tyr Asn Ser Tyr Val Gly Val He Gly He 
65 70 75 80 

Gly Arg He Lys Arg Gly Lys Val Lys Pro Asn Gin Gin Val Thr He 

85 90 95 

He Asp Ser Glu Gly Lys Thr Arg Asn Ala Lys Val Gly Lys Val Leu 

100 105 HO ^ 

Gly His Leu Gly Leu Glu Arg He Glu Thr Asp Leu Ala Glu Ala Gly 

115 120 125 

Asp He Val Ala He Thr Gly Leu Gly Glu Leu Asn He Ser Asp Thr 

130 135 140 

Val Cys Asp Thr Gin Asn Val Glu Ala Leu Pro Ala Leu Ser Val Asp 
145 150 155 160 

. Glu Pro Thr Val Ser Met Phe Phe Cys Val Asn Thr Ser Pro Phe Cys 
165 170 175 

Gly Lys Glu Gly Lys Phe Val Thr Ser Arg Gin He 
180 185 188 



<210> 1039 
<211> 122 
<212>Amino acid 
<213> Homo sapiens 



<400> 1039 

Gl'n Gly Thr Arg Ala Glu Ser Gin Gly Ser Ser Lys Asp Lys Thr Arg 

15 10 15 

Leu Ala Phe Ala Gly Leu Lys Phe Gly Asp Tyr Gly Ser He Asp Tyr 



569 
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fl 20 25 30 

Gly Arg Asn Tyr Gly Val Ala Tyr Asp He Gly Ala Trp Thr Asp Val 

35 40 45 

Leu Pro Glu Phe Gly Gly Asp Thr Trp Thr Gin Thr Asp Val Phe Met 

50 55 60 

Thr Gin Arg Ala Thr Gly Val Ala Thr Tyr Arg Asn Asn Asp Phe Phe 
65 70 75 80 

Gly Leu Val Asp Gly Leu Asn Phe Ala Ala Gin Tyr Gin Gly Lys Asn 

85 90 95 

Asp Arg Ser Asp Phe Asp Asn Tyr Thr Glu Gly Asn Gly His Gly Phe 

100 105 HO 

Gly Phe Ser Ala Thr Tyr Glu Tyr Glu Gly 
115 120 122 



<210> 1040 
<211> 65 
<212>Amino acid 
<213> Homo sapiens 



<400> 1040 

Asp Thr Tyr Ser Val Ser He Pro Leu Gly Ala Thr He Asn Met Ala 

15 10 15 

Gly Ala Ala He Thr He Thr Val Leu Thr Leu Ala Ala Val Asn Thr 

20 25 30 

Leu Gly He Pro Val Asp Leu Pro Thr Ala Leu Leu Leu Ser Val Val 

35 40 45 

Ala Ser Leu Cys Ala Cys Gly Ala Ser Gly Val Ala Gly Gly Ser Leu 
50 55 • 60 

Leu 
65 



<210> 1041 
. <211> 46 
<212>Amino acid 
<213> Homo sapiens 



<400> 1041 

Ala Asn Ala Gin Gin Gly Leu Pro Ser Gly lie Thr Leu Lys Leu Asn 

1,5 10 15 

Asn Leu Val Asp Lys Gly Leu Val Asp Arg Leu Tyr Ala Ala Ser Ser 

20 25 30 

Ser Gly Val Pro Val Asn Leu Leu Val Arg Gly Thr Cys Ser 
35 40 45 46 



<210> 1042 
<211> 146 
<212>Amino acid 
<213> Homo sapiens 



570 
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<400> 1042 
















Ala Arg 


Met 


Thr 


Leu 


lie Pro Gly Thr His 


Leu 


Leu 


Glu 


Asn He His 


1 






5 




10 








lb 


Asn lie 


Trp 


val 


Asn 


Gly Val Gly Thr Asn 


Ser 


TV *1 _ 

Ala 


Pro 


Phe Trp Arg 




20 














JO 


Met Leu 


Leu 


Asn 


Ser 


nV»D Tf^T Mat* Rl a 

fne vax Met. axcl 


flic 


Ser 


He 


Thr 


Leu Gly Lys 




35 






40 












lie Thr 


val 


Ser 


Met 


Leu Ser Ala Phe 


Ala 


He 


Val 


Trp 


Phe Arg Phe 


50 








55 






60 






Pro Leu 


Arg 


Asn 


Leu 


Phe Phe Trp Met 


He 


Phe 


He 


Thr 


Leu Met Leu 


DO 






70 




75 






80 


±rJ.U VAX 


Glu 


Val 


Arg 


lie Phe Pro Thr 


Val 


Glu 


Vdl 


lie 


Ala Asn Leu 








o c 

0 3 




90 








95 


Gin Met 


Leu 


Asp 


Ser 


Tyr Ala Gly Leu 


Thr 


Leu 


Pro 


Leu 


Met Ala Ser 






100 




105 










110 


Ala Thr 


Ala 


Thr 


Phe 


Leu Phe Arg Lys 


Leu 


Asn 


Met 


Ser Gly Pro Asp 




115 






120 








125 




Lys Val 


Val 


Pro 


Ala 


Ala Arg lie Ser Gly Tyr 


Gly 


Pro Arg Val Arg 


130 








135 






140 






Lys Gin 




















145 146 





















<210> 1043 
<211> 133 
<212>Amino acid 
<213> Homo sapiens 



<400> 1043 






Cys Ala 


Lys 


Cys 


Leu 


Arg Asp Ala 


1 






5 




Glu Arg 


He 


Gly Arg 


Asp He Ser 






20 






Met Lys 


Asp 


Asp 


He 


Phe Phe Arg 




35 






40 


Ser Gly 


Gly 


Glu Val 


Leu Met Gin 


50 








55 


Gin Arg 


Leu 


Arg 


Leu 


Trp Gly Val 


65 








70 


Asp Ala 


Pro 


Ala 


Ser 


Lys Leu Leu 








85 




Val Leu 


Phe 


Asp 


Leu 


Lys lie. Met 






100 






Val Lys 


Met 


Asn 


Leu 


Pro Arg Val 




115 






120 


Ser Glu 


Gly 


Val 


Asn 




130 






133 





Asp Glu Cys Pro Ser Gly Ala Phe 

10 15 
Leu Asp Ala Leu Glu Arg Glu Val 

25 30 
Thr Ser Gly Gly Gly Val Thr Leu 
45 

Ala Glu Phe Ala Thr Arg Phe Leu 
60 

Ser Cys Ala lie Glu Thr Ala Gly 
75 80 
Pro Leu Ala Lys Leu Cys Asp Glu 

90 95 
Asp Ala Thr Gin Ala Arg Asp Val 
105 110 
Leu Glu Asn Leu Arg Leu Leu Val 
125 



<210> 1044 
<211> 115 
<212>Amino acid 
<213> Homo sapiens 



<400> 1044 

Tyr Leu Leu Leu Phe Val Cys Phe Leu Val Met Ser Leu Leu Val Gly 



571 
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3_ 




5 




10 




15 


LeU 




Phe 


Thr 


ZVl a Gl ii Aycr Ala Glv Lvs Gin 


Ser 


Leu Asp 




20 






25 


30 




Asp 




ser 




T.*aii Tvr TiPii Me*i~ Attct Rpr Glu 


Leu 


Arg Glu 










40 45 






Tl « 

lie 


Cx. \J 3zL\J Ills 


Asp 




cz~\ \r Tjvr Thr* Leu Lvs Glu Met 


Asp 


Leu Asn 




50 






55 60 






Leu 


Ser Phe Asp 


Leu 


Arg 


Val Glu Pro Leu Ser Lys Tyr 


His 


Leu Asp 


65 






70 


75 




80 


Asp 


lie Ser Met 


His 


Arg 


Leu Arg Gly Gly Glu He Val 


Ala 


Leu Asp 






85 




90 




95 




Cl~] ri TSrv TVlY* 
oJ.ii lyi -i ixx. 


Phe 


Leu 


Gin Arg Tie Pro Arg Ser His 


Tvr 


Val Leu 




100 






105 


110 




Ala 


Val Gly 














115 














<210> 1045 














<211> 69 














<Z1« >AU»XIXO 


acid 












sapiens 










v. T W L/ J> -L VJ ^ J 












17a 1 

va_L 


uxU J-iGLl file 


Leu 


Ser 


7\ q T*\ filn -\r Bofi Aon Val Val 
Hsp VJ JL LX UXy riop V ClJL VgLJ. 


He 


din Val 


T 
J. 




5 




10 




15 


Ala 


Asp Gin Gly 


Cys 


Gly 


Val Pro Glu Ser Leu Arg Asp 


Lys 


He Phe 










25 


30 




Glu 


Gin Gly Val 


Ser 


Thr 


Arg Ala Asp Glu Pro Gly Glu 


His 


Gly He 










40 45 








JucU xyL. ijcu 


.He 


Ala 




Gly 


Val He 










55 60 






Thr 


Leu Glu Asp 


Asn 










65 




69 












<210> 1046 














<211> 69 
















acid 












sapiens 










<400> 1046 












Asp 


Ala Tie Tie 

nXCl JU^Lw JkiLC 


Ala 


Pro 


Acn Ala Asn Ala Leu Pro Ala 


Ala 


Ala Gin 


1 




5 




10 




15 


Ala 


Ala Glu Asn 


Leu 


Lys 


Asn Asp Lys Val Ala He Val 


Gly 


Phe Ser 




20 






25 


30 




Thr 


Pro Asn Val 


Met 


Arg 


Pro Tyr Val Glu Arg Gly Thr 


Val 


Lys Glu 










d.O 45 






File 


ti±y jueu i rp 


Asp 


Val 


T|a H /2l n Pi n v T ,-i/c2 Tl O Car 

vai v3j.11 ijxn oxy iiyo xic jci 


V Ct J. 


Tyr Val 




50 






bb o U 






Ala 


Asp Ala Leu 


Gin 










65 




69 












<210> 1047 














<211> 43 














< 2 12 > Amino 


acid 









572 
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<213> Homo sapiens 



PCT/US00/35017 



<400> 1047 
Tyr He Val Val Thr 
1 5 
Val Thr Gly Asp Ala 
20 

Glu Met Trp Glu Val 
35 



<210> 1048 
<211> 77 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (77) 

<223> X = any amino acid or stop code 



<400> 1048 



Xaa Glu Gly Val 


Glu 


Pro 


Asp 


He 


Asn 


Ala 


Ser Lys Thr Arg Gin Gin 


1 


5 










10 


15 


Leu Asn Asp Val 


Ala 


Gly 


Lys 


Met 


Lys 


He 


He Glu Ala Arg Leu Ser 


20 










25 




30 


Ala Leu Thr Asn 


Asn 


Gin 


Thr 


Lys 


Ser 


Leu 


Lys Leu Asn Pro Val Ala 


35 








40 






45 


Leu Pro Lys Val 


Ala 


Ser 


Gin 


Leu 


Leu Asp 


Glu Leu Gly Tyr Ser Leu 


50 






55 








60 


Leu Ala Arg Arg 


Ala 


Asp 


Leu 


Gin 


Ser 


Ala 


His Xaa * 


65 




70 










75 76 



<210> 1049 
<211> 79 
<212>Amino acid 
<213> Homo sapiens 



<400> 1049 



Glu 


Asn 


He Ala 


Glu 


Glu 


Tyr 


Ala 


Thr Lys 


Arg Tyr Arg Ser Asn Val 


1 






5 








10 


15 


lie 


Asn 


Trp Gly 


Met 


Leu 


Pro 


Leu 


Gin Met 


Ala Glu Val Pro Thr Phe 






20 










25 


30 


Glu 


Val 


Gly Asp 


Tyr 


He 


Tyr 


He 


Pro Gly 


He Lys Ala Ala Leu Asp 






35 








40 




45 


Asn 


Pro 


Gly Thr 


Thr 


Phe 


Lys 


Gly 


Tyr Val 


He His Glu Asp Ala Pro 




50 








55 






60 


Val 


Thr 


Glu He 


Thr 


Leu 


Tyr 


Met 


Glu Ser 


Gin Glu Ala Arg Thr 


65 








70 








75 79 



Gly Lys Thr His Cys Gly Thr Pro Leu Thr Thr 

10 15 
Thr Gin Ser Gly Tyr Leu Thr Leu Asn Leu Pro 

25 30 
Ser Gly Tyr Asn Arg Val 
40 43 
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<210> 1050 
<211> 99 
<212>Amino acid 
<213> Homo sapiens 





<400> 1050 








Leu 


Gin 


Thr 


Glu 


He 


Gly Ser Met Val Tyr Ala Val Lys Pro Gly 


Asp 


1 








5 


10 15 




Gly 


Ser 


Ala 


Arg 


Glu 


Gin Ala Ala Ser Cys Gin Arg Val He Gly 


Gly 






20 




25 30 




Leu 


Ala 


Asn 
35 


He 


Ala 


Glu Glu Tyr Ala Thr Lys Arg Tyr Arg Ser 
40 45 


Asn 


Val 


He 
50 


Asn 


Trp 


Gly 


Met Leu Pro Leu Gin Met Ala Glu Val Pro 
55 60 


Thr 


Phe 


Glu 


Val 


Gly 


Asp 


Tyr He Tyr He Leu Gly Phe Lys Ala Ala 


Lys 


65 










70 75 


80 


Tyr 


Ser 


Pro 


Gly 


Thr 


Ala Phe Thr Val Tyr Ala He Ser Gly Tyr 


Gly 








85 


90 95 




Pro 


Arg 


He 
99 











<210> 1051 
<211> 114 
<212>Amino acid 
<213> Homo sapiens. 





<400> 1051 








Thr 


Leu 


Glu 


Asp 


Leu 


Leu Met Ala Leu Asp Gly Glu Gin His Leu 


Gin 


1 






5 


10 15 




Gin 


Gin 


Val 


Ser 
20 


Glu 


Lys Val Leu Ala Asp Asn Val Leu He Ala 
25 30 


Pro 


Gly 


Ser 


Val 
35 


Lys 


Pro 


Asp Ala Thr Phe Trp Ser Ala Leu He Gin 
40 45 


Asp 


Arg 


Tyr 
50 


Asn 


Val 


Met 


Thr Cys He Glu Lys Asp Ala Cys Val Leu 
55 60 


Val 


Glu 


Gin 


Asp 


Leu 


Asn 


Ser Asp Gly Gin Ala Glu Arg He Leu Phe 


Ala 


65 










70 75 


80 


Phe 


Asn 


Asp 


Asp 


Arg 
85 


Val He Val Tyr Gly Phe Asp Ser Asp Arg 
90 95 


Lys 


Glu 


Trp 


Asp 


Ala 


Leu 


Asp Met Ser Leu Leu Pro Asn Glu He Thr 


Lys 






100 




105 HO 




Glu 


Lys 
114 













<21Q> 1052 

<211:> 210 

<2 12 :> Amino acid 

<213> Homo sapiens 



<400> 1052 



574 
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/*>» 1 « » C«r Ben Qov A vff 

blu ocl HSU tDtSJL .M-cy 


fvR ATCr TjVS 


Met Pro Gly Glu Arg Cys Arg Gly 






10 








15 




m v pro Ala Attct Leu 


Ser Leu Leu 


Leu Asp Leu 


Pro 


Thr 


Arg 


Pro 


Leu 


20 










30 






rtO liXS riu r\L. y vjj.ii 


Val lie Asd 


Phe Gly Ser 


Ala 


Ser 


He 


Phe 


Ser 


35 


40 






45 








fiii, Val Ar*rr Tvr Val 
uXU vclx -riJ-y A y j * vwj. 


Lys Glu Pro 


Tyr lie Gin 


Ser 


Arg 


Phe 


Tyr 


Arg 


50 


55 




60 










aTa Drn rtln Tie 1 Leu 


Leu Gly Leu 


Pro Phe Cys 


Glu 


Lys 


Val 


Asp 


Val 


65 


70 


75 










80 


rpvrv Coy* T.on fil v 

J.j_Ly Del Jjcu \j a. y 0 


Val Met Asp 


Glu Leu His 


Leu Gly Trp 


Pro 


Leu 


85 




90 








95 




lyT JfiO VjJLy noil noil 


fll 11 TV~C ASO 


Gin Val Arg 


Tyr 


He 


Cys 


Glu 


Thr 


100 




105 






110 




His 


Cj-Ly Jjeu JriO J-iyo 


Pro His Leu 


Leu His Ala 


Ala 


Cys 


Lys 


Ala 


1 1 5 


120 






125 








tr-i o dVia "D"h o T.i/'g Aver 
MIS Jrxie file Jjy o xix y 


Asn Pro His 


Pro Asp Ala 


Ala 


Asn 


Pro 


Trp 


Gin 




135 




140 










T.on Tivs Ser* Ser Ala 


Asp Tyr Leu 


Ala Glu Thr Lys 


Val 


Arg 


Pro 


Leu 


145 


150 


155 










160 


Glu Arg Arg Lys Tyr 


Met Leu Lys 


Ser Leu Asp 


Gin 


He 


Glu 


Thr 


Val 


165 




170 








175 




Asn Gly Gly Ser Val 


Ala Ser Arg 


Leu Thr Phe 


Pro 


Asp 


Arg 


Glu 


Ala 


180 




185 






190 






Leu Ala Glu His Ala 


Asp Leu Lys 


Ser Met Val 


Glu 


Leu 


Met 


Lys 


Arg 


195 


200 






205 









Leu Leu 
210 



<210> 1053 
<211> 100 
<212>Amino acid 
<213> Homo sapiens 



<400> 1053 


Arg Leu 


Val 


Lys Lys Arg Val Glu 


1 




5 


Arg Asn 


Gin 


Ser Thr. Leu Lys Thr 






20 


Lys Pro 


Tyr 


Glu Cys Asp His Cys 




35 


40 


Asn Leu 


Asn 


Val His Arg Arg He 


50 




55 ' 


Cys Leu 


Val 


Cys Gly Glu Ala Phe 


65 




70 


His Val 


Lys 


Thr His Arg Gly Glu 






85 


Lys Arg 


Leu 


Gin 



100 



Cys Arg Gin Cys Gly Lys Ala Gly 

10 15 
His Met Arg Ser His Thr Gly Glu 

25 30 
Gly Lys Ala Phe Ser He Gly Ser 
45 

His Thr Gly Glu Lys Pro Tyr Glu 
60 

Ser Asp His Ser Ser Leu Arg Ser 
75 80 
Lys Leu Phe Val Ser Ser Val Trp 
90 95 



<210> 1054 
, <211> 194 

<212>Amino acid 
<213> Homo sapiens 



575 
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<400> 1054 

Cys Gly Pro Gly Phe Ser Leu Ser Phe Phe Phe Leu Arg Trp Ser Phe 

15 10 15 

Ala Leu Val Ala Gin Ala Gly Val Gin Trp His Asp Leu Gly Ser Leu 

20 25 30 

Gin Pro Pro Ala Pro Gly Phe Lys Arg Phe Ser Ser Leu Ser Leu Leu 

35 40 45 

Ser Arg Trp Asp Tyr Arg His Ala His Ala Arg Leu lie Phe Val Phe 

50 55 60 

Leu Val Glu Met Gly Phe Leu His Val Gly Gin Ala Gly Leu Glu Leu 
65 70 75 80 

Pro Thr Ser Gly Asp Pro Pro Thr Ser Ala Ser Gin Ser Ala Arg lie 

85 90 95 

Thr Gly Val Thr Thr Pro Leu Gly Thr Phe Phe Phe Phe Leu Arg Trp 

100 105 110 

Ser Phe Ala Leu Val Ala Gin Ala Gly Gly Gin Cys Leu Asp Leu Gly 

115 120 125 

Ser Leu Gin Leu Pro Pro Pro Gly Phe Lys Arg Leu Val Cys His Phe 

130 135 140 

Gin Thr Pro Gin Lys His Arg Cys Ser Cys Gin Ala Pro Gly Asp Cys. 
145 150 155 160 

Leu Gin Glu Ser Phe Val Met Thr Gly Cys Val Leu Arg Thr Val Ser. 

165 170 175 

Glu Ser Val Gin Arg Ala Asn Ala Gly Ala Gly Ala Glu Thr Val Gin 
180 185 190 

Gly Leu 
194 



<210> 1055 
<211> 351 
<2l2>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (351) 

<223> X = any amino acid or stop code 



<400> 1055 



Met Gly 


Asn 


Ala 


Ala 


Ala 


Ala 


Lys 


Lys 


Gly 


Ser 


Glu 


Gin 


Glu 


Ser 


Val 


1 






5 










10 










15 




Lys Glu 


Phe 


Leu 


Ala 


Lys 


Ala 


Lys 


Glu 


Asp 


Phe 


Leu 


Lys 


Lys 


Trp 


Glu 




20 










25 










30 






Ser Pro 


Ala 
35 


Gin 


Asn 


Thr 


Ala 


His 
40 


Leu 


Asp 


Gin 


Phe 


Glu 
45 


Arg 


He 


Lys 


Thr Leu 


Gly 


Thr 


Gly 


Ser 


Phe 


Gly 


Arg 


Val 


Met 


Leu 


Val 


Lys 


His 


Lys 


50 










55 










60 










Glu Thr 


Gly 


Asn 


His 


Tyr 


Ala 


Met 


Lys 


He 


Leu Asp 


Xaa 


Gin 


Lys 


Val 


65 








70 










75 










80 


Gly Lys 


Leu 


Lys 


Gin 


lie 


Glu 


His 


Thr 


Leu 


Asn Glu Lys 


Arg 


He 


Leu 






85 










90 










95 




Gin Ala 


Val 


Asn 
100 


Phe 


Pro 


Phe 


Leu 


Val 
105 


Lys 


Leu 


Glu 


Phe 


Ser 
110 


Phe 


Lys 


Asp Asn 


Ser 
115 


Asn 


Leu 


Tyr 


Met 


Val 
120 


Met 


Glu 


Tyr 


Val 


Pro 
125 


Gly 


Gly 


Glu 


Met Phe 


Ser 


His 


Leu 


Arg 


Arg 


He 


Gly 


Arg 


Phe 


Ser 


Glu 


Pro 


His 


Ala 


130 










135 










140 










Arg Phe 


Tyr 


Ala 


Ala 


Gin 


He 


Val 


Leu 


Thr 


Phe 


Glu Tyr 


Leu 


His 


Ser 
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145 150 155 160 

Leu Asp Leu lie Tyr Arg Asp Leu Lys Pro Glu Asn Leu Leu lie Asp 

165 170 175 

Gin Gin Gly Tyr lie Gin Val Thr Asp Phe Gly Phe Ala Lys Arg Val 

180 185 190 

Lys Gly Arg Thr Trp Thr Leu Cys Gly Thr Pro Glu Tyr Leu Ala Pro 

195 200 205 

Glu He He Leu Ser Lys Gly Tyr Asn Lys Ala Val Asp Trp Trp Ala 

210 215 220 

Leu Gly Val Leu He Tyr Glu Met Ala Ala Gly Tyr Pro Pro Phe Phe 
225 230 235 240 

Ala Asp Gin Pro He Gin He Tyr Glu Lys He Val Ser Gly Lys Val 

245 250 255 

Arg Phe Pro Ser His Phe Ser Ser Asp Leu Lys Asp Leu Leu Arg Asn 

260 265 270 

Leu Leu Gin Val Asp Leu Thr Lys Arg Phe Gly Asn Leu Lys Asn Gly 

275 280 285 

Val Asn Asp He Lys Asn His Lys Trp Phe Ala Thr Thr Asp Trp lie 

290 295 300 

Ala He Tyr Gin Arg Lys Val Glu Ala Pro Phe He Pro Lys Phe Lys 
305 310 315 320 

Gly Pro Gly Asp Thr Ser Asn Phe Asp Asp Tyr Glu Glu Glu Glu He 

325 330 335 

Arg Val Ser He Asn Glu Lys Phe Gly Lys Glu Phe Ser Glu Phe 
340 345 350 351 



<210> 1056 
<211> 136 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_ f eature 
<222> (1) • . . (136) 

<223> X = any amino acid or stop code 



<400> 1056 



Ser 


Ser 


Ser 


Arg 


Ser 


Ser 


His 


Giy 


Asp 


Ser 


Pro Pro His Ser 


Gin 


Thr 


1 






5 










10 




15 




Pro 


Cys 


Asp 


Thr 


Asn 


Arg 


Gly 


Leu 


Asp 


Thr 


Lys His Xaa Asp 


Ser 


Gin 






20 










25 




30 






Ser 


He 


Glu 


Glu 


Lys 


Asp 


Ser 


Ser 


Gin 


Ser 


Glu Xaa Asn Arg 


He 


Glu 



35 40 45 



Arg Arg Lys Glu Val Glu Arg He Leu Gin Thr Asn Ser Asp Tyr Met 

50 55 60 

Xaa His Trp Ser Asn Xaa Pro Glu Asn He Leu Pro Lys Lys Phe Phe 
65 70 75 80 

Ser Lys His Gin Lys Cys Thr Ala Thr Leu Ser Met Arg Asn Thr Ser 

85 90 95 

He Met Lys Lys Glu Gly Leu Phe Xaa Ala Gin Phe Pro Ser Leu Leu 

100 105 HO 

Leu Ser His Leu Pro Ala Val Gly Leu Gly He Tyr Thr Gly Thr His 

115 120 125 

Leu Thr Thr Ser Thr Ser Thr Phe 
130 135 136 



<210> 1057 
<211> 79 



577 
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<2l2>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (79) 

<223> X = any amino acid or stop code' 





<400> 1057 
















Thr 


Phe His Ser 


Ser 


Leu 


Glu 


Lys Asn He Leu Gin 


Pro Cys 


Arg Xaa 


1 




5 






10 




15 




Arg Arg Ala lie 


Cys 


Leu 


Pro 


Leu Leu Leu Xaa Pro 


Ser Val 


Pro 


Leu 




20 








25 


30 






Leu 


Ala Pro Gin 


Tyr 


Phe 


Ser 


Asp Leu Arg Asn Ser 


He Val 


Asn 


Ser 




35 








40 


45 






Gin 


Pro Pro Glu 


Lys 


Gin 


Gin 


Ala Met His Leu Cys 


Phe Glu 


Asn 


Leu 




50 






55 


60 








Met 


Glu Gly lie 


Glu 


Arg 


Asn 


Leu Leu Thr Lys Asn Arg Asp 


Arg 




65 






70 




75 




79 





<210> 1058 
<211> 458 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (458) 

<223> X a any amino acid or stop code 



<400> : 


1058 


















Gly Thr 


Ser 


Gly 


Val 


Gin 


Gin 


Glu 


He 


Ser 


Arg Leu Thr Asn 


Glu Asn 


1 






5 










10 




15 


Leu Asp 


Leu 


Lys 


Glu 


Leu 


Val 


Glu 


Lys 


Leu 


Glu Lys Asn Glu 


Arg Lys 






20 










25 




30 




Leu Lys 


Lys 


Gin 


Leu 


Lys 


He 


Tyr 


Met 


Lys 


Lys Ala Gin Asp 


Leu Glu 




35 










40 






45 




Ala Ala 


Gin 


Ala 


Leu 


Ala 


Gin 


Ser 


Glu 


Arg 


Lys Arg His Glu 


Leu Asn 


50 










55 








60 




Arg Gin 


Val 


Thr 


Val 


Gin 


Arg Lys 


Glu 


Lys 


Asp Phe Gin Gly 


Met Leu 


65 








70 










75 


80 


Glu Tyr 


His 


Lys 


Glu 


Asp 


Glu 


Ala 


Leu 


Leu 


He Arg Asn Leu 


Val Thr 








85 










90 




95 


Asp Leu 


Lys 


Pro 


Gin 


Met 


Leu 


Ser 


Gly 


Thr 


Val Pro Cys Leu 


Pro Ala 






100 










105 




110 




Tyr He 


Leu 


Tyr 


Met 


Cys 


He 


Arg 


His 


Ala 


Asp Tyr Thr Asn 


Asp Asp 




115 










120 






125 




Leu Lys 


Val 


His 


Ser 


Leu 


Leu 


Thr 


Ser 


Thr 


He Asn Gly He 


Lys Lys 


130 










135 








140 




Val Leu 


Lys 


Lys 


His 


Asn 


Asp Asp 


Phe 


Glu 


Met Thr Ser Phe 


Trp Leu 


145 








150 










155 


160 


Ser Asn 


Thr 


Cys 


Arg 


Leu 


Leu 


His 


Cys 


Leu 


Lys Gin Tyr Ser 


Gly Asp 








165 










170 




175 


Glu Gly 


Phe 


Met 


Thr 


Gin 


Asn 


Thr 


Ala 


Lys 


Gin Asn Glu His 


Cys Leu 






180 










185 




190 
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Asn 


Phe 
195 


Asp 


Leu 


Thr 


Glu 


Tvr 
200 


Arcr 
«j-y 


Gin 


Val 


Leu Ser Asp 
205 


Leu Ser 


He 


Gin 
210 


He 


± y j - 


Gin 


Gin 


Leu 
215 


He 


Lys 


He 


Ala 


Glu Gly Val 
220 


Leu Gin 


Pro 


Met 


He 


Val 


Ser 


Ala 


Met 


Leu 


Glu 


Asn 


Xaa 


Ser He Gin 


Gly Leu 


225 










230 










235 




240 


Ser 


Glv 


Val 


Lys 


Pro 
245 


Thr 


Glv 


Ser 


Gin 


Lvs 
250 


His 


Ser Ser Ser 


Met Ala 
255 




Glu 


Asp 


Asn 
260 


Ser 


Tvr 




Leu 


Glu 
265 


Ala 


He 


He Arg Gin 
270 


Met Asn 




xr lie: 


275 


JL11J. 


Val 


Met 


Cys 


Asp 
280 


Gin 


Gly 


Leu 


Ast3 Pro Glu 
285 


lie He 


Leu 


nl n 
290 


Val 


DViei 

Jtrlic 


Lys 


Gin 


Leu 
295 


Phe 




Met 


He 


Asn Ala Val 
300 


Thr Leu 


As 11 


Asp 


Leu 


Leu 


Leu 




Lys 


Asp 


Val 


Cys 


Ser 


Tm Spt Thr 

11U WCJL A A1J. 


Glv Met 


305 










310 










315 




320 


V7J.I1 


Leu 


Arg 


Tyr 


Asn 
325 


Tl P 


Ser 


Gin 


Leu 


Glu 
330 


Glu 


Tm TiPii ZV"r~n 


Gly Arg 
335 


Asn. 


Leu. 


Ilib 


vjJ.ii 

340 


Ser 


Gl v 


Ala 


Val 

V ctx 


Gin 
345 


Thr 


Met 


Glii Pro TiPoi 

350 


He Gin 


nla 


ZVl a 


gi n 
355 


TiOii 
ucu 




Gin 


Leu 


360 


Lys 


Lys 


Thr 


Gin Glu Asn 
365 


Ala Glu 


AT a 

nla 


J, J- 1- 

370 


v*y e> 


OCX 


Leu 


Cys 


Thr 
375 


Ser 


Leu 


Ser 


Thr 


Gin Gin He 
380 


Val Lys 


Tl r 

J.JLC 


UCL1 


noil 


JJCU 


Tvr 
iyx 


Thr 


Pro 


Leu 


Asn 


Glu 


Phe 


Glu Glu Ara 


Val Thr 


385 










390 










395 




400 




Ala 


rile 


11c 


Arg 
405 


1 11 J7 


Tl p» 
lie 


Gl n 


A 1 = 


Gl n 
410 


Li. 


Gin Gin ZiT^rr 
v3J.li v7j.11 y 


A e*n & on 
nbil 

415 


Pro 


Gin 


Gin 


Leu 
420 


Leu 


Leu 


Asp 


Ala 


Lys 
425 


His 


Met 


Phe Pro Val 
430 


Leu Phe 


Pro 


Phe 


Asn 
435 


Pro 


Ser 


Ser 


Leu 


Thr 
440 


Met 


Asp 


Ser 


He His He 
445 


Pro Ala 


Cys 


Leu 
450 


Asn 


Leu 


Glu 


Phe 


Leu 
455 


Asn 


Glu 


Val 
458 









<210> 1059 
<211> 82 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . • . (82) 

<223> X = any amino acid or stop code 



<400> 1059 

His Glu Glu Asn Thr He Leu Lys Ala Ala Glu Val Gin Val Pro Pro 

1 5 10 15 

Lys Xaa Val Val Thr Pro Glu Ala Lys Ala Phe He Xaa Arg Cys Leu 

20 25 30 

Ala Tyr Gin Lys Glu Asp Cys He Asp Ala Gin Gin Leu Ala Cys Asp 

35 40 45 

Pro Tyr Leu Leu His Tyr He Gin Lys Leu Val Phe Val Ser Ser Pro 

50 55 60 

Ala Gly Ala Ala He Ala Ser Thr Phe Gly Val Ser Asn Ser Cys Ser 
65 70 75 80 

Ser Asn 
82 
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<210> 1060 
<211> 277 
<212>Amino acid 
<213> Homo sapiens 



<400> 1060 



Gly 


Thr 


Thr 


Asp 


Glu 


He 


Met Thr Arg Trp Ala Arg 


Val Ser Thr 


Thr 


1 








5 




10 




15 




Tyr 


Asn 


Lys 


Arg 


Pro 


Leu 


Pro Ala Thr Ser Trp Glu 


Asp Met Lys 


Lys 








20 






25 




30 




Gly 


Ser 


Phe 


Glu 


Gly 


Thr 


Ser Gin Asn Leu Pro Lys 


Arg Lys Gin 


Leu 






35 








40 




45 




Glu 


Ala 


Asn 


Arq 


Leu 


Ser 


Leu Lys Asn Asp Ala 


Pro 


Gin Ala Lys 


His 




50 










55 


60 






Lys 

2 w 


Lys 


Asn 


Lys 


Lys 


Lys 


Lys Glu Tyr Leu Asn Glu 


Asp Val Asn 


Gly 


65 










70 


75 






80 


Phe 


Met 


Glu 


Tyr 

2 


Leu 


Arg 


Gin Asn Ser Gin Met 


Val 


His Asn Gly 


Gin 










85 




90 




95 




lie 


lie 


Ala 


Thr 


Asp 


Ser 


Glu Glu Val Arg Glu Glu 


lie Ala Val 


Ala 








100 






105 




110 




Leu 


Lys 


Lvs 

2 a 


Asp 


Ser 


Arg 


Arg Glu Gly Arg Arg 


Leu 


Lys Arg Gin 


Ala 






115 








120 




125 




Ala 


Lys 


Lvs 


Asn 


Ala 


Met 


Val Cys Phe His Cys Arg 


Lys Pro Gly 


His 




130 










135 


140 






Gly 


lie 


Ala 


Asp 


Cys 


Pro 


Ala Ala Leu Glu Asn 


Gin 


Asp Met Gly 


Thr 


145 










150 


155 






160 


Gly 


He 


Cys 


Tyr 


Arg 


Cys 


Gly Ser Thr Glu His 


Glu 


He Thr Lys 


Cys 










165 




170 




175 




Lys 


Ala 


Lys 


Val 


Asp 


Pro 


Ala Leu Gly Glu Phe 


Pro 


Phe Ala Lys 


Cys 








180 






185 




190 




Phe 


Val 


Cys 


Gly 


Glu 


Met 


Gly His Leu Ser Arg 


Ser 


Cys' Pro Asp 


Asn 






195 








200 




205 




Pro 


Lys 


Gly 


Leu 


Tyr 


Ala 


Asp Gly Gly Gly Cys 


Lys 


Leu Cys Gly 


Ser 




210 










215 


220 






Val 


Glu 


His 


Leu 


Lys 


Lys 


Asp Cys Pro Glu Ser 


Gin 


Asn Ser Glu 


Arg 


225 










230 


235 






240 


Met 


Val 


Thr 


Val 


Gly 


Arg 


Trp Ala Lys Gly Met 


Ser 


Ala Asp Tyr 


Glu 










245 




250 




255 




Glu 


He 


Leu 


Asp 


Val 


Pro 


Lys Pro Gin Lys Pro Lys 


Thr Lys He 


Pro 








260 






265 




270 




Lys 


Val 


Val 


Asn 


Phe 
















275 




277 













<210> 1061 
<211> 95 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<22l> misc_f eature 
<222> (1) . . . (95) 

<223> X = any amino acid or stop code 



<400> 1061 
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Asp His Val 


Arg 


Lys 


Ser Leu Leu Lys 


Asn 


Arg 


Ala 


Glu Asn 


He 


Val 


1 




5 




10 








15 




Asn He Phe 


Lys 


Cys 


Asn Val Val Ser 


Leu 


Pro 


Asn 


Leu Pro 


Ala 


Phe 




20 




25 








30 






Gly Gin Ala 


Gin 


Trp 


Leu Thr Pro Val 


He 


Pro 


Ala 


Leu Trp 


Glu Ala 


35 






40 








45 






Glu Val Gly 


Gly 


Ser 


Xaa Gly Gin Glu 


He 


Glu 


Thr 


He Leu 


Ala 


Asn 


50 






55 






60 








Ala Val Lys 


Ser 


Pro 


Phe Leu Leu Lys 


He 


Gin Lys 


Lys Lys 


He 


Ser 


65 






70 




75 








80 


Arg Ala Trp 


Trp 


Arg 


Ala Pro Val Ser 


Pro 


Arg 


Tyr 


Ser Gly Gly 





85 90 95 



<210> 1062 
<211> 259 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (259) 

<223> X = any amino acid or stop code 



<400> 1062 



Ser Asp 


Ala 


Trp 


Ala 
5 


Asp 


Ala 


Trp 


1 

Ser Ser 


Tyr 


Pro 


Glu 


Leu 


His 


Thr 






20 










Leu Gly 


Leu 


Leu 


Val 


Val 


Phe 


He 




35 










40 


Leu Phe 


Val 


Phe 


Val 


Leu 


Lys 


Arg 


50 










55 




Arg Asn 


Thr 


Asn 


Asn 


Leu 


Asp 


Val 


65 








70 






Ser Tyr 


Asn 


Thr 


Glu 


Thr 


His 


Asp 








85 








Tyr He 


Pro 


Pro 


Pro 


Val 


Val 


Gin 






100 










Ala Gly 


Arg 


Glu 


Gly 


Arg 


Pro 


Ser 




115 










120 


Glu Phe 


Gin 


Leu 


Leu 


Gly 


Asn 


Leu 


130 










135 




Thr Pro 


Ala 


Tyr 


Thr 


He 


Ser 


Ala 


145 








150 






Thr Pro 


Arg 


Glu 


Pro 


Glu 


Leu 


Leu 








165 








Gin Gly 


Thr 


Ser 


Thr 


Ala 


Gin 


Ala 






180 










Tyr Leu 


Lys 


Gly 


Gin 


Phe 


Ala 


Pro 




195 










200 


Gin Asp 


Arg 


He 


Asn 


Lys 


Thr 


Val 


210 










215 




Phe Val 


Gly 


Gin 


Ser 


Lys 


Pro 


Asn 


225 








230 






Gin Ser 


Glu 


Pro 


Asp 


Tyr 


Leu 


Glu 



245 



Ser Gin Leu 
259 



Ala 


Arg 


Ser 


Leu 


Ser Val Ser Pro 




10 






15 


Glu 


Val 


Pro 


Leu 


Ser Val Leu He 


25 








30 


Leu 


Ser 


Val 


Cys 


Phe Gly Ala Gly 










45 


Arg 


Lys 


Gly Val 


Pro Ser Val Pro 








60 




Ser 


Ser 


Phe 


Gin 


Leu Gin Tyr Gly 






75 




80 


Lys 


Thr 


Asp Gly 


His Val Tyr Asn 




90 






95 


Met 


Cys 


Gin 


Asn 


Pro He Tyr Met 


105 








110 


Ser 


Leu 


Leu 


Pro 


Lys Pro Gly Lys 










125 


Glu 


Glu 


Lys 


Lys 


Glu Glu Pro Ala 








140 




Thr 


Glu 


Leu 


Leu 


Glu Lys Gin Ala 






155 




160 


Tyr 


Gin 


Asn 


He 


Ala Glu Pro Ser 


170 






17'5 


Xaa 


Ser 


Thr 


He 


Thr Phe Val Pro 


185 








190 


Ser 


Tyr 


Glu 


Ser 


Arg Arg Gin Asn 










205 


Leu 


Tyr 


Gly Thr 


Pro Arg Lys Cys 








220 




His 


Pro 


Leu 


Leu 


Gin Ala Lys Pro 






235 




240 


Val 


Leu 


Glu Lys 


Gin Thr Ala He 




250 






255 
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<210> 1063 
<211> 498 
<212>Amino acid 
<213> Homo sapiens 



<400> 1063 



Ala 


Leu 


Cys 


His 


He 


Ala 


Val 


Gly Gin Gin Met Asn Leu His Trp 


Leu 


X 








5 






10 15 




His 


Lys 


He 


Glv 


Leu 


Val 


Val 


lie Leu Ala Ser Thr Val Val Ala 


Met 






20 








25 30 




OCX. 


AT a 

nXCl 


Val 


Ala 


Gin 


Leu 


Trp 


Glu Asp Glu Trp Glu Val Leu Leu 


He 
















40 45 




Cor* 

OCX 


Leu 


Gin 


Gly 


Thr 


Ala 


Pro 


Phe Leu His Val Gly Ala Val Ala 


Ala 














55 


60 




V ctx 


J. ilX 


Met 


Leu 


Ser 


Trp 


lie 


Val Ala Gly Gin Phe Ala Arg Ala 


Glu 












70 




75 


80 


Arg 


J. IlX 


OCX 


OCX 


Gin 


Val 


Thr 


He Leu Cys Thr Phe Phe Thr Val 


Val 








ft e: 






90 95 




IT IXC 


fU.Ct 


T.Q11 




Leu 


Ala 


Pro 


Leu Thr He Ser Ser Pro Cys He 


Met 
















inc 110 
x w o xxv/ 




uxu 


Lys 


uya 


7\ en 


Leu 


Gly Pro 


Lys Pro Ala Leu He Gly His Arg 


Glv 

2 






1 1 c 
11D 










120 125 




Axel 


Pro 


Mai- 
ne L. 


XJtJ u 




Pro 


Glu 


His Thr Leu Me t Ser Phe Arcr Lvs 


Ala 




1.5 U 










135 


140 




Leu 


Ul Li 


Gin 


Lys 


Leu 


Tyr Gly 


Leu Gin Ala Asp He Thr He Ser 


Leu 












150 




155 


160 




vjx _y 


Val 


Pro 


Phe 


Leu 


Met 


His Asp Thr Thr Leu Arg Arg Thr 


Thr 
















170 175 




Asn 


Val 


Glu 


Glu 


Glu 


Phe 


Pro 


Glu Leu Ala Arg Arg Pro Ala Ser 


Met 








180 








185 190 




Leu 


Asn. 




Thr 


Thr 


Leu 


Gin 


Arg Leu Asn Ala Gly Gin Trp Phe 


Leu 






195 










200 205 




Lys 


Thr 


Asp 


Pro 


Phe 


Trp 


Thr 


Ala Ser Ser Leu Ser Pro Ser Asp 


His 




210 










215 


220 






Glu 


Ala 


Gin 


Asn 


Gin 


Ser 


He Cys Ser Leu Ala Glu Leu Leu 


Glu 


225 










230 




235 


240 


Leu 


Ala 


LVS 


Gly 

**■ Jr 


Asn 


Ala 


Thr 


Leu Leu Leu Asn Leu Arg Asp Pro 


Pro 










245 






250 255 




Arcr 


Glu 


His 


Pro 


Tyr 


Arg 


Ser 


Ser Phe He Asn Val Thr Leu Glu 


Ala 








260 








265 270 




Val 


Leu 


His 


Ser 


Gly 


Phe 


Pro 


Gin His Gin Val Met Trp Leu Pro 


Ser 






275 










280 285 




Arg 


Gin 


Arg 


Pro 


Leu 


Val 


Arg 


Lys Val Ala Pro Gly Phe Gin Gin 


Thr 




290 










295 


300 




Ser 


Gly 


Ser 


Lys 


Glu 


Ala 


Val 


Ala Ser Leu Arg Arg Gly His He 


Gin 


305 










310 




315 


320 


Arg 


Leu 


Asn 


Leu 


Arg 


Tyr 


Thr 


Gin Val Ser Arg Gin Glu Leu Arg 


Asp 










325 






330 335 




Tyr 


Ala 


Ser 


Trp 


Asn 


Leu 


Ser 


Val Asn Leu Tyr Thr Val Asn Ala 


Pro 








340 








345 350 




Trp 


Leu 


Phe 


Ser 


Leu 


Leu 


Trp 


Cys Ala Gly Val Pro Ser Val Thr 


Ser 






355 










360 365 




Asp 


Asn 


Ser 


His 


Thr 


Leu 


Ser 


Gin Val Pro Ser Pro Leu Trp He 


Met 




370 










375 


380 




Pro 


Pro 


Asp 


Glu 


Tyr 


Cys 


Leu 


Met Trp Val Thr Ala Asp Leu Val 


Ser 


385 










390 




395 


400 


Phe 


Thr 


Leu 


lie 


Val 


Gly 


He 


Phe Val Leu Gin Lys Trp Arg Leu 


Gly 










405 






410 415 




Gly 


He 


Arg 


Ser 


Tyr 


Asn 


Pro 


Glu Gin He Met Leu Ser Ala Ala 


Val 
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420 










1I1X 


Car 

ocx 


axg 


Zi csti \7a T_ 


Ser 




435 








440 


Ser Glu 


He 


Ser 


Asp 


Gly Val 


Glu 










455 




Ser Asp 


Asn 


Ser 


Tyr 


Asp Thr 


Tyr 


465 








470 




Gly Pro 


Arg 


Gly 




«iy oci 


His 








485 






Gly Arg 












498 












<210> 1064 








<211> 374 








<212>Amino 


acid 




<213> Homo 


sapiens 




<400> 1064 








rloXl OCX 




Asp 


Tyr 


Gly Asp 


vjx y 


1 






5 






/\Oj^> OCX 




Thr 


Glu 


Glu Gly 


Veil 






VJ 








r pVi y- /til n 


Val 


Lys 


Pro 


Arg He 


Leu 












40 


juys oci 


Ser 


11c 


Gin 


Lys Val 


Val 


C A 








55 




1 ili jjcu 




Leu 


Glu 


Ser Thr 


Asn 


65 








70 






Ser 


Phe 


Val 


Asn Phe 


bin 








85 






Asp Phe 


Phe 


Asp 


Pro 


Thr Phe 


Asp 






100 








Gly Ala 


Leu 


He 


Phe 


Val He 


Asp 




115 








T OA 
1^ \J 


Leu Ala 


Arg 


Leu 


His 


Leu Thr 


vai 


130 








135 




Asp lie 


Asn 


Phe 


Glu 


Val Phe 


11c 


145 








150 




Asp His 


Lys 


lie 


Glu 


Thr Gin 


Arg 








165 






Asp Leu 


Ala 


Asp 


Ala 


Gly Leu 


V7J- U 






180 








Thr Ser 


He 


Tyr 


Asp 


His Ser 


He 




195 








200 


Gin Lys 


Leu 


He 


Pro 


Gin Leu 


Pro 


210 








215 




Phe He 


Ser 


Asn 


Ser 


Gly He 


Glu 


225 








230 




Ser Lys 


He 


Tyr 


He 


Ala Thr 


nop 








245 






Tyr Glu 


Leu 


Cys 


Cys 


Asp Met 


lie 






260 








He Tyr 


Gly 


Leu 


Lys 


Glu Asp 


Gly 




275 








280 


Ser Thr 


Ala 


He 


He 


Lys Leu 


Asn 


290 








295 




Glu Val 


Thr 


Lys 


Phe 


Leu Ala 


Leu 


305 








310 




Phe Glu 


Arg 


Lys 


Gly 


Leu He 


Asp 



425 430 



He Met 


Lys 


Glu 


Lys 


Leu 


He 


Phe 








445 








Val Ser 


Asp 


Val 


Leu 


Ser 


Val 


Cys 






460 










Ala Asn 


Ser 


Thr 


Ala 


Thr 


Pro 


Val 




475 










480 


Thr Lys 


Thr 


Leu 


He 


Glu 


Arcr 


Ser 


490 










495 




Pro Asp 


Ser 


Ser 


Asp 


Ala 


Asp 


Pro 


10 










15 




Leu Asp 


Phe 


Ser 


Asp 


Pro 


Phe 


Ser 


25 








30 






Leu Met 


Glv 


Leu 


Arcr 


Arg 


Ser 


Gly 








45 








Phe His 


Lvs 


Met 


Ser 


Pro 


Asn 


Glu 






60 










Lys He 


Cys 


Arcr 


Glu 


Asp 


Val 


Ser 




75 










80 


He Trp 


Asp 


Phe 


Pro 


Gly 


Gin 


He 


90 










95 




Tyr Glu 


Met 


He 


Phe 


Arcr 


Gly 


Thr 


105 








110 






Ser Gin 


Asp 


Asp 


Tvr 


Met 


Glu 


Ala 








125 








Thr Arg 


Ala 


Tvr 
j 


Lys 


Val 


Asn 


Thr 






140 










His Lys 


Val 


Asp 


Glv 


Leu 


Ser 


Asp 




155 










160 


Asp He 


His 


Gin 


Arcr 


Ala 


Asn 


Asp 


170 










175 




Lys He 


His 


Leu 


Ser 


Phe 


Tyr 


Leu 


185 








190 






Phe Glu 


Ala 


Phe 


Ser 


Lys 


Val 


Val 








205 








Thr Leu 


Glu 


Asn 


Leu 


Leu 


Asn 


He 






220 










Lys Ala 


Phe 


Leu 


Phe 


Asp 


Val 


Val 




235 










240 


Ser Thr 


Pro 


Val 


Asp 


Met 


Gin 


Thr 


250 










255 




Asp Val 


Val 


He 


Asp 


He 


Ser 


Cys 


265 








270 






Ala Gly 


Thr 


Pro 


Tyr 


Asp 


Lys 


Glu 








285 








Asn Thr 


Thr 


Val 


Leu 


Tyr 


Leu 


Lys 






300 










Val Cys 


Phe 


Val 


Arg 


Glu 


Glu 


Ser 




315 










320 


Tyr Asn 


Phe 


His 


Cys 


Phe 


Arg 


Lys 
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325 

Ala He His Glu Val Phe Glu Val 
340 

Lys Val Gin Asn Arg Leu Gin Lys 
355 360 
Thr Pro Arg Val Leu Leu 
370 374 



330 335 
Arg Met Lys Val Val Lys Ser Arg 
345 350 
Lys Lys Arg Ala Thr Pro Asn Gly 
365 



<210> 1065 
<211> 278 
<212>Amino acid 
<213> Homo sapiens 



<400> 1065 



Arg 


11 IX. 


Arg 


m v 

vjj. y 


Arg 


Asp 


Pro 


Gly 


Ala 


Gly 


Phe 


Arg 




Thr 


Ala 


Asn 


J. 








c 

D 




















JLj 




Lys 


Arg 


cys 


Cys 


Arg 






Phe 


Leu 


He 


Gly 




Gly 


J " L Jb J 


Leu 


Pro 








A U 




















J u 






Leu 


Arg 


Car 
OCX. 


Asp 


xzy 


Pro 


Leu 


Val 


Ser 


Lys 


Met 


Leu 


Ser 


Lys 


Gly 


Leu 






J D 










Ad 


















Lys 




Lys 


A v*rr 
r\JL y 


Glu 


Glu 


Glu 


Glu 


Glu 


Lys 


Glu 


Pro 


Leu 


Ala 


Val 


Asp 














55 










60 










Ser 


Trr> 


Txx> 


Leu 


ASD 


Pro 


Gly 


His 


Ala 


Ala 


Val 


Ala 


Gin 


Ala 


Pro 


Pro 


65 










70 










75 










80 


Ala 


Val 


Ala 


Ser 


Ser 


Ser 


Leu 


Phe 


Asp 


Leu 


Ser 


Val 


Leu 


Lys 


Leu 


His 










85 










90 










95 




His 


Ser 


Leu 


Gin 


Gin 


Ser 


Glu 


Pro 


Asp 


Leu 


Arg 


His 


Leu 


Val 


Leu 


Val 








100 










105 










110 






Val 


Asn 


Thr 


Leu 


Arg 


Arg 


He 


Gin 


Ala 


Ser 


Met 


Ala 


Pro 


Ala 


Ala 


Ala 






115 










120 










125 








Leu 


Pro 


Pro 


Val 


Pro 


Ser 


Pro 


Pro 


Ala 


Ala 


Pro 


Ser 


Val 


Ala 


Asp 


Asn 




130 










135 










140 










Leu 


Leu 


Ala 


Ser 


Ser 


Asp 


Ala 


Ala 


Leu 


Ser 


Ala 


Ser 


Met 


Ala 


Ser 


Leu 


145 










150 










155 










160 


Leu 


Glu 


Asp 


Leu 


Ser 


His 


He 


Glu 


Gly 


Leu 


Ser 


Gin 


Ala 


Pro 


Gin 


Pro 










165 










170 










175 




Leu 


Ala 


Asp 


Glu 


Gly 


Pro 


Pro 


Gly 


Arg 


Ser 


He 


Gly 


Gly 


Ala 


Ala 


Pro 








180 










185 










190 






Ser 


Leu 


Gly 


Ala 


Leu 


Asp 


Leu 


Leu 


Gly 


Pro 


Ala 


Thr 


Gly 


Cys 


Leu 


Leu 






195 










200 










205 








Asp 


Asp 


Gly 


Leu 


Glu 


Gly 


Leu 


Phe 


Glu 


Asp 


He 


Asp 


Thr 


Ser 


Met 


Tyr 




210 










215 










220 










Asp 


Asn 


Glu 


Leu 


Trp 


Ala 


Pro 


Ala 


Ser 


Glu 


Gly 


Leu 


Lys 


Pro 


Gly 


Pro 


225 










230 










235 










240 


Glu 


Asp 


Gly 


Pro 


Gly 


Lys 


Glu 


Glu 


Ala 


Pro 


Glu 


Leu 


Asp 


Glu 


Ala 


Glu 










245 










250 










255 




Leu 


Asp 


Tyr 


Leu 


Met 


Asp 


Val 


Leu 


Val 


Gly 


Thr 


Gin 


Ala 


Leu 


Glu 


Arg 








260 










265 










270 






Pro 


Pro 


Gly 


Pro 


Gly 


Arg 























275 278 



<210> 1066 
<211> 502 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc feature 
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<222> (1) . . . (502) 

<223> X = any amino acid or stop code 



<400> 1066 

Leu Gin Glu Val Lys Ala Arg Arg Asn Thr Leu His Lys Glu Lys Asp 

15 10 15 

His Leu Val Asn Asp Tyr Glu Gin Asn Met Lys Leu Leu Gin Thr Lys 

20 25 30 

Tyr Asp Ala Asp lie Asn Leu Leu Lys Gin Glu His Ala Leu Ser Ala 

35 40 45 

Ser Lys Ala Ser Ser Met lie Glu Glu Leu Glu Gin Asn Val Cys Gin 

50 55 60 

Leu Lys Gin Gin Leu Gin Glu Ser Glu Leu Gin Arg Lys Gin Gin Leu 
65 70 75 80 

Arg Asp Gin Glu Asn Lys Phe Gin Met Glu Lys Ser His Leu Lys His 

85 90 95 

He Tyr Glu Lys Lys Ala His Asp Leu Gin Ser Glu Leu Asp Lys Gly 

100 105 110 

Lys Glu Asp Thr Gin Lys Lys He His Lys Phe Glu Glu Ala Leu Lys 

115 120 125 

Trp Lys Lys Trp Arg Gin He Xaa Leu Asp Pro Asn Leu Leu Arg Glu 

130 135 140 

Lys Gin Ser Lys Glu Phe Leu Trp Gin Leu Glu Asp He Arg Gin Arg 
145 150 155 160 

Tyr Glu Gin Gin He Val Glu Leu Lys Leu Glu His Glu Gin Glu Lys 

165 170 175 

Thr His Leu Leu Gin Gin His Asn Ala Glu Lys Asp Ser Leu Val Arg 

180 185 190 

Asp His Glu Arg Glu He Glu Asn Leu Glu Lys Gin Leu Arg Ala Ala 

195 200 205 

Asn Met Glu His Glu Asn Gin He Gin Glu Phe Lys Lys Arg Asp Ala 

210 215 220 

Gin Val He Ala Asp Met Glu Ala Gin Val His Lys Leu Arg Glu Glu 
225 230 235 240 

Leu He Asn Val Asn Ser Gin Arg Lys Gin Gin Leu Val Glu Leu Gly 

245 250 255 

Leu Leu Arg Glu Glu Glu Lys Gin Arg Ala Thr Arg Glu His Glu He 

260 265 270 

Val Val Asn Lys Leu Lys Ala Glu Ser Glu Lys Met Lys He Glu Leu 

275 280 285 

Lys Lys Thr His Ala Ala Glu Thr Glu Met Thr Leu Glu Lys Ala Asn 

290 295 300 

Ser Lys Leu Lys Gin He Glu Lys Glu Tyr Thr Gin Lys Leu Ala Lys ' 
305 310 315 320 

Ser Ser Gin He He Ala Glu Leu Gin Thr Thr He Ser Ser Leu Lys 

325 330 335 

Glu Glu Asn Ser Gin Gin Gin Leu Ala Ala Glu Arg Arg Leu Gin Asp 

340 345 350 

Val Arg Gin Lys Phe Glu Asp Glu Lys Lys Gin Leu He Arg Asp Asn 

355 360 365 

Asp Gin Ala He Lys Val Leu Gin Asp Glu Leu Glu* Asn Arg Ser Asn 

370 375 380 

Gin Val Arg Cys Ala Glu Lys Lys Leu Gin His Lys Glu Leu Glu Ser 
385 390 395 400 

Gin Glu Gin He Thr Tyr He Arg Gin Glu Tyr Glu Thr Lys Leu Lys 

405 410 415 

Gly Leu Met Pro Ala Ser Leu Arg Gin Glu Leu Glu Asp Thr He Ser 

420 425 430 

Ser Leu Lys Ser Gin Val Asn Phe Leu Gin Lys Arg Ala Ser He Leu 
435 440 445 
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Gin 


Glu Glu Arg 


Asp 


Tyr 


lie 


Ser Arg Gin Lys Val 


Gin 


Pro He 


Ser 




450 






455 


460 








Arg 


Xaa Leu His 


Glu 


Arg 


Met 


Gin Arg Met Arg He 


Ser 


Arg Leu 


Cys 


465 






470 




475 






480 


Cys 


Gly Thr Ser 


Ser 


Ser 


Arg 


Phe Glu Asp Leu Asp 


He 


Val Asn 


Cys 






485 






490 




495 




Glu 


He Ser Gly 


lie 


Phe 














500 




502 













<210> 1067 
<2H> 301 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (301) 

<223> X = any amino acid or stop code 



<400> 1067 



Val 


He 


Asn 


Leu 


Val 


Tvx 


Leu 


He 


1 








5 








Pro 


Val 


Asp 


Lvs 


Glu 


Ser 


Glu 


Val 








20 










Glu 


Lys 


Phe 


Ser 


Pro 


Pro 


He 


Leu 






35 










40 


Tyr 


Asp 


Pro 


Lys 


His 


Val 


He 


Phe 




50 










55 




Leu 


Glu 


Ser 


Arg 


He 


Cys 


Val 


Val 


65 










70 






Thr 


Met 


Leu 


Lys 


Leu 


Leu 


Leu 


Gly 










85 








Arg 


His 


Ala 


His 


Arg 


Asn 


Leu 


Lys 








100 










Val 


Glu 


Gin 


Leu 


Asp 


Leu 


Asn 


Val 






115 










120 


His 


Ala 


Ser 


Phe 


Pro 


Gly 


Arg 


Pro 




130 










135 




Gly 


'Phe 


Gly 


Met 


Gly 


He 


Ser 


Gly 


145 










150 






Gin 


Pro 


Val 


Leu 


Gly 


Ala 


Arg 


Lys 










165 








Met 


Asp 


Tyr 


Cys 


Pro 


Ala 


Pro 


Thr 








180 










Asn 


His 


Leu 


Gly 


His 


Gly 


Arg 


Ala 






195 










200 


Gin 


Thr 


lie 


Ser 


Gly 


Val 


Gly 


Val 




210 










215 




Ala 


Leu 


Ser 


Arg 


Leu 


Val 


Cys 


Arg 


225 










230 






Gly 


Val 


Thr 


Arg 


Val 


Glu 


Arg 


Lys 










245 








Leu 


Gin 


Gly 


Thr 


Val 


Ser 


Ala 


Arg 








260 










Arg 


Leu 


Lys 


Asp 


Ser 


Pro 


Arg 


Asp 






275 










280 


Trp 


Gly 


His 


His 


Val 


Gly 


Tyr 


Pro 




290 










295 





Ser 


Ser 


Pro Arg Pro 


Glu Leu 


Lys 




10 




15 




Val 


Met 


Lys Phe Pro 


Asp Glv 


Phe 


25 






30 




Gin 


Leu 


Asp Glu Val 


Asp Phe 


Tyr 






45 






Ser 


Arg 


Leu Ser Val 


Ser Ala 


Asp 






60 






Gly 


Glu 


Asn Gly Ala 


Gly Lys 


Ser 






75 




80 


Asp 


Leu 


Ala Pro Val 


Arg Gly 


He 




90 




95 




He 


Gly 


Tyr Phe Ser 


Gin His 


His 


105 






110 




Gin 


Cys 


Leu Trp Glu 


Leu Ala 


Gly 






125 






Glu 


Glu 


Glu Tyr .Arg 


His Gin 


Leu 






140 






Glu 


Leu 


Ala Met Arg 


Pro Leu 


Cys 






155 




160 


Lys 


Pro 


Lys Trp Pro 


Phe Ala 


Gin 




170 




175 




Phe 


Tyr 


He Leu Asp 


Glu Pro 


Thr 


185 






190 




He 


Glu 


Ala Leu Gly 


Pro Cys 


Leu 






205 






He 


Leu 


Val Ser His 


Glu Xaa 


Ser 






220 






Glu 


Leu 


Trp Val Cys 


Xaa Gly 


Gly 






235 




240 


Asp 


Phe 


Asp Gin Tyr 


Arg Ala 


Leu 




250 




255 




Glu 


Gly 


Phe Pro Leu 


Gly Pro 


Pro 


265 






270 




Met 


Gly 


Leu Val Ser 


Gin Thr 


Pro 






285 






Leu 


Pro 


Gly Arg Gly 







300 301 
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<210> 1068 
<211> 215 
<212>Amino acid 
<213> Homo sapiens 



<400> 1068 



Cys 


Ser 


Ala 


Val 


Glu 


Val 


Lys 


Met 


Ala 


Ala 


Arg 


Thr Ala 


Phe 


Gly 


Ala 


1 








5 










10 








15 




Val 


Cys 


Arg 


Arg 


Leu 


Trp 


Gin 


Gly 


Leu 


Gly 


Asn 


Phe Ser 


Val 


Asn 


Thr 








20 










25 








30 






Ser 


Lys 


Gly 


Asn 


Thr 


Ala 


Lys 


Asn 


Gly 


Gly 


Leu 


Leu Leu 


Ser 


Thr 


Asn 






35 










40 








45 








Met 


Lys 


Trp 


Val 


Gin 


Phe 


Ser 


Asn 


Leu 


His 


Val 


Asp Val 


Pro 


Lys 


Asp 




50 










55 










60 








Leu 


Thr 


Lys 


Pro 


Val 


Val 


Thr 


He 


Ser 


Asp 


Glu 


Pro Asp 


He 


Leu 


Tyr 


65 










70 










75 








80 


Lys 


Arg 


Leu 


Ser. 


Val 


Leu 


Val 


Lys 


Gly 


His 


Asp 


Lys Ala 


Val 


Leu 


As P 










85 










90 








95 




Ser 


Tyr 


Glu 


Tyr 


Phe 


Ala 


Val 


Leu 


Ala 


Ala 


Lys 


Glu Leu 


Gly 


He 


Ser 








100 










105 








110 






He 


Lys 


Val 


His 


Glu 


Pro 


Pro 


Arg 


Lys 


lie 


Glu 


Arg Phe 


Thr 


Leu 


Leu 






115 










120 








125 








Gin 


Ser 


Val 


His 


He 


Tyr 


Lys 


Lys 


His 


Arg 


Val 


Gin Tyr 


Glu 


Met 


Arg 




130 










135 










140 








Thr 


Leu 


Tyr 


Arg 


Cys 


Leu 


Glu 


Leu 


Glu 


His 


Leu 


Thr Gly 


Ser 


Thr 


Ala 


145 










150 










155 








160 


Asp 


Val 


Tyr 


Leu 


Glu 


Tyr 


He 


Gin 


Arg 


Asn 


Leu 


Pro Glu 


Gly 


Val 


Ala 










165 










170 








175 




Met 


Glu 


Val 


Thr 


Lys 


Phe 


Cys 


Phe 


Phe 


He 


Phe 


Leu Thr 


Gin 


Leu 


Glu 








180 










185 








190 






Gin 


Leu 


Pro 


Glu 


His 


He 


Lys 


Glu 


Pro 


He 


Trp 


Glu Thr 


Leu 


Ser 


Glu 






195 










200 








205 








Glu 


Lys 


Glu 


Glu 


Ser 


Lys 


Ser 



















210 215 



<210> 1069 
<211> 274 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (274) 

<223> X = any amino acid or stop code 



<400> 1069 
Asp Phe Trp Asp 
1 

Ser Tyr Tyr His 
20 

Arg Lys Val Thr 
35 

Glu Phe Arg Pro 
50 



Thr Ala Gly Gin 
5 

Lys Thr His Ala 

His Arg Asn Leu 
40 

Glu He Pro Cys 
55 



Glu Arg Phe Gin 
10 

Cys He Met Val 
25 

Ser Thr Trp Tyr 

He Val Val Ala 
60 



Ser Met His Ala 
15 

Phe Asp Val Gin 
30 

Thr Glu Leu Arg 
45 

Asn Lys He Asp 
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Gly 


Gly 


Ala 


lie 


Pro 


Ala Pro Gly 


Cys 


Xaa 


Gin Phe Thr 


Gly Asp 


Leu 


65 








70 








75 






80 


Pro 


Ser 


Tvr 
j 


lie 


Ser 


Ser Ser 


He 


Pro 


Arg 


Ala Gly Asn 


Leu 


Gin 


Xaa 








85 








90 






95 




Leu 


Val 


Leu 


Pro 


Pro 


Thr lie Arg 


Tyr 


Asn 


Pro Trp Leu 


Val 


Ala 


Cys 








100 








105 






110 








Leu 


Pro 


Thr 


Leu 


Xaa Arg 


Ser 


Gin 


Leu 


Ser Arg Pro 


Ala 


Leu 


Phe 






115 








120 






125 








lr J. w 




His 


Arcr 


Ser 


Leu Leu 


Thr 


Glu 


Leu 


Phe Leu Gly 


Pro 


Val 


Ser 




130 








135 








140 








Gin 


Ser 


Ser 


Leu 


Pro 


lie Pro 


Leu 


Ser 


Gly 


Met Lys Ala 


Ser Ser Gly 


145 










150 








155 






160 


rxu 


IT i V 


Leu 


Gin 


Thr 


Phe Phe 


Pro 


Ser 


Leu 


Asp Arg Gin 


Thr 


Asn 


Val 










165 








170 






175 






Pro 


Ser 


Leu 


Tvr 


Ala Asp 


lie 


Asn 


Val 


Thr Gin Lys 


Ser 


Phe 


Asn 








180 








185 






190 






IT IXC 






Lys 


Phe 


Ser Leu 


Pro 


Leu. 


Tvr 


Phe Val Ser 


Ala 


Ala 


Asp 






195 








200 






205 








Glv 


Thr 


Asn 


Val 


Val 


Lys Leu 


Phe 


Asn 


Asp 


Ala He Arg 


Leu 


Ala 


Val 


210 








215 








220 








Ser 


Tyr 


Lys 


Gin 


Asn 


Ser Gin Asp 


Phe 


Met 


Asp Glu He 


Phe 


Gin 


Glu 


225 






230 








235 






240 


Leu 


Glu 


Asn 


Phe 


Ser 


Leu Glu 


Gin 


Glu 


Glu 


Glu Asp Val 


Pro 


Asp 


Gin 










245 








250 






255 




Glu 


Gin 


Ser 


Ser 


Ser 


lie Glu 


Thr 


Pro 


Ser 


Glu Glu Val 


Ala 


Ser 


Pro 








260 








265 






270 






His 


Ser 

























274 



<210> 1070 
<211> 368 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<22l> misc__f eature 
<222> (1) . . . (368) 

<223> X = any amino acid or stop code 



<400> 1070 



Gly 


Ala 


Thr 


Pro 


Leu 


Gly 


Ser 


Val 


Gly 


Gly 


Arg Thr Gly Lys Met Asp 


1 








5 










10 


15 


Ala 


Ala 


Thr 


Leu 


Thr 


Tyr 


Asp 


Thr 


Leu 


Arg 


Phe Ala Glu Phe Glu Asp 








20 










25 




30 


Phe 


Pro 


Glu 


Thr 


Ser 


Glu 


Pro 


Val 


Trp 


He 


Leu Gly Arg Lys Tyr Ser 






35 










40 






45 


He 


Phe 


Thr 


Glu 


Lys 


Asp 


Glu 


He 


Leu 


Ser 


Asp Val Ala Ser Arg Leu 




50 










55 








60 


Trp 


Phe 


Thr 


Tyr 


Arg 


Lys 


Asn 


Phe 


Pro 


Ala 


He Gly Gly Thr Gly Pro 


65 










70 










75 80 


Thr 


Ser 


Asp 


Thr 


Gly 


Trp 


Gly 


Cys 


Met 


Leu 


Arg Cys Gly Gin Met He 








85 










90 


95 


Phe 


Ala 


Gin 


Ala 


Leu 


Val 


Cys 


Arg 


His 


Leu 


Gly Arg Asp Trp Arg Trp 








100 










105 




110 


Thr 


Gin 


Arg 


Lys 


Arg 


Gin 


Pro 


Asp 


Ser 


Tyr 


Phe Ser Val Leu Asn Ala 






115 










120 






125 


Phe 


He 


Asp 


Arg 


Lys 


Asp 


Ser 


Tyr 


Tyr 


Ser 


He His Gin He Ala Gin 




130 










135 








140 


Met Gly 


Val 


Gly 


Glu 


Gly 


Lys 


Ser 


He 


Gly 


Gin Trp Tyr Gly Pro Asn 
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14c 








150 




155 










160 


inr vai. 


Til a 
Ala 


ulll 


Val 


Leu Lys 


T /we; T .£^1 1 7\ 1 A Ua 1 
j_> y 0 jjc u nJ- a vox 


Phe 


Asp 


Thr 




Ser 








1 D 3 






170 








175 




Ser Leu 


Al a 

ax a 


Val 


TJ-5 c 


He 


Ala 


Mof ft cys ft cn T'Vi Y* 
rlCL> Hoy J-iOll 111J- 


Val 


Val 


Met 


Glu 


Glu 














185 






190 






He Arg 


Arg 


Leu 


Cys 


Arg 


Thr 


otrl val riu v.yo 


Ala Gly 


Ala 


Thr 


Ala 


* 












200 




205 








Phe Pro 


Ala 


Asp 


Ser 


Asp Arg 


nis L.yc* nbu uiy 


Phe 


Pro 


Ala 


Gly 


Ala 


210 










ZlD 




220 










Glu Val 


inr 


Asn 


Arg 


Pro 


Ser 


±r J. O ± 1 irl U 


Leu 


Val 


Leu 


Leu 


lie 










230 




235 










240 


Pro Leu 


Arg 


Leu 


«iy 


Leu 


Thr 


1qt% Tl a ft cn 11 
nbp 11c rioil V3l W 


Ala 


Tyr 


Val 


Glu 


Thr 








^ A K 
Z fx 3 






250 








255 




Leu Lys 


His 


Cys 


irne 


Met 


Met 


Jtr X. U Olll JCt lie U. 


Gly Val 


xle 


uiy 


uiy 






O £T A 








zoo 






270 






Lys Pro 


Asn 


Ser 


n 1 n 

Ala 


His 


Tyr 


irne iJLe *jJ.y Ada 


Val 


Gly 


ulU 


UlU 


Leu 
















285 








He Tyr 


Leu 


Asp 


Pro 


His 


Thr 


inr (am Fro /via 


Val 


Glu 


Pro 


TVir* 


Asp 












295 




300 










Gly Cys 


Phe 


He 


Pro 


Asp 


Glu 


Ser Phe His Cys 


Gin 


His 


Pro 


Pro 


Cys 


305 








310 




315 










320 


Arg Met 


Ser 


lie 


ftl =a 
iila 


Glu 


Leu 


3\en D yn Gay Tl 0 
AtS^J rlU OCI. lie 


Ala 


Val 


Val 


ft rci 


Glv 






325 






330 








335 




Gly His 


Leu 


Ser 


Thr 


Gin 


Ala 


Phe Gly Ala Glu 


Cys 


Cys 


Leu 


Gly 


Met 






J ft U 








345 






350 






Thr Arg 


Lys 


inr 


irne 


Gly Phe 


T .01 1 ft yn Dh 0 Dh a 
ucu .rti y xriie irixe 


Phe 


Ser 


Met 


Leu 


Glv 
oiy 




355 










360 




365 






368 


<210> : 


1071 




















<2ll> i 


Bl 




















< 2 12 > Amino 


acid 
















<213> Homo 


sapiens 
















<400> ; 


1071 




















Ala Leu 


Cys Val. 


Val 


Pro 


Phe 


Aon inr irne ms 


Asn 


Asp 


flic 


Leu 


Leu 


1 






5 






1 u 








15 




Leu Asp 


Lys 


Glu 


Gly 


Thr 


Leu 


ft en Dm M&T* 
Jtr lv val 


Asp 


Ser 


Phe 


Ser 


Thr 






20 








25 






30 






His Trp 


Thr 


Thr 


lie 


Gly Pro 


Ala Asp Met Phe 


Phe 


Ser 


Phe 


Arg 


Gin 




35 










40 




45 








His Tyr 


Lys 


Asn 


Phe 


Lys 


Ser 


His Gly Thr Asn 


Pro 


Ser 


Lys 


Ser 


Val 


50 










55 




60 










Trp Ala 


His 


Ala 


Thr 


Cys 


Gin 


cpy p v«i Al a Phe 


Pro 


Asn 


Leu 


Leu 


Glv 


65 








70 




75 










80 


Trp 
























81 
























<210> ; 


1072 




















<211> 


494 




















<212>Amino 


acid 
















<213> Homo 


sapiens 

















589 



WO 01/53455 



PCT/US00/35017 



<4O0> 1072 



Thr Arg 


Leu 


Ala 


Glu 


Phe 


Gly Thr 


1 






5 








Cys Glu 


Gin 


Gin 


Cys 


Glu 


Pro Gly 






20 










Cys Arg 


Leu 


Gly Phe 


Arg 


Pro 


Ala 




35 










40 


Asp Thr 


Asp 
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<210> 1073 
<211> 468 
<212>Amino acid 
<213> Homo sapiens 
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195 








200 








205 








Ala Val 


Leu 


Leu 


Ala 


Val 


Thr Leu 


Thr 


Val Pro 


Val 


Val 


Leu 


Phe 


Pro 


210 










215 






220 










He Arg 


Arg 
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225 
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Arg 


His 


Val 
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He Leu 
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Val 


Leu 


Val 


Asn 
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Val 
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Val 
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He 
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He 
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288 



<210> 1075 
<211> 273 
<212>Amino acid 
<213> Homo sapiens 
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<220> 

<221> misc_feature 
<222> (1) . . . (273) 

<223> X = any amino acid or stop code 



<400> 1075 

Gly Ala Gly Ser Lys Ser Ser Met Met Gin Leu Met His Leu Glu Ser 

1 5 10 15 

Phe Tyr Glu Lys Pro Pro Pro Gly Leu lie Lys Glu Asp Asp Thr Lys 

20 25 30 

Pro Glu Asp Cys He Pro Asp Val Pro Gly Asn Glu His Ala Arg Glu 

35 40 45 

Phe Leu Ala His Thr Pro Thr Lys Gly Leu Trp Met Pro Leu Glu Lys 

50 * 55 60 

Glu Val Lys Val Lys His Cys Thr Phe His Trp He Ala Ser Xaa Phe 
65 70 75 80 

Leu Gly Asp Gly Lys Phe He Pro Lys Ala Thr Arg Leu Lys Asp Val 

85 90 95 

Trp Val Ser Asn Xaa Phe Thr Cys Leu Phe Trp Asp Leu Thr Arg Phe 

100 105 HO 

lie His Asp Cys He Phe Phe Xaa Asn Trp Ser Leu Met Asn Lys Asn 

115 120 125 

Phe Asn He He Tyr Xaa Phe Phe He Ser Leu Arg Xaa Asn Thr Leu 

130 135 140 

He Leu Gin Lys Tyr Phe Pro Phe Ser Leu Leu Leu Gly Trp His Cys 
145 150 155 160 

Lys Trp Tyr Gly His Arg Thr Gly Tyr Lys Glu Cys Pro Phe Phe He 

165 170 175 

Lys Asp Asn Gin Lys Leu Gin Gin Phe Arg Val Ala His Glu Asp Phe 

180 185 190 

Met Tyr Asp He He Arg Asp Asn Lys Gin His Glu Lys Asn Val Arg 

195 200 205 

He Gin Gin Leu Lys Gin Leu Leu Glu Asp Ser Thr Ser Gly Glu Asp 

210 215 220 

Arg Ser Ser Ser Ser Ser Ser Glu Gly Lys Glu Lys His Lys Lys Lys 
225 230 235 240 

Lys Lys Lys Glu Lys His Lys Lys Arg Lys Lys Glu Lys Lys Lys Lys 

245 250 255 

Lys Lys Arg Lys His Lys Ser Ser Lys Ser Asn Glu Gly Ser Asp Ser 
260 265 270 

Glu 
273 



<210> 1076 
<211> 815 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . - . (815) 

<223> X = any amino acid or stop code 



<400> 1076 

Glu He Ala Gly Ala Ala Ala Glu Asn Met Leu Gly Ser Leu Leu Cys 
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Ser 
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Ser 
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Ser 


Glu 
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He 


Pro 
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Ser 


Glu 
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Ser 
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Asp 


Phe 
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Glv 
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Met 


Asp 


Glu 


He 


Thr 


His 


Asp 


Phe 




X J u 
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Gin 


His 


Phe 


Gin 


His 


He 


Glu 


Ala 


Glu 
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Ser 


Ser 


Ser 


Ala 


His 


Gin 


Leu 


Thr 


Ser 
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Leu 


Leu 


Ala 


Met 


Phe 


Asp 


Pro 


Leu 


Ser 
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Val 


Val 




Pro 


Lys 


Val 


His 


Tvr 


Ala 






J. j j 
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Pro 


Pro 


He 


Leu 


Glu 


Glv 


Ala 


Val 
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irx \J 




Phe 


Gly 


Ser 


Pro 


Met 


Phe 


Xaa 
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Phe 


Lys 


Gin 




His 


Ser 


Tvr 

±yx 


Thr 


Pro 










245 










Seir 


Ser 


Asp 


He 


Val 


Ser 


Ser 


Val 


Arcr 








^ O U 










265 




A en 


Arg 


ni y 


Pro 


Glv 


Asn 


Glu 


Glu 






07c 










280 




Ala 


He 


Gly 


Ala 


Thr 


Ser 


Leu 


Val 


Ala 




£i Zf \J 










295 






OCX 


Pro 


Ser 


Lys 


Asp 


Ser 


Ser 


Arcr 


Glv 












O X w 








Ser 


Asp 


Asp 


Glu 


Lys 


Ser 


Asp 


Arcr 


Asn 




















Phe 


Val 


Ser 


Ala 


Met 


Pro 


Lys 


Ala 


Pro 








340 










345 
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Gin 
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Lys 


Asp 


Lvs 


Asp 


Asp 


Leu 






355 










360 




Leu 


Thr 


Asp 


Asp 


Pro 


Ser 


Pro 


Arcr 


Leu 




370 










375 






Glu 


Asp 


He 


Leu 


Asp 


Lys 


Tyr 


Arg 


Asn 


385 










390 








Ser 


ASD 


Glv 


Ala 


Met 


Ala 


Asn 
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.* 


Glu 










405 
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Ser 


Ala 
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Asp 


Ser 


Pro 


Arg 
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Asp 
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Pro 


Asp 


Ser 


Ala 
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440 
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Ser 


A 1 a 
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Arg 


Asp 


Ma 




450 
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Ser 


Ala 


Asp 
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Val 


Ala 


Phe 


465 










470 








Arg 


Asn 


Gly 


Leu 


Pro 


Asp 


His 


Thr 


Asp 
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Cys 


Phe 


Leu 
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Val 


Gin 


He 


Ala 


Glu 
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Asn 
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Met 


Ala 
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Leu 


Gin 


Glu 


Thr 
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10 










15 




Asp 


Pro 




Thr 


Glv 

oxy 


Ser 


Thr 










30 






Ser 


Val 


Glu 


Val 


Leu 


Pro 


Ser 








45 








Glu 


Glu 


Arcr 


Leu 


Gin 


Glu 


Leu 






60 










Ser 


Asp 


Asp 


Thr 


Asp 


Val 


Arcr 




75 










80 


Glv 

oxy 


Leu 


Ser 


Val 


Val 


Ser 


Glv 


90 










95 




Asn 


Lys 


He 


Glu 


Asp 


Leu 


Arcr 










110 






T ,vcj 


Asp 


Ser 


Val 


Thr 


Ser 


Pro 








125 








Leu 




lie 


Leu 


Gin 


Pro 


Lys 






140 










<nX d 


Asp 


Met 


A yet 

Axy 


Tie 

xxc 


Gin 


Leu 




155 










160 


Pro 


Jc X \J 


Ser 


Gin 


Ser 


Glu 


Ser 


170 










175 




Ser 


His 


Glu 


Glv 
oxy 


Ala 


Ser 


Ala 










190 






Arcr 
Ai.y 


Pro 


Ser 


His 


Pro 


Pro 


Pro 








205 








Gly 


Gly 


Asn 


Glu 


Ala 


A r*rr 

Axy 


Leu 






220 










Leu 


Pro 


rxXcL 


Rl 11 

OX LI 


1*1 G L. 


m 11 

Ol Lt 


Ala 




^ O -3 










240 


fil n 
ui u 


Arg 


Leu 


Val 

V CIX 


Ary 


Ser 


Arg 


250 










255 




m y 


Pro 


Met 


Ser 


Asp 


Pro 


Ser 










270 






A fry 


\JX u 


Leu 


Pro 


Pro 


Ala 


Ala 
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a "I o 


F1TO 


XIX O 




Car 
OCX 


Car 


Ser 
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\3XLL 


11 IX 


VJX LI 
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Arg 


_ 

Lys 


Aon 














320 


Arg 




irp 


JL J.JJ 


Arg 


Lys 


Axy 


330 










335 




Tip 

11c 


XT X *w> 


Phe 


A vrr 


Lys 


Lys 


Glu 










350 






Gly 


Pro 


Asp 


«xy 


Phe 


Ser 


Thr 








365 
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Ala 


Gin 


Ala 


Gin 


Val 


Ala 






380 










Ala 


He 


Lys 


Arcr 


Thr 


Ser 


Pro 
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400 


Ser 


Thr 


Glu 


Val 


Met 


Glv 


Asp 


410 










415 




Asp 


Glu 


Ala 


Leu 


Gin 


Asn 


He 










430 






Ser 


Gin 


Ala 


Ala 


His 


Pro 


Gin 








445 








Xty 0 


uys 


T,vq 
xiy 0 


Leu 


A -r-rr 
Axy 


Leu 


Ala 






460 










Pro 


Val 


Leu 


Thr 


His 


Ser 


Thr 




475 










480 


Pro 


Glu 


Asp 


Asn 


Glu 


He 


Val 


490 










495 




Ala 


He 


Asn 


Leu 


Gin 


Asp 


Lys 










510 






Met 


Arg 


Cys 


Val 


Cys 


Arg 


Phe 
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515 520 525 

Asp Asn Arg Thr Cys Arg Lys Leu Leu Ala Ser lie Ala Glu Asp Tyr 

530 535 540 

Arg Lys Arg Ala Pro Tyr lie Ala Tyr Leu Thr Arg Cys Arg Gin Gly 
545 550 555 560 

Leu Gin Thr Thr Gin Ala His Leu Glu Arg Leu Leu Gin Arg Val Leu 

565 570 575 

Arg Asp Lys Glu Val Ala Asn Arg Tyr Phe Thr Thr Val Cys Val Arg 

580 585 590 

Leu Leu Leu Glu Ser Lys Glu Lys Lys He Arg Glu Phe He Gin Asp 

595 600 605 

Phe Gin Lys Leu Thr Ala Ala Asp Asp Lys Thr Ala Gin Val Glu Asp 

610 615 620 

Phe Leu Gin Phe Leu Tyr Gly Ala Met Ala Gin Asp Val He Trp Gin 
625 630 635 640 

Asn Ala Ser Glu Glu Gin Leu Gin Asp Ala Gin Leu Ala He Glu Arg 

645 650 655 

Ser Val Met Asn Arg He Phe Lys Leu Ala Phe Tyr Pro Asn Gin Asp 

660 665 670 

Gly Asp He Leu Arg Asp Gin Val Leu His Glu His He Gin Arg Leu 

675 680 685 

Ser Lys Val Val Thr Ala Asn His Arg Ala Leu Gin He Pro Glu Val 

690 695 700 

Tyr Leu Arg Glu Ala Pro Trp Pro Ser Ala Gin Ser Glu He Arg Thr 
705 710 715 720 

He Ser Ala Tyr Lys Thr Pro Arg Asp Lys Val Gin Cys He Leu Arg 

725 730 735 

Met Cys Ser Thr He Met Asn Leu Leu Ser Leu Ala Asn Glu Asp Ser 

740 745 750 

Val Pro Gly Ala Asp Asp Phe Val Pro Val Leu Val Phe Val Leu He 

755 760 765 

Lys Ala Asn Pro Pro Cys Leu Leu Ser Thr Val Gin Tyr He Ser Ser 

770 775 780 

Phe Tyr Ala Ser Cys Leu Ser Gly Glu Glu Ser Tyr Trp Trp Met Gin 
785 790 795 800 

Phe Thr Ala Ala Val Glu Phe He Lys Thr He Asp Asp Arg Lys 
805 - 810 815 



<210> 1077 
<211> 256 
<2l2>Amino acid 
<213> Homo sapiens 



<4O0> 1077 



Trp Pro 


Met 


Ser Leu 


Ala Arg Gly 


1 




5 




Ala Ala 


Pro 


Leu Ser 


Glu Glu Gly 






20 




Leu Ala 


Val 


Glu Asp 


Thr Gly Gly 




35 




40 


Glu Asp 


Glu 


Gly Glu 


Gly Gly Arg 


50 






55 


Gly Gly 


Glu 


Glu Ala 


Gin Gly Glu 


65 






70 


Pro Ala 


Glu 


Glu Asp 


Ser Glu Asp 






85 




Glu Val 


Glu 


Leu Pro 


Ala Asp Gly 






100 




Glu He 


Gin 


Arg Leu 


Tyr Glu Leu 



His Gly Asp Thr Ala Ala Ser Thr 

10 15 
Glu Val Thr Ser Gly Leu Gin Ala 

25 30 
Pro Ser Ala Ser Ala Gly Lys Ala 
45 

Glu Glu Thr Glu Arg Glu Gly Ser 
60 

Val Pro Ser Ala Gly Gly Glu Glu 
75 80 
Trp Cys Val Pro Cys Ser Asp Glu 

90 95 
Gin Pro Trp Met Pro Pro Pro Ser 
105 HO 
Leu Ala Ala His Gly Thr Leu Glu 
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115 










120 


125 




Leu 


Gin 


Ala 


Glu 


lie 


Leu 


Pro 


Arg Arg Pro Pro Thr 


Pro Glu Ala 


Gin 




130 










135 


140 






Ser 


Glu 


Glu 


Glu 


Arcr 


Ser 


Asp 


Glu Glu Pro Glu Ala 


Lys Glu Glu 


Glu 


145 










150 




155 




160 


Glu 


Glu 


Lvs 


Pro 


His 


Met 


Pro 


Thr Glu Phe Asp Phe 


Asp Asp Glu 


Pro 










165 






170 


175 




Val 


Thr 


Pro 


Lvs 


Asp 


Ser 


Leu 


lie Asp Arg Arg Arg 


Thr Pro Gly 


Ser 








180 








185 


190 




Ser 


Ala 


Arg 


Ser 


Gin 


Lys 


Arg Glu Ala Arg Leu Asp 


Lys Val Leu 


Ser 






195 










200 


205 




Asp 


Met 


Lys 


Arg 


His 


Lys 


Lys 


Leu Glu Glu Gin He 


Leu Arg Thr 


Gly 




210 










215 


220 






Arg 


Asp 


Leu 


Phe 


Ser 


Leu 


Asp 


Ser Glu Asp Pro Ser 


Pro Ala Ser 


Pro 


225 










230 




235 




240 


Pro 


Leu 


Arg 


Ser 


Ser 


Gly 


Ser 


Ser Leu Phe Pro Arg 


Gin Arg Lys 


Tyr 










245 






250 


255 


256 



<210> 1078 
<211> 590 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc^feature 
<222> (1) . . . (590) 

<223> X = any amino acid or stop code 



<400> 1078 



Leu 


Gly 


Arg 


Gly 


Thr 


Phe 


Gly 


Gin 


Val 


Val 


Xaa 


Cys 


Trp Lys Arg 


Gly 


1 








5 










10 






15 




Thr 


Asn 


Glu 


He 
20 


Val 


Ala 


He 


Lys 


He 
25 


Leu 


Lys 


Asn 


His Pro Ser 
30 


Tyr 


Ala 


Arg 


Gin 
35 


Gly 


Gin 


He 


Glu 


Val 
40 


Ser 


He 


Leu 


Ala 


Arg Leu Ser 
45 


Thr 


Glu 


Ser 


Ala 


Asp 


Asp 


Tyr 


Asn 


Phe 


Val 


Arg 


Ala Tyr 


Glu Cys Phe 


Gin 




50 










55 










60 






His 


Lys 


Asn 


His 


Thr 


Cys 


Leu 


Val 


Phe 


Glu 


Met 


Leu 


Glu Gin Asn 


Leu 


65 










70 










75 






80 


Tyr 


Asp 


Phe 


Leu 


Lys 
85 


Gin 


Asn 


Lys 


Phe 


Ser 
90 


Pro 


Leu 


Pro Leu Lys 
95 


Tyr 


lie 


Arg 


Pro 


Val 
100 


Leu 


Gin 


Gin 


Val 


Ala 
105 


Thr 


Ala 


Leu 


Met Lys Leu 
110 


Lys 


Ser 


Leu 


Gly 
115 


Leu 


He 


His 


Ala 


Asp 
120 


Leu 


Lys 


Pro 


Glu 


Asn He Met 
125 


Leu 


Val 


Asp 
130 


Pro 


Ser 


Arg 


Gin 


Pro 
135 


Tyr 


Arg 


Val 


Lys 


Val 
140 


lie Asp Phe 


Gly 


Ser 


Ala 


Ser 


His 


Val 


Ser 


Lys 


Ala 


Val 


Cys 


Ser 


Thr 


Tyr Leu Gin 


Ser 


145 










150 










155 






160 


Arg 


Tyr 


Tyr 


Arg 


Ala 


Pro 


Glu 


lie 


He 


Leu 


Gly Leu 


Pro Phe Cys 


Glu 










165 










170 






175 




Ala 


lie 


Asp 


Met 
180 


Trp 


Ser 


Leu 


Gly 


Cys 
185 


Val 


He 


Ala 


Glu Leu Phe 
190 


Leu 


Gly 


Trp 


Pro 


Leu 


Tyr 


Pro 


Gly 


Ala 


Ser 


Glu 


Tyr Asp 


Gin He Arg 


Tyr 






195 










200 










205 




He 


Ser 
210 


Gin 


Thr 


Gin 


Gly 


Leu 
215 


Pro 


Ala 


Glu 


Tyr 


Leu 
220 


Leu Ser Ala 


Gly 
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Thr 


Lvs 


Thr 


Thr 


Arg 


Phe 


Phe Asn Arg 


Asp 


Thr 


Asp 


Ser 


Pro 


Tyr 


Pro 


225 










230 








235 










240 


Leu 


Trp 


Arg 


Leu 


Lys 


Thr 


Pro Asp Asp 


His 


Glu 


Ala 


Glu 


Thr 


Gly 


He 










245 








250 










255 




Lys 


Ser 


Lys 


Glu 
260 


Ala 


Arg 


Lys Tyr 


He 
265 


Phe 


Asn 


Cys 


Leu 


Asp 
270 


Asp 


Met 


Ala 


Gin 


Val 


Asn 


Met 


Thr 


Thr Asp Leu 


Glu 


Gly Ser Asp 


Met 


Leu 


Val 






275 








280 










285 








Glu 


Lys 


Ala 


Val 


Arg 


Arg 


Glu Phe 


He 


Asp 


Leu 


Leu Lys 


Lys 


Met 


Leu 




290 










295 








300 










Ser 


lie 


Asp 


Ser 


Val 


Lys 


Arg Phe 


Ser 


Pro 


Val. 


Gly' Ser 


Leu 


Asn 


His 


305 










310 








315 










320 


Pro 


Phe 


Val 


Thr 


Met 
325 


Ser 


Leu Phe 


Leu 


Asp 
330 


Phe 


Pro 


His 


Ser 


Thr 
335 


His 


Val 


Lvs 


Ser 


Cys 
340 


Phe 


Gin 


Asn Met 


Glu 
345 


He 


Cys 


Lys 


Arg 


Arg 
350 


Val 


Asn 


Met 


Tvr 


Asp 
355 


Thr 


Val 


Asn 


Gin Ser 
360 


Lys 


Thr 


Pro 


Phe 


He 
365 


Thr 


His 


Val 


Ala 


Pro 
370 


Ser 


Thr 


Ser 


Thr 


Asn Leu 
375 


Thr 


Met 


Thr 


Phe 
380 


Asn 


Asn 


Gin 


Leu 


Thr 


Thr 


Val 


His 


Asn 


Gin 


Pro Ser 


Ala 


Ala 


Ser 


Met 


Ala 


Ala 


Val 


Ala 


385 










390 








395 










400 


Gin 


Arcr 


Ser 


Met 


Pro 


Leu 


Gin Thr Gly 


Thr 


Ala 


Gin 


He 


Cys 


Ala 


Arg 










405 








410 










415 




Pro 


Asp 


Pro 


Phe 
420 


Gin 


Gin 


Ala Leu 


He 
425 


Val 


Cys 


Pro 


Pro 


Gly 
430 


Phe 


Gin 


Glv 


Leu 


Gin 


Ala 


Ser 


Pro 


Ser Lys 


His 


Ala 


Gly Tyr 


Ser 


Val 


Arg 


Met 






435 








440 










445 








Glu 


Asn 


Ala 


Val 


Pro 


He 


Val Thr 


Gin 


Ala 


Pro Gly Ala 


Gin 


Pro 


Leu 




450 










455 








460 










Gin 


lie 


Gin 


Pro 


Gly 


Leu 


Leu Ala 


Gin 


Gin 


Ala 


Trp 


Pro 


Ser 


Gly 


Thr 


465 










470 








475 










480 


Gin 


Gin 


He 


Leu 


Leu 


Pro 


Pro Ala Trp 


Gin 


Gin 


Leu 


Thr 


Gly 


Val 


Ala 










485 








490 










495 




Thr 


His 


Thr 


Ser 
500 


Val 


Gin 


His Ala 


Ala 
505 


Val 


lie 


Pro 


Glu 


Thr 
510 


Met 


Ala 


Glv 


Thr 


Gin 


Gin 


Leu 


Ala 


Asp Trp Arg 


Asn 


Thr 


His 


Ala 


His 


Gly 


Ser 






515 








520 










525 








His 


Tvr 
530 


Asn 


Pro 


He 


Met 


Gin Gin 
535 


Pro 


Ala 


Leu 


Leu 
540 


Thr 


Gly 


His 


Val 


Thr 


Leu 


Pro 


Ala 


Ala 


Gin 


Pro Leu 


Asn 


Val 


Gly Val Ala 


His 


Val 


Met 


545 










550 








555 










560 


Arg 


Gin 


Gin 


Pro 


Thr 
565 


Ser 


Thr Thr 


Ser 


Ser 
570 


Arg 


Lys 


Ser 


Lys 


Gin 
575 


His 


Leu 


Tyr 


Cys 


Gly 
580 


Arg 


Ala 


Arg Val 


Ser 
585 


Lys 


He 


Ala 


Ser 


Arg 
590 







<210> 1079 
<211> 904 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (904) 

<223> X = any amino acid or stop code 



<400> 1079 

Glu Phe Ala He Cys Arg Tyr Pro Leu Gly Met Ser Gly Gly Gin He 
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1 5 10 15 

Pro Asp Glu Asp He Thr Ala Ser Ser Gin Trp Ser Glu Ser Thr Ala 

20 25 30 

Ala Lys Tyr Gly Arg Leu Asp Ser Glu Glu Gly Asp Gly Ala Trp Cys 

35 40 45 

Pro Glu He Pro Val Glu Pro Asp Asp Leu Lys Glu Phe Leu Gin He 

50 55 60 

Asp Leu His Thr Leu His Phe He Thr Leu Val Gly Thr Gin Gly Arg 
65 70 75 80 

His Ala Gly Gly His Gly He Glu Phe Ala Pro Met Tyr Lys He Asn 

85 90 95 

Tyr Ser Arg Asp Gly Thr Arg Trp He Ser Trp Arg Asn Arg His Gly 

100 105 HO 

Lys Gin Val Leu Asp Gly Asn Ser Asn Pro Tyr Asp He Phe Leu Lys 

115 . 120 125 

Asp Leu Glu Pro Pro He Val Ala Arg Phe Val Arg Phe He Pro Val 

130 135 140 

Thr Asp His Ser Met Asn Val Cys Met Arg Val Glu Leu Tyr Gly Cys 
145 150 155 160 

Val Trp Leu Asp Gly Leu Val Ser Tyr Asn Ala Pro Ala Gly Gin Gin 

165 170 175 

Phe Val Leu Pro Gly Gly Ser He He Tyr Leu Asn Asp Ser Val Tyr 

180 185 190 

Asp Gly Ala Val Gly Tyr Ser Met Thr Glu Gly Leu Gly Gin Leu Thr 

195 200 205 

Asp Gly Val Ser Gly Leu Asp Asp Phe Thr Gin* Thr His Glu Tyr His 

210 215 220 

Val Trp Pro Gly Tyr Asp Tyr Val Gly Trp Arg Asn Glu Ser Ala Thr 
225 230 235 240 

Asn Gly Tyr He Glu He Met Phe Glu Phe Asp Arg He Arg Asn Phe 

245 250 255 

Thr Thr Met Lys Val His Cys Asn Asn Met Phe Ala Lys Gly Val Lys 

260 265 270 

He Phe Lys Glu Val Gin Cys Tyr Phe Arg Ser Glu Ala Ser Glu Trp 

275 280 285 

Glu Pro Asn Ala He Ser Phe Pro Leu Val Leu Asp Asp Val Asn Pro 

290 295 300 

Ser Ala Arg Phe Val Thr Val Pro Leu His His Arg Met Ala Ser Ala 
305 310 315 320 

He Lys Cys Gin Tyr His Phe Ala Asp Thr Trp Met Met Phe Ser Glu 

325 330- 335 

He Thr Phe Gin Ser Asp Ala Ala Met Tyr Asn Asn Ser Glu Ala Leu 

340 345 350 

Pro Thr Ser Pro Met Ala Pro Thr Thr Tyr Asp Pro Met Leu Lys Val 

355 360 . 365 

Asp Asp Ser Asn Thr Arg He Leu He Gly Cys Leu Val Ala He He 

370 375 380 

Phe He Leu Leu Ala He He Val He He Leu Trp Arg Gin Phe Trp 
385 390 395 400 

Gin Lys Met Leu Glu Lys Ala Ser Arg Arg Met Leu Asp Asp Glu Met 

405 410 415 

Thr Val Ser Leu Ser Leu Pro Ser Asp Ser Ser Met Phe Asn Asn Asn 

420 425 430 

Arg Ser Ser Ser Pro Ser Glu Gin Gly Ser Asn Ser Thr Tyr Asp Arg 

435 440 445 

He Phe Pro Leu Arg Pro Asp Tyr Gin Glu Pro Ser Arg Leu He Arg 

450 455 460 

Lys Leu Pro Glu Phe Ala Pro Gly Glu Glu Glu Ser Gly Cys Ser Gly 
465 470 475 480 

Val Val Lys Pro Val Gin Pro Ser Gly Pro Glu Gly Val Pro His Tyr 

485 490 495 

Ala Glu Ala Asp He Val Asn Leu Gin Gly Val Thr Gly Gly Asn Thr 

500 505 510 

Tyr Ser Val Pro Ala Val .Thr Met Asp Leu Leu Ser Gly Lys Arg Cys 
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515 










520 










525 






Glv 


Cys 
530 


Glv 


Arcr 


Glu 


Phe 


Pro 
535 


Pro 


Gly 


Lys 


Leu 


Leu 
540 


Thr 


Phe Lys 


Glu 


Lys 


Leu 


Glv 


Glu 


Gly 


Gin 


Phe 


Gly 


Glu 


Val 


His 


Leu 


Cys 


Glu Val 


Glu 


545 










550 










555 








560 


Glv 
j 


Met 


Glu 


Lvs 


Phe 


Lys 


Asp 


Lys 


Asp 


Phe 


Ala 


Leu Asp Val Ser 


Ala 








565 










570 








575 




Asn 


Gin 


Pro 


Val 


Leu 


Val 


Ala 


Val 


Lys 


Met 


Leu 


Arg Ala Asp Ala 


Asn 








580 










585 










590 




Lys 


Asn 


Ala 
595 


Arg 


Asn 


Asd 


Phe 


Leu 
600 


Lys 


Glu 


He 


Lys 


He 
605 


Met Ser 


Arg 


Leu 


Lys 
610 


Asp 


Pro 


Asn 


lie 


He 
615 


His 


Leu 


Leu 


Ser 


Val 
620 


Cys 


He Thr 


Asp 


Asp 


Pro 


Leu 


Cys 


Met 


He 


Thr 


Glu 


Tvr 


Met 


Glu 


Asn 


Gly Asp Leu 


Asn 


625 










630 










635 








640 


Gin 


Phe 


Leu 


Ser 


Arcr 
645 


His 


Glu 


Pro 


Pro 


Asn 
650 


Ser 


Ser 


Ser 


Ser Asp 
655 


Val 


Arcr 


Thr 


Val 


Ser 


Tvr 


Thr 


Asn 


Leu 


Lys 


Phe 


Met 


Ala 


Thr 


Gin He 


Ala 






660 










665 










670 




Ser 


Gly 


Met 
675 


Lys 


Tvr 


Leu 


Ser 


Ser 
680 


Leu 


Asn 


Phe 


Val 


His 
685 


Arg Asp 


Leu 


Ala 


Thr 


Arg 


Asn 


Cvs 


Leu 


Val 


Gly 


Lys 


Asn Tyr 


Thr 


He 


Lys He 


Ala 




690 










695 










700 








Asp 


Phe 


Glv 


Met 


Ser 


Arg Asn 


Leu 


Tyr 


Ser Gly 


Asp 


Tyr 


Tyr Arg 


He 


705 










710 










715 








720 


Gin 


Glv 


Arcr 


Ala 


Val 


Leu 


Pro 


He 


Arg 


Trp 


Met 


Ser 


Trp 


Glu Ser 


He 








725 










730 








735 




Leu 


Leu 


Glv 


Lvs 


Phe 


Thr 


Thr 


Ala 


Ser 


Asp Val 


Trp 


Ala 


Phe Gly 


Val 








740 










745 










750 






Leu 




Glu 


Thr 


Phe 


Thr 


Phe 


Cvs 


Gin Arg 


Lys 


Gly 


Pro Tyr 


Ser 






755 










760 










765 






Gin 


Leu 


Ser 


Asp 


Glu 


Thr Gly 


Tvr 

* Jr ^ 


Xaa 


Arg Asn 


Thr Gly Glu Phe 


Phe 




770 










775 










780 








Pro 


Arg* 


Pro 


Lys 


Glv 


Gly Gin 


Thr 


Tvr 


Leu 


Pro 


Ser 


Thr 


Ser Pro 


Phe 


785 










790 










795 








800 


Val 


Pro 


Asp 


Ser 


Cys 
805 


Val 


lie 


Lvs 


Leu 


Met 
810 


Leu 


Ser 


Cys 


Trp Arg 
815 


Arg 


Asp 


Thr 


Lys 


Asn 


Arcr 


Pro 


Ser 


Phe 


Gin 


Glu 


He 


His 


Leu 


Leu Leu 


Leu 






820 










825 










830 




Gin 


Gin 


Glv 


Asp 


Glu 


Arg Cys 


Cvs 


Gin 


Cys 


Leu 


Ala 


Met 


Phe Leu 


Arg 






835 










840 










845 






Leu 


Arg 


Ser 


Ser 


Leu 


Gin Asp 


Leu 


Pro 


Leu 


Thr 


His 


Ala 


Tyr Ala 


Thr 




850 










855 










860 








Pro 


Ser 


Gly 


His 


Leu 


Met 


Lys 


Leu 


Arg 


Asp Arg 


Gly Leu 


Phe Ala 


Leu 


865 










870 










875 








880 


Pro 


Ser 


Phe 


Pro 


Gly 
885 


His 


Pro 


His 


Ser 


Leu 
890 


Pro 


Leu 


Thr 


His He 
895 


Tyr 


Phe 


Phe 


Phe 


Phe 


Thr 


Leu Lys 


Asn 

















900 904 



<210> 1080 
<211> 304 
<212>Amino acid 
<213> Homo sapiens 



<400> 1080 

Cys Ser Ala Ser Pro Leu Arg Pro Gly Leu Leu Ala Pro Asp Leu Leu 

15 10 15 

Tyr Leu Pro Gly Ala Gly Gin Pro Arg Arg Pro Glu Ala Glu Pro Gly 
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20 


25 


Gin Lys 


Pro 


Val Val Pro Thr Leu 


Tyr 




35 


40 




Ser Pro 


Ala 


Leu Pro Gly Leu Ser 


Gly 


50 




55 




Val Glu 


Glu 


Thr He Glu Val Arg 


Val 


65 




70 




Val Ser 


Pro 


Thr Thr Glu Val Pro 


Arg 






85 




Thr Leu 


Pro 


Gly Ala Thr Pro Gly 


Gly 






100 


105 


Asn Asn 


Lvs 


Leu Leu Ala Gin Glu 


Ala 




115 


120 




Val Gly 


Val 


Arg Glu Pro Leu Val 


Phe 


130 




135 




Val Aso 


Tro 

Jr 


Ala Ala Ser Gly Met 


Gly 


145 




150 




Met Glu 


Glu 


Ala Gly Glu Glu Glu 


Gly 






165 




Thr Glu 


Glu 


Ser Gin Asp Thr His 


Ser 






180 


185 


lie Leu 


Thr 


His Asn Gly Arg Met 


Leu 




195 


. 200 




Tyr Val 


Pro 


Gly Glu Gly Glu Thr 


Phe 


210 




215 




Gly Ala 


Pro 


Asp Asp Pro Pro Cys 


Glu 


225 




230 




lie Gly 


Glu 


Pro Thr Val Gly Ser 


Leu 






245 




His Trp 


Val 


Pro Glu Ala Leu Ser 


Ala 






260 


265 


Gly Arg 


His 


His Arg Asp Pro Arg 


Ser 




275 


280 




Ser Ser 


Cys 


Gly Arg Pro Arg Leu 


Gly 


290 




295 





%210> 1081 
<211> 139 
<212>Amino acid 
<213> Homo sapiens 



<400> 1081 



Gin Gly 


Leu 


Ala 


Ala 


Glu Phe Leu 


Gin 


1 






5 






Tyr Thr 


Ala 


Ala 


Cys 


Val Leu Thr 


Thr 






20 






25 


Leu Ser 


Pro 


Phe 


Gin 


Leu Tyr Phe 


Asn 




35 






40 




Phe Gin 


Ala 


Pro 


Phe 


Leu Pro Trp 


Ala 


50 








55 




Leu Gly 


Asn 


Ser 


He 


Leu Val Asp 


Leu 


65 








70 




He Tyr 


Tyr 


Phe 


Leu 


Glu Asp Val 


Phe 








85 






Arg Leu 


Leu 


Gin 


Thr 


Pro Gly Phe 


Leu 






100 






105 


Pro Ala 


Gly 


Ser 


Ser 


Leu Thr He 


Trp 



PCTAJSOO/35017 

30 



Val Thr Glu Ala 


Glu 


Ala 


His 


45 








Pro Gin Pro Lys 


Trp Val 


Glu 


60 








Lys Lys Met Gly 


Pro 


Gin 


Gly 


75 






80 


Ser Ser Ser Gly 


His 


Leu 


Phe 


90 




95 




Asp Pro Asn Ser 


Asn 


Asn 


Ser 




110 






Trp Ala Gin Gly 


Thr 


Ala 


Met 


125 








Arg Val Asp Ala 


Arg Gly 


Ser 


140 








Ser Leu Glu Glu 


Glu Gly 


Thr 


155 






160 


Glu Asp Gly Asp 


Ala 


Phe 


Val 


170 




175 




Leu Gly Asp Arg 


Asp 


Pro 


Lys 




190 






Thr Leu Ala Asp 


Leu 


Glu 


Asp 


205 








His Cys Gly Gly 


Pro Gly 


Pro 


220 








Val Ser Val He 


Gin Arg 


Glu 


235 






240 


Cys Cys Ser Ala 


Trp Gly 


Met 


250 




255 




Ser Leu Gly Leu 


Ser 


Pro 


Met 




270 






Val Ala Leu Arg 


Ala 


Pro 


Pro 


285 








Leu Trp Ala Val 


Leu 


Pro 


Gly 


300 






304 


Val Pro Ala Val 


Thr 


Arg 


Ala 


10 




15 




Ala Ala Val Gin 


Leu 


Glu 


Leu 




30 






Pro His Leu Val 


Phe 


Arg 


Lys 


45 








Leu Met Gly Phe 


Ser 


Leu 


Leu 


60 








Leu Gly He Ala 


Val 


Gly 


His 


75 






80 


Pro Asn Gin Pro 


Gly Gly 


Lys 


90 




95 




Gly Leu Gin Ser 


Ser 


Lys 


Ala 




110 






Thr Gin Gin Ser 


Gin Gly 


Gly 



600 
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115 120 • 125 

Pro Gly Thr Ala Gly Glu Leu Ala Ala Pro Ser 
130 135 139 



<210> 1082 
<211> 1105 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . - . (1105) 

<223> X = any amino acid or stop code 



<400> 1082 



Glu Lys 


Asn 


Ala 


JjeU urJLU jfiO X 11X Vol ■ L y« I - 


Phe 


Gly Met 


Gly Val Xaa 


1 














15 


Ala Pro 


Gin 


Val 


Fro Arg rne win vjj.h -hx y 




Thr Gly 


Tvr Gin Tvr 






20 










30 


Tyr Leu 


Gin 


Leu 


Arg -Liys Asp iic ±tp vjjlu 


Glu 


Gly 


He 


Pro Cvs Thr 


35 




40 






45 




Leu Glu 


Gin 


Pro 


lie xiJLS JLitiU. rtxct \Jd. y juc: u. 


Ala 


Val 


Gin 


Ala He Phe 


50 






55 




60 






Gly Asp Phe Asp 


Vjlll 1 yi VjlLL OCL wiil t\0£J 


Phe 


Leu 


Gin 


Lys Phe Ala 


65 






70 


75 






80 


Leu Phe 


Pro 


Val 


r*~\ v Tm Ti^ii Gin ASD Glu 


Lys 


Val 


Leu 


Glu Glu Ala 








85 90 








95 


Thr Gin Lys 


Val 


Bla Tip»ii "Leu His Gin Lvs 


Tvr 


Arg Gly 


Leu Thr Ala 






100 


105 








110 


Pro Asp Ala 


Glu 


Moh T.on Tvr Mpt~ Gin Glu 


Val 


Glu Arg 


Met Asp Gly 




115 




120 






125 




Tyr Gly Glu Glu 


G^t* T\rT* T)rn a T ,vc 7Vfif} 
OCl lyi JCJ-U <ri.-L C* Ujr O nCtfcl 


Ser 


Gin Gly 


Ser Asp He 


130 






135 




140 






Ser lie Gly Ala 


Cys Leu Glu Gly lie Phe 


Val 


Lys 


His 


Lys Asn Gly 


145 






150 


155 






160 


Arg His 


Pro 


Val 


Val Phe Arg Trp His Asp 


He 


Ala 


Asn 


Met Ser His 






165 170 






Glu 


175 


Asn Lys 


Ser 


Phe 


Phe Ala Leu Glu Leu Ala 


Asn 


Lys 


Glu Thr He 




180 


185 








190 


Gin Phe 


Gin 


Thr 


Glu Asp Met Glu Thr Ala 


Lys 


Tyr 


He 


Trp Arg Leu 




195 




200 






205 




Cys Val 


Ala 


Arg 


His Lys Phe Tyr Arg Leu 


Asn 


Gin 


Cys 


Asn Leu Gin 


210 






215 




220 






Thr Gin 


Thr 


Val 


Thr Val Asn Pro lie Arg 


Arg 


Arg 


Ser 


Ser Ser Arg 


225 






230 


235 






240 


Met Ser 


Leu 


Pro 


Lys Pro Gin Pro Tyr Val 


Met 


Pro 


Pro 


Pro Pro Gin 








245 250 








255 


Leu His 


Tyr 


Asn 


Gly His Tyr Thr Glu Pro 


Tyr 


Ala 


Ser 


Ser Gin Asp 






260 


265 








270 


Asn Leu 


Phe 


Val 


Pro Asn Gin Glu Gly Tyr 


Tyr 


Gly Gin 


Phe Gin Thr 




275 




280 






285 




Ser Leu 


Asn 


Arg 


Ala Gin lie Asp Phe Asn 


Gly 


Arg 


He 


Arg Asn Ala 


290 






295 




300 






Ser Val 


Tyr 


Ser 


Ala His Ser Thr Asn Ser 


Leu 


Asn 


Asn 


Pro Gin Pro 


305 




310 


315 






320 


Tyr Leu 


Gin 


Pro 


Ser Pro Met Ser Ser Asn 


Pro 


Ser 


He 


Thr Gly Ser 






325 330 








335 


Asp Val Met Arg 


Pro Asp Tyr Leu Pro Ser 


His 


Arg 


His 


Ser Ala Val 






340 


345 








350 



601 
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lie Pro 


Pro 


Ser 


Tyr 


Arg 


Pro 


Thr 


Pro Asp Tyr Glu Thr Val Met Lys 




355 










360 


365 


Gin Leu 


Asn 


Arg Gly Leu 


Val 


His 


Ala Glu Arg Gin Ser His Ser Leu 


370 










375 




380 


Arg Asn 


Leu 


Asn 


He 


Gly 


Ser 


Ser 


Tyr Ala Tyr Ser Arg Pro Ala Ala 


385 








390 






395 400 


Leu Val 


Tyr 


Ser 


Gin 


Pro 


Glu 


He 


Arg Glu His Ala Gin Leu Pro Ser 








405 








410 415 


Pro Ala 


Ala 


Ala 


His 


Cys 


Pro 


Phe 


Ser Leu Ser Tyr Ser Phe His Ser 






420 










425 430 


Pro Ser 


Pro 


Tyr 


Pro 


Tyr 


Pro 


Ala 


Glu Arg Arg Pro Val Val Gly Ala 




435 










440 


445 


Val Ser 


Val 


Pro 


Glu 


Leu 


Thr 


Asn 


Ala Gin Leu Gin Ala Gin Asp Tyr 


450 










455 




460 


Pro Ser 


Pro 


Asn 


He 


Met 


Arg 


Thr 


Gin Val Tyr Arg Pro Pro Pro Pro 


465 








470 






475 480 


Tyr Pro 


Pro 


Pro 


Arg 


Pro 


Ala 


Asn 


Ser Thr Pro Asp Leu Ser Arg His 








485 








490 * 495 


Leu Tyr 


He 


Ser 


Ser 


Ser 


Asn 


Pro 


Asp Leu He Thr Arg Arg Val His 






500 










505 510 


His Ser 


Val 


Gin 


Thr 


Phe 


Gin 


Glu 


Asp Ser Leu Pro Val Ala His Ser 




515 










520 


525 


Leu Gin 


Glu 


Val 


Ser 


Glu 


Pro. 


Leu 


Thr Ala Ala Arg His Ala Gin Leu 


53 0' 










535 




540 


His Lys 


Arg 


Asn 


Ser 


He 


Glu 


Val 


Ala Gly Leu Ser His Gly Leu Glu 


545 








550 






555 560 


Gly Leu 


Arg 


Leu 


Lys 


Glu 


Arg 


Thr 


Leu Ser Ala Ser Ala Ala Glu Val 








565 








570 575 


Ala Pro 


Arg 


Ala 


Val 


Ser 


Val 


Gly 


Ser Gin Pro Ser Val Phe Thr Glu 






580 










585 • 590 


Arg Thr 


Gin 


Arg Glu Gly 


Pro 


Glu 


Glu Ala Glu Gly Leu Arg Tyr Gly 




595 










600 


605 


His Lys 


Lys 


Ser 


Leu 


Ser 


Asp 


Ala 


Thr Met Leu lie His Ser Ser Glu 


610 










615 




620 


Glu Glu 


Glu 


Asp Glu Asp 


Phe 


Glu 


Glu Glu Ser Gly Ala Arg Ala Pro 


625 








630 






635 640 


Pro Ala 


Arg 


Ala Arg Glu 


Pro 


Arg 


Pro Gly Leu Ala Gin Asp Pro Pro 








645 








650 655 


Gly Cys 


Pro 


Arg Val 


Leu 


Leu 


Ala 


Gly Pro Leu His He Leu Glu Pro 






660 










665 670 


Lys Ala 


His 


Val 


Pro Asp 


Ala 


Glu 


Lys Arg Met Met Asp Ser Ser Pro 




675 










680 


685 


Val Arg 


Thr 


Thr 


Ala 


Glu 


Ala 


Gin 


Arg Pro Trp Arg Asp Gly Leu Leu 


690 










695 




700 


Met Pro 


Ser 


Met 


Ser 


Glu 


Ser 


Asp 


Leu Thr Thr Ser Gly Arg Tyr Arg 


705 








710 






715 720 


Ala Arg 


Arg 


Asp 


Ser 


Leu 


Lys 


Lys 


Arg Pro Val Ser Asp Leu Leu Ser 








725 








730 735 


Gly Lys 


Lys 


Asn 


He 


Val 


Glu 


Gly 


Leu Pro Pro Leu Gly Gly Met Lys 






740 










745 750 


Lys Thr 


Arg 


Val 


Asp 


Ala 


Lys 


Lys 


He Gly Pro Leu Lys Leu Ala Ala 




755 










760 


765 


Leu Asn 


Gly 


Leu 


Ser 


Leu 


Ser 


Arg 


Val Pro Leu Pro Asp Glu Gly Lys 


770 










775 




780 


Glu Val 


Ala 


Thr 


Arg 


Ala 


Thr 


Asn 


Asp Glu Arg Cys Lys He Leu Glu 


785 








790 






795 800 


Gin Arg 


Leu 


Glu Gin Gly 


Met 


Val 


Phe Thr Glu Tyr Glu Arg He Leu 








805 








810 815 


Lys Lys 


Arg 


Leu 


Val 


Asp 


Gly 


Glu 


Cys Ser Thr Ala Arg Leu Pro Glu 






820 










825 830 


Asn Ala 


Glu 


Arg Asn Arg 


Phe 


Gin 


Asp Val Leu Pro Tyr Asp Asp Val 




835 










840 


845 


Arg Val 


Glu 


Leu 


Val 


Pro 


Thr 


Lys 


Glu Asn Asn Thr Gly Tyr He Asn 


850 










855 




860 



602 
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Ala 


Ser 


His 


lie 


Lys 


Val 


Ser 


Val 


Ser 


Gly 


He 


Glu 


Trp 


Asp 


Tyr 


He 


865 










870 










875 










880 


Ala 


Thr 


Gin 


Gly 


Pro 
885 


Leu 


Gin 


Asn 


Thr 


Cys 
890 


Gin 


Asp 


Phe 


Trp 


Gin 
895 


Met 


Val 


Trp 


Glu 


Gin 
900 


Gly 


lie 


Ala 


He 


He 
905 


Ala 


Met 


Val 


Thr 


Ala 
910 


Glu 


Glu 


Glu 


Gly 


Gly 
915 


Arg 


Glu 


Lys 


Ser 


Phe 
920 


Arg 


Tyr 


Trp 


Pro 


Arg 
925 


Leu 


Gly 


Ser 


Arg 


His 
930 


Asn 


Thr 


Val 


Thr 


Tyr 
935 


Gly 


Arg 


Phe 


Lys 


He 
940 


Thr 


Thr 


Arg 


Phe 


Arg 


Thr 


Asp 


Ser 


Gly 


Cys 


Tyr 


Ala 


Thr 


Thr 


Gly 


Leu 


Lys 


Met 


Lys 


His 


945 










950 










955 










960 


Leu 


Leu 


Thr 


Gly 


Gin 
965 


Glu 


Arg 


Thr 


Val 


Trp 
970 


His 


Leu 


Gin 


Tyr 


Thr 
975 


Asp 


Trp 


Pro 


Glu 


His 
980 


Gly 


Cys 


Pro 


Glu 


Asp 
985 


Leu 


Lys 


Gly 


Phe 


Leu 
990 


Ser 


Tyr 


Leu 


Glu 


Glu 


lie 


Gin 


Ser 


Val 


Arg 


Arg 


His 


Thr 


Asn 


Ser 


Thr 


Ser 


Asp 






995 








1000 








1005 








Pro 


•Gin 


Ser 


Pro 


Asn 


Pro 


Pro 


Leu 


Leu 


Val 


His 


Cys 


Ser 


Ala 


Gly 


Val 


1010 








1015 








1020 










Gly Arg 


Thr 


Gly 


Val 


Val 


lie 


Leu 


Ser 


Glu 


He 


Met 


He 


Ala 


Cys 


Leu 


L025 








1030 








1035 








1040 


Glu 


His 


Asn 


Glu 


Val 


Leu Asp 


He 


Pro 


Arg Val 


Leu 


Asp 


Met 


Leu Arg 








1045 








1050 








1055 




Gin 


Gin 


Arg 


Met 


Met 


Leu 


Val 


Gin 


Thr 


Leu 


Cys 


Gin Tyr 


Thr 


Phe 


Val 






1060 








1065 








1070 






Tyr Arg 


Val 


Leu 


lie 


Gin 


Val 


Pro Glu Lys 


Ala 


Pro Arg 


Leu 


He 


Leu 




1075 








1080 








1085 








Ser 


Ser 


Pro 


Gin 


Phe 


Pro Tyr Gly Ala Gin Ser Cys Glu Ala 


Phe 


Thr 



1090 1095 1100 



Ala 
1105 



<210> 1083 
<211> 99 
<212>Amino acid 
<213> Homo sapiens 

<?20> , 

<221> misc_feature 
<222> (1) . . . (99) 

<223> X = any amino acid or stop code 



<400> 1083 

Arg Lys Lys Gin Lys Leu Ala Glu Glu Xaa Val Glu Leu Ser Lys Leu 

15 10 15 

Ala Asp Leu Lys Asp Ala Glu Ala Val Gin Lys Phe Phe Leu Glu Glu 

20 25 30 

He Xaa Leu Gly Glu Glu He Leu Ala Lys Gly Val Asp His Leu Thr 

35 40 45 

Asn Pro Ser Ala Val Cys Gly Gin Pro Gin Trp Leu Leu Gin Val Leu 

50 55 60 

Gin Gin Thr Leu Pro Leu Pro Val He Gin Met Leu Leu Thr Lys Pro 
65 70 '75 80 

Leu Pro Val Asn Gin Arg Leu Val Ser Ala Gly Ser Leu Ala Lys Asp 
85 90 95 

Asp Val Glu 
99 



603 
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<210> 1084 
<211> 206 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc__feature 
<222> (1) . . . (206) 

<223> X = any amino acid or stop code 



<400> 1084 



Ser 


Phe 


Cvs 


Leu 


His 


Glu 


Phe Gly 


Trp 


Leu 


Gly Ser Ser Pro 


Gin 


Ser 


1 








5 










10 




15 




Asp 


His 


Pro 


Val 


Pro 


Ala 


Leu 


Leu 


Gly 


Leu 


Gly Ala Phe Val 


His 


His 






20 










25 




30 






Ser 


Leu 


Leu 


Gin 


Val 


His 


Ser 


Ser 


Pro 


Gly 


Ala Gly Pro Val 


Ser 


Phe 






35 










40 






45 






Leu 


Phe 


Leu 


Gly 


Glu 


Ser 


Cys 


Ser 


Pro 


Val 


Asp Glu Pro Arg 


Cys 


Val 




50 










55 








60 






Pro 


Ser 


Cys 


Ala 


Phe 


Gly 


Phe 


Leu 


Ser 


Cys 


Phe Pro Leu Leu 


Asn 


Ser 


65 










70 










75 




80 


Ala 


Ala 


Leu 


Glu 


Arg 


Gly 


Leu 


Phe 


Phe 


Phe 


Val Val Phe Phe 


Phe 


Leu 










85 










90 




95 




Glu 


Ser 


Gly 


Ser 


Cys 


Gin 


Val 


Ala 


Arg 


Ala 


Gly Val Arg Asp 


Arg 


Asp 








100 










105 




110 






Arg 


Gly 


Ser 


Leu 


Gin 


Pro 


Pro 


Pro 


Pro 


Gly 


Leu Lys Gin Phe 


Cys 


Leu 


115 










120 






125 






Ser 


Leu 


Pro 


Ser 


Arg 


Trp 


Asp His 


Arg 


His 


Pro Pro Pro Leu 


Arg 


Val 




130 










135 








140 






Pro 


Xaa 


Phe 


Val 


Phe 


Val 


Phe 


Leu 


Val 


Glu 


Leu Gly Phe His 


His 


Val 


145 










150 










155 




160 


Ala 


Gin 


Ala 


Gly 


Leu 


Lys 


Leu 


Leu 


Thr 


Leu 


Ser Asp Pro Pro 


Ala 


Pro 










165 










170 




175 




Ala 


Ser 


His 


Ser 


Ala 


Gly 


He 


Thr 


Gly 


Val 


Ser Gin Arg Asp 


Gin 


Pro 








180 










185 




190 






Val 


Leu 


Phe 


Leu 


Arg 


Trp 


Ala 


Ser 


Cys 


Ser 


Glu Leu Val Gly 







195 200 205 206 



<210> 1085 
<211> 99 
<212>Amino acid 
<213> Homo sapiens 



<400> 1085 



Glu 


Gly Phe 


Pro 


Gly Arg 


Ser Leu 


Ser 


Gly 


Gly Leu Cys Cys 


Arg 


Leu 


1 




5 






10 




15 




Arg 


Arg Arg 


Phe 


Pro He 


Asp Gly 


Tyr 


Arg 


Pro Arg Arg Arg 


Arg 


Arg 






20 






25 




30 






Trp 


Ser Cys 


Cys 


Pro Ser 


Gly Val 


Arg 


Pro 


Val Arg Arg Met 


Ser 


Gin 




35 






40 






45 






Lys 


Ser Trp 


He 


Glu Ser 


Thr Leu 


Thr 


Lys 


Arg Glu Cys Val 


Tyr 


He 




50 






55 






60 






He 


Pro Ser 


Ser 


Lys Asp 


Pro His 


Arg 


Cys 


Leu Pro Gly Cys 


Gin 


He 


65 






70 








75 




80 



604 
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Cys Gin Gin Leu Val Arg Arg Gly Phe Thr Val Leu Ala Arg Met Val 
85 90 95 

Ser lie Ser 
99 



<210> 1086 
<211> 53 
<212>Amino acid 
<213> Homo sapiens 



<400> 1086 

Gin Asn Ser Thr Cys Leu Thr Ala Gin Thr His Ser Leu Leu Gin His 

15 10 15 

Gin Pro Leu Gin Leu Thr Thr Leu Leu Asp Gin Tyr lie Arg Glu Gin 

20 25 30 

Arg Glu Lys Asp Ser Val Met Ser Ala Asn Gly Lys Pro Asp Pro Asp 

35 40 45 

Thr Val Pro Asp Ser 
50 53 



<210> 1087 
<211> 250 
<212>Amino acid 
<213> Homo sapiens 



<400> 1087 



Leu 


Asn 


Pro 


Trp 


Lys 


Asn 


Ala 


Leu Gin Asp 


Phe Cys Leu 


Pro Phe Leu 


1 








5 






10 




15 


Arg 


lie 


Thr 


Ser 


Leu 


Leu 


Gin 


His His Leu 


Phe Gly Glu 


Asp Leu Pro 








20 








^25 




30 


Ser 


Cys 


Gin 


Glu 


Glu 


Glu 


Glu 


Phe Ser Val 


Leu Ala Ser 


Cys Leu Gly 






35 










40 


45 




Leu 


Leu 


Pro 


Thr 


Phe 


Tyr 


Gin 


Thr Glu His 


Pro Phe He 


Ser Ala Ser 




50 










55 




60 




Cys 


Leu 


Asp 


Trp 


Pro 


Val 


Pro 


Ala Phe Asp 


He He Thr 


His Trp Cys 


65 










70 






75 


80 


Phe 


Glu 


lie 


Lys 


Ser 


Phe 


Thr 


Glu Arg His Ala Glu Gin 


Gly Lys Ala 










85 






90 




95 


Leu 


Leu 


lie 


Gin 


Glu 


Ser 


Lys 


Trp Lys Leu 


Pro His Leu 


Leu Gin Leu 








100 








105 




110 


Pro 


Glu 


Asn 


Tyr 


Asn 


Thr 


He 


Phe Gin Tyr Tyr His Arg 


Lys Thr Cys 






115 










120 


125 




Ser 


Val 


Cys 


Thr 


Lys 


Val 


Pro 


Lys Asp Pro 


Ala Val Cys 


Leu Val Cys 




130 










135 




140 




Gly 


Thr 


Phe 


Val 


Cys 


Leu Lys 


Gly Leu Cys 


Cys Lys Gin 


Gin Ser Tyr 


145 










150 






155 


160 


Cys 


Glu 


Cys 


Val 


Leu 


His 


Ser 


Gin Asn Cys 


Gly Ala Gly 


Thr Gly He 










165 






170 




175 


Phe 


Leu 


Leu 


lie 


Asn 


Ala 


Ser 


Val He He 


He He Arg 


Gly His Arg 








180 








185 




190 


Phe 


Cys 


Leu 


Trp 


Gly 


Ser 


Val 


Tyr Leu Asp Ala His Gly 


Glu Glu Asp 






195 










200 


205 




Arg 


Asp 


Leu 


Arg 


Arg 


Gly Lys 


Pro Leu Tyr 


He Cys Lys 


Glu Arg Tyr 




210 










215 




220 





605 
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Lys Val Leu Glu Gin Gin Trp He Ser His Thr Phe Asp His He Asn 
225 230 235 240 

Lys Arg Trp Gly Pro His Tyr Asn Gly Leu 
245 250 



<210> 1088 
<211> 455 
<212>Amino acid 
<213> Homo sapiens 



<400> 1088 



Lys Gly 


em 


Leu 


-it— n 

vai 


Asn Leu 


lieu JrlO riO 


fin ii 

UlU 


Asn 


ir lie 


rr X. 


irp 




1 






c 




JL. \J 










15 




Gly Gly 


Ser 


Gin 


Gly 


Pro Arg 


Met Leu Arg 


in! 


Cys 


Tyr 


Veil 


Leu 


Cys 






2 0 






D c; 














Ser Gin 


Ala 


Gly 


Pro 


Arg Ser 


Arg Gly Trp 


ui.Il 


Ser 


Leu 


Ser 


irne 


Asp 




35 








a r\ 
% U 






a. c: 








Gly Gly 


Ala 


Pne 


Hxs 


Leu Lys 


tjiy inr «iy 




Leu 


Thr 


Arg 


Ala 


Leu 


50 














o u 










Leu Val 


Leu 


Arg 


Leu 


Cys Ala 


Trp Pro Pro 


L6U 


T7=iT 

vai 


inr 


His 


oiy 


Leu 


65 








/ U 




/ D 










8 0 


Leu Leu 


Gin 


Ala 


Trp 


Ser Arg 


Arg Leu Leu 


oiy 


Ser 


Arg 


Leu 


Ser 










ob 


















Ala Phe 


Leu 


Arg 


Ala 


ser vai 


iyr taiy uj.ii 


Jrne 


vai 


Ala 


oiy 


ul LI 


J. ill. 






JLUU 






105 








110 






Ala Glu 


Glu 


val 


Lys 


biy cys 


val blU uJ.Il 


Leu 


Arg 


JLX1JL 


Leu 




JJC Li 




Tic; 








120 






125 








Arg Pro 


Leu 


Leu 


AT "3 

Ala 


Vai ir XT O 


J. 11 X. ulU VjlU 


m ii 

Vjr JL LI 


jtr jl u 


Asp 


Ser 


Ala 


Ala 


t "in 








135 






140 










Lys Ser 






Ala 


i j. y x 


UJLU Uiy rioll 


Leu 


Gly 


Ala 


Met 


Leu 


,f\jLy 


T AC 








150 




155 










160 


cys vai 


Asp 


Leu 


Ser 




T.^ii Ti^n d"] ii 

ilBU UCU w-L Li 


Pro 


Pro 


Ser 


Leu 


Ala 


Glu 












170 










175 




Ala Ser 


Leu 


1*163 U 






V CL JL. JL 1 11. nia 


Leu 


Thr 


Ser 


Thr 


"-Ly 


Leu 






i on 

iou 






185 








190 






Cys Lys 


G1U 


Leu 


/via 


oci irp 


V d JL. illy 


Pro 


vjiy 


AT a 

xila 


Coy 


Leu 


Glu 




195 








200 






205 








Leu Ser 


Pro 


Glu 


Arg 


Leu Ala 


Glu Ala Met 


Asp 


Ser 


Gly 


Gin 


Asn 


Leu 


210 








215 






220 










Gin Val 


Ser 


Cys 


Leu 


Asn Ala 


Glu Gin Asn 


Gin 


His 


Leu 


Arg 


Ala 


Ser 


225 








230 




235 










240 


Leu Ser 


Arg 


Leu 


His 


Arg Val 


Ala Gin Tyr 


Ala 


Arg 


Ala 


Gin 


His 


Val 








245 




250 










255 




Arg Leu 


Leu 


Val 


Asp 


Ala Glu 


Tyr Thr Ser 


Leu 


Asn 


Pro 


Ala 


Leu 


Ser 






260 






265 








270 






Leu Leu 


Val 


Ala 


Ala 


Leu Ala 


Val Arg Trp 


Asn 


Ser 


Pro 


Gly 


Glu 


Gly 




275 








280 






285 








Gly Pro 


Trp 


Val 


Trp 


Asn Thr 


Tyr Gin Ala 


Cys 


Leu 


Lys 


Asp 


Thr 


Phe 


290 








295 






300 










Glu Arg 


Leu 


Gly 


Arg 


Asp Ala 


Glu Ala Ala 


His 


Arg 


Ala 


Gly 


Leu 


Ala 


305 








310 




315 










320 


Phe Gly 


Val 


Lys 


Leu 


Val Arg 


Gly Ala Tyr 


Leu 


Asp 


Lys 


Glu 


Arg 


Ala 








325 




330 










335 




Val Ala 


Gin 


Leu 


His 


Gly Met 


Glu Asp Pro 


Pro 


Thr 


Gin 


Ala 


Asp 


Tyr 






340 






345 








350 






Glu Ala 


Thr 


Ser 


Gin 


Ser Tyr 


Ser Arg Cys 


Leu 


Glu 


Leu 


Met 


Leu 


Thr 




355 








360 






365 








His Val 


Ala 


Arg 


His 


Gly Pro 


Met Cys His 


Leu 


Met 


Val 


Ala 


Ser 


His 


370 








375 






380 
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Asn 


Glu Glu 


Ser 


Val 


Arg 


Gin 


Ala Thr Lys Gly Gin 


Ala Gly Tyr Val 


385 








390 




395 


400 


Val 


Tyr Lys 


Ser 


He 


Pro 


Tyr 


Gly Ser Leu Glu Glu 


Val He Pro Tyr 








405 






410 


415 


Leu 


lie Arg 


Arg 


Ala 


Gin 


Glu 


Asn Arg Ser Val Leu 


Gin Gly Ala Arg 






420 








425 


430 


Arg 


Glu Gin 


Glu 


Leu 


Leu 


Ser 


Gin Lys Leu Trp Arg 


Arg Leu Leu Pro 




435 










440 


445 


Gly 


Cys Arg 


Arg 


lie 


Pro 


His 








450 








455 







<210> 1089 
<211> 243 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) • . . (243) 

<223> X = any amino acid or stop code 





<400> 1089 












Val 


Val 


Glu 


Phe 


Gly 


Glu Met 


Ser Thr Ala 


Arg Ala 


Pro Glu Gly Leu 


1 








5 




10 




15 


Arg 


Trp 


Phe 


Gin 


Leu 


Tyr Val 


His Pro Asp 


Leu Gin 


Leu Asn Lys Gin 








20 






25 




30 


Leu 


He 


Gin 


Arg 


Val 


Glu Ser 


Leu Gly Phe 


Lys Ala 


Leu Val He Thr 






35 








40 




45 


Leu 


Asp 


Thr 


Pro 


Val 


Cys Gly 


Asn Arg Arg 


His Asp 


He Arg Asn Gin 




50 








55 




60 




Leu 


Arg 


Arg 


Asn 


Leu 


Thr Leu 


Thr Asp Leu 


Gin Ser 


Pro Lys Lys Gly 


65 










70 




75 


80 


Asn 


Ala 


He 


Pro 


Tyr 


Phe Gin 


Met Thr Pro 


He Ser 


Thr Ser Leu Cys 










85 




90 




95 


Trp 


Asn 


Asp 


Leu 


Ser 


Trp Phe 


Gin Ser He 


Thr Arg 


Leu Pro lie He 








100 






105 




110 


Leu 


Lys 


Gly 


He 


Leu 


Thr Lys 


Glu Asp Ala 


Glu Leu 


Ala Val Lys His 






115 








120 




125 


Asn 


Val 


Gin 


Gly 


He 


He Val 


Ser Asn His 


Gly Gly 


Arg Gin Leu Asp 




130 








135 




140 




Glu 


Val 


Leu 


Ala 


Ser 


lie Asp 


Ala Leu Thr 


Glu Val 


Gly Ala Ala Glu 


145 










150 




155 


160 


Xaa 


Gly 


Asn 


Met 


Lys 


Tyr Tyr 


Leu Asp Ala 


Gly Val 


Arg Thr Gly Asn 










165 




170 




175 


Asp 


Val 


Gin 


Lys 


Ala 


Leu Ala 


Leu Gly Ala 


Lys Cys 


He Phe Leu Gly 








180 






185 




190 


Arg 


Pro 


He 


Leu 


Trp 


Gly Leu 


Ala Cys Lys 


Gly Glu 


His Gly Val Lys 






195 








200 




205 


Glu 


Val 


Leu 


Asn 


He 


Leu Thr 


Asn Glu Phe 


His Thr 


Ser Met Ala Leu 




210 








215 




220 




Thr 


Gly 


Cys 


Arg 


Ser 


Val Ala 


Glu He Asn 


Arg Asn 


Leu Val Gin Phe 


225 










230 




235 


240 


Ser 


Arg 


Leu 


















243 















<210> 1090 
<211> 90 
<212>Amino acid 
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<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (90) 

<223> X = any amino acid or stop code 





<400> 1090 


















Phe 


Phe Leu Arg 


Trp 


Ser 


Phe 


Thr 


Leu 


Leu 


Pro Arg 


Leu Glu Cys Gin 


1 




5 










10 




15 


Trp 


Leu Asn Leu 


Gly 


Ser 


Leu 


Gin 


Pro 


Pro 


Pro Pro 


Gly Phe Lys Xaa 




20 










25 






30 


Ser 


Ser Cys Leu 


Arg 


Leu 


Leu 


Ser 


Ser 


Trp 


Gly Leu 


Gin Val Pro Thr 




35 








40 








45 


Ser 


Met Leu Gly 


Xaa 


Phe 


Phe 


Cys 


He 


Phe 


Ser Arg 


Glu Gly He Ser 




50 






55 








60 




Pro 


Cys Trp Pro 


Gly 


Trp 


Ser 


Gin 


Thr 


Pro 


Lys Val 


He His Leu Pro 


65 






70 










75 


80 


Arg 


Pro Pro Arg 


Val 


Leu Arg 


Leu 


Gin 


Ala 










85 










90 







<210> 1091 
<211> 259 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> {!)... (259) 

<223> X = any amino acid or stop code 



<400> 1091 

Leu Leu Cys Phe Val His Thr Ala Leu Gin Ser Phe Gin Gly Glu Leu 

1 5 10 15 

Tyr Glu Pro His Val Val He Ala He Val Val Phe Leu Val Lys Leu 

20 25 30 

Gly He Cys Lys Xaa Arg Ala Ser Trp Arg Lys Lys Val Thr Leu Val 

35 40 45 

Val Lys Xaa Ser Leu Lys He Cys Phe Thr Lys Tyr Gly Ser Cys Tyr 

50 55 60 

His Pro Gly Glu Lys Ser Ser Ser Trp Leu Phe Asn Xaa Arg Met Val 
65 70 75 . 80 

Asn Asp Cys Leu Ala Thr Ser Cys Ser Asn Arg Ser Phe Val He Gin 

85 90 95 

Gin He Pro Ser Ser Asn Leu Phe Met Val Val Val Asp Ser Ser Cys 

100 105 110 

Leu Cys Glu Ser Val Ala Pro He Thr Met Ala Pro He Glu He Arg 

115 120 125 

Tyr He Leu Leu Cys Ala Gly Pro Leu Thr Thr Thr Glu Thr Ser Lys 

130 135 140 

Gly Tyr Gin Trp Xaa Gly Asn Leu Gly Glu Lys Tyr Xaa Arg Arg Lys 
145 150 155 160 

He Thr Ser Phe Pro Leu Leu Glu Arg Glu Ser Ser Xaa Glu Ser Cys 

165 170 175 

His Cys Gin He Leu Thr Ser Glu Met Gin Ser Arg Lys Lys Gin Ser 
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180 185 190 

Leu Glu Thr Cys Leu Asn Tyr Ser Gin His Asn Glu Ser Leu Lys Cys 

195 200 205 

Glu Arg Leu Lys Ala Gin Lys lie Arg Arg Arg Pro Glu Ser Cys His 

210 215 220 

Gly Phe His Pro Glu Glu Asn Ala Arg Glu Cys Gly Gly Ala Pro Ser 
225 230 235 240 

Leu Gin Ala Gin Thr Val Leu Leu Leu Leu Pro Leu Leu Leu Met Leu 
245 250 255 

Phe Ser Arg 
259 



<210> 1092 
<211> 117 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1) . . . (117) 

<223> X = any amino acid or stop code 



<400> 1092 










Val Pro 


Ser 


Pro 


Thr 


His 


Asp Pro Lys 


Pro Ala Glu Ala Pro Met Pro 


1 






5 






10 15 


Ala Xaa 


Pro 


Ala 


Pro 


Pro 


Gly Pro Ala 


Ser Pro Gly Gly Ala Leu Glu 






20 






25 


30 


Pro Pro 


Ala 


Ala 


Ala 


Arg 


Ala Gly Gly 


Ser Pro Thr Ala Val Arg Ser 




35 








40 


45 


lie Leu 


Thr 


Lys 


Glu 


Arg 


Arg Pro Glu 


Gly Gly Tyr Lys Ala Val Trp 


50 










55 


60 


Phe Gly 


Glu 


Asp 


He 


Gly 


Thr Glu Ala 


Asp Val Val Val Leu Asn Ala 


65 








70 




75 80 


Pro Thr 


Leu 


Asp 


Val 


Asp 


Gly Ala Ser 


Asp Ser Gly Ser Gly Asp Glu 








85 






90 1 95 


Gly Glu 


Gly 


Ala 


Gly 


Arg 


Gly Gly Gly 


Pro Tyr Asp Ala Pro Gly Gly 






100 






105 


110 


Asp Asp 


Ser 


Tyr 


He 










115 




117 









<210> 1093 
<211> 763 
<212>Amino acid 
<213> Homo sapiens 



<400> 1093 
Leu He Ser Leu Ala Gly Pro Thr 

1 5 
Gin Val His Ala Leu Asn He Leu 
20 

Leu Gly Glu Asn He He Pro Tyr 
35 40 
He Leu Gly Phe Thr Ser Pro Val 
50 55 



Asp Asp He Gin Ser Thr Gly Pro 

10 15 
Arg Ala Leu Phe Arg Asp Thr Arg 

25 30 
Val Ala Asp Gly Ala Lys Ala Ala 
45 

Trp Ala Val Arg Asn Ser Ser Thr 
60 
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Leu Leu Phe Ser Ala Leu lie Thr Arg lie Phe. Gly Val Lys Arg Ala 
65 70 75 80 

Lys Asp Glu His Ser Lys Thr Asn Arg Met Thr Gly Arg Glu Phe Phe 

85 90 95 

Ser Arg Phe Pro Glu Leu Tyr Pro Phe Leu Leu Lys Gin Leu Glu Thr 

100 105 110 

Val Ala Asn Thr Val Asp Ser Asp Met Gly Glu Pro Asn Arg His Pro 

115 * 120 125 

Ser Met Phe Leu Leu Leu Leu Val Leu Glu Arg Leu Tyr Ala Ser Pro 

130 135 140 

Met Asp Gly Thr Ser Ser Ala Leu Ser Met Gly Pro Phe Val Pro Phe 
145 150 155 160 

He Met Arg Cys Gly His Ser Pro Val Tyr His Ser Arg Glu Met Ala 

165 170 175 

Ala Arg Ala Leu Val Pro Phe Val Met He Asp His He Pro Asn Thr 

180 185 190 

He Arg Thr Leu Leu Ser Thr Leu Pro Ser Cys Thr Asp Gin Cys Phe 

195 200 205 

Arg Gin Asn His He His Gly Thr Leu Leu Gin Val Phe His Leu Val 

210 215 220 

Gin Ala Tyr Ser Asp Ser Lys His Gly Thr Asn Ser Asp Phe Gin His 
225 230 235 240 

Glu Leu Thr Asp He Thr Val Cys Thr Lys Ala Lys Leu Trp Leu Ala 

245 250 255 

Lys Arg Gin Asn Pro Cys Leu Val Thr Arg Ala Val Tyr He Asp He 

260 265 270 

Leu Phe Leu Leu Thr Cys Cys Leu Asn Arg Ser Ala Lys Asp Asn Gin 

275 280 285 

Pro Val Leu Glu Ser Leu Gly Phe Trp Glu Glu Val Arg Gly He He 

290 295 300 

Ser Gly Ser Glu Leu He Thr Gly Phe Pro Trp Ala Phe Lys Val Pro 
305 310 315 320 

Gly Leu Pro Gin Tyr Leu Gin Ser Leu Thr Arg Leu Ala He Ala Ala 

325 330 335 

Val Trp Ala Ala Ala Ala Lys Ser Gly Glu Arg Glu Thr Asn Val Pro 

340 345 350 

He Ser Phe Ser Gin Leu Leu Glu Ser Ala Phe Pro Glu Val Arg Ser 

355 360 365 

Leu Thr Leu Glu Ala Leu Leu Glu Lys Phe Leu Ala Ala Ala Ser Gly 

370 4 375 380 

Leu Gly Glu Lys Gly Val Pro Pro Leu Leu Cys Asn Met Gly Glu Lys 
385 390 395 400 

Phe Leu Leu Leu Ala Met Lys Glu Asn His Pro Glu Cys Phe Cys Ly s 

405 410 415 

He Leu Lys He Leu His Cys Met Asp Pro Gly Glu Trp Leu Pro Gin 

420 425 430 

Thr Glu His Cys Val His Leu Thr Pro Lys Glu Phe Leu He Trp Thr 

435 440 445 

Met Asp He Ala Ser Asn Glu Arg Ser Glu He Gin Ser Val Ala Leu 

450 455 460 

Arg Leu Ala Ser Lys Val He Ser His His Met Gin Thr Cys Val Glu 
465 470 475 480 

Asn Arg Glu Leu He Ala Ala Glu Leu Lys Gin Trp Val Gin Leu Val 

485 490 495 

He Leu Ser Cys Glu Asp His Leu Pro Thr Glu Ser Arg Leu Ala Val 

500 505 510 

Val Glu Val Leu Thr Ser Thr Thr Pro Leu Phe Leu Thr Asn Pro His 

515 520 525 

Pro He Leu Glu Leu Gin Asp Thr Leu Ala Leu Trp Lys Cys Val Leu 

530 535 540 

Thr Leu Leu Gin Ser Glu Glu Gin Ala Val Arg Asp Ala Ala Thr Glu 
545 550 555 560 

Thr Val Thr Thr Ala Met Ser Gin Glu Asn Thr Cys Gin Ser Thr Glu 
565 570 575 
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Phe 


Ala 


Phe 


Cvs 
580 


Gin 


Val 


Asp Ala 


Ser 
585 


He 


Ala 


Leu 


Ala 


Leu 
590 


Ala 


Leu 


Ala 


Val 


Leu 
595 


Cys 


Asp 


Leu 


Leu Gin 
600 


Gin 


Trp 


Asp 


Gin 


Leu 
605 


Ala 


Pro 


Gly 


Leu. 


Pro 
610 


lie 


Leu 


Leu 


Glv 


Trp Leu 
615 


Leu 


Gly 


Glu 


Ser 
620 


Asp 


Asp 


Leu 


Val 


Ala 


Pvs 


Val 


Glu 


Ser 


Met 


His Gin 


Val 


Glu 


Glu 


Asp 


Tvr 


Leu 


Phe 


Glu 


625 










630 








635 










640 


Lys 


Ala 


Glu 


Val 


Asn 
645 


Phe 


Trp Ala 


Glu 


Thr 
650 


Leu 


He 


Phe 


Val 


Lys 
655 


Tyr 


Leu 


Cys 


Lys 


His 
660 


Leu 


Phe 


Cys Leu 


Leu 
665 


Ser 


Lvs 


Ser 


Gly 


Trp 
670 


Arcr 


Pro 


Pro 


Ser 


Pro 
675 


Glu 


Met 


Leu 


Cys His 
680 


Leu 


Gin 


Arcr 


Met 


Val 
685 


Ser 


Glu 


Gin 


V— jr O 


His 


Leu 


Leu 


Ser 


Gin 


Phe Phe 


Arci 


Glu 


Leu 


Pro 


Pro 


Ala 


Ala 


Glu 


690 










695 








700 










it lie; 


Val 


Lys 


Thr 


Val 


Glu 


Phe Thr 


Arg 


Leu 


Arcr 


He 


Gin 


Glu 


Glu 


Arcr 


705 










710 








715 










720 


Thr 


Leu 


Ala 


Cys 


Leu 
725 


Arg 


Leu Leu 


Ala 


Phe 
730 


Leu 


Glu 


Gly 


Lys 


Glu 
735 


Gly 


Glu 


Asp 


Thr 


Leu 
740 


Val 


Leu 


Ser Val 


Trp 
745 


Asp 


Ser 


Tyr 


Ala 


Glu 
750 


Ser 


Arg 


Gin 


Leu 


Thr 
755 


Leu 


Pro 


Arg 


Thr Glu 
760 


Ala 


Ala 


Cys 
763 













<210> 1094 
<211> 413 
<212>Amino acid 
<213> Homo sapiens 



<400> 1094 



His 


Ala 


Phe 


Arg 


Pro 


He 


Ala 


Leu 


Gin 


Arg 


Gly 


Val 


Ser 


Phe 


Arg 


Gly 


1 








5 










10 










15 




Cys 


Ser 


Asn 


Gin 


Tyr 


Ala 


Glu 


Ser 


Arg 


Arg 


Leu 


Gin 


Gly 


Glu 


Ser 


Gly 








20 










25 










30 




Ser 


Arg 


Ala 
35 


Phe 


Ala 


His 


Leu 


Met 
40 


Glu 


Ser" 


Leu 


Leu 


Gin 
45 


His 


Leu 


Asp 


Arg 


Phe 
50 


Ser 


Glu 


Leu 


Leu 


Ala 
55 


Val 


Ser 


Ser 


Thr 


Thr 
60 


Tyr 


Val 


Ser 


Thr 


Trp 


Asp 


Pro 


Ala 


Thr 


Val 


Arg Arg 


Ala 


Leu 


Gin 


Trp 


Ala 


Arg 


Tyr 


Leu 


65 










70 










75 










80 


Arg 


His 


He 


His 


Arg 


Arg 


Phe Gly 


Arg 


His 


Gly 


Pro 


He 


Arg 


Thr 


Ala 










85 










90 










95 




Leu 


Glu 


Arg 


Arg 
100 


Leu 


His 


Asn 


Gin 


Trp 
105 


Arg 


Gin 


Glu 


Gly 


Gly 
110 


Phe 


Gly 


Arg 


Gly 


Pro 
115 


Val 


Pro 


Gly 


Leu 


Ala 
120 


Asn 


Phe 


Gin 


Ala 


Leu 
125 


Gly 


His 


Cys 


Asp 


Val 
130 


Leu 


Leu 


Ser 


Leu 


Arg 
135 


Leu 


Leu 


Glu 


Asn 


Arg 
140 


Ala 


Leu 


Gly 


Asp 


Ala 


Ala 


Arg 


Tyr 


His 


Leu 


Val 


Gin 


Gin 


Leu 


Phe 


Pro 


Gly 


Pro 


Gly 


Val 


145 










150 










155 










160 


Arg 


Asp 


Ala 


Asp 


Glu 
165 


Glu 


Thr 


Leu 


Gin 


Glu 
170 


Ser 


Leu 


Ala 


Arg 


Leu 
175 


Ala 


Arg 


Arg 


Arg 


Ser 
180 


Ala 


Val 


His 


Met 


Leu 
185 


Arg 


Phe 


Asn 


Gly 


Tyr 
190 


Arg 


Glu 


Asn 


Pro 


Asn 
195 


Leu 


Gin 


Glu 


Asp 


Ser 
200 


Leu 


Met 


Lys 


Thr 


Gin 
205 


Ala 


Glu 


Leu 


Leu 


Leu 
210 


Glu 


Arg 


Leu- 


Gin 


Glu 
215 


Val 


Gly 


Lys 


Ala 


Glu 
220 


Ala 


Glu 


Arg 


Pro 
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Ala Arg 


Phe 


Leu 


Ser 


Ser Leu 


Trp Glu Arg 


Leu 


Pro 


Gin 


Asn 


Asn 


Phe 


225 








230 




235 










240 


Leu Lys 


Val 


lie 


Ala 


Val Ala 


Leu Leu Gin 


Pro 


Pro 


Leu 


Ser 


Arg 


Arg 






245 




250 










255 




Pro Gin 


Glu 


Glu 


Leu 


Glu Pro 


Gly He His 


Lys 


Ser 


Pro 


Gly 


Glu 


Gly 






260 






265 








270 






Ser Gin 


Val 


Leu 


Val 


His Trp 


Leu Leu Gly 


Asn 


Ser 


Glu 


Val 


Phe 


Ala 




275 








280 






285 








Ala Phe 


Cvs 


Arcr 


Ala 


Leu Pro 


Ala Gly Leu 


Leu 


Thr 


Leu 


Val 


Thr 


Ser 


290 






295 






300 










Arg His 


Pro 


Ala 


Leu 


Ser Pro 


Val Tyr Leu 


Gly 


Leu 


Leu 


Thr 


Asp 


Trp 


305 








310 




315 










320 


Gly Gin 


Arcr 


Leu 


His 


Tyr Asp 


Leu Gin Lys 


Gly 


lie 


Trp 


Val 


Gly 


Thr 






325 




330 










335 




£31 u Ser 


Gin 


Asp 


Val 


Pro Trp 


Glu Glu Leu 


His 


Asn Arg 


Phe 


Gin 


Ser 






340 






345 








350 






Tjpu Cvs 

XJG> U w w 


Gin 


Ala 


Pro 


Pro Pro 


Leu Lys Asp 


Lys 


Val 


Leu 


Thr 


Ala 


Leu 




355 








360 






365 








Glu Thr 


Cys 


Lys 


Ala 


Gin Asp 


Gly Asp Phe 


Glu 


Glu 


Pro 


Gly 


Leu 


Ser 


370 








375 






380 










He Trp 


Thr 


Asp 


Leu 


Leu Leu 


Ala Leu Arg 


Ser 


Gly Ala 


Phe 


Arg 


Lys 


385 








390 




395 










400 


Arg Gin 


Val 


Leu 


Gly 


Leu Ser 


Ala Gly Leu 


Ser 


Ser 


Val 












405 




410 






413 









<210> 1095 
<211> 344 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (344) 

<223> X = any amino acid or stop code 



<400> 1095 



Ser His 


Leu 


He 


Gin 


His 


Gin 


Arg 


He 


His 


Thr 


Xaa 


Glu 


Xaa 


Ala 


His 


1 






5 










10 










15 




Glu Cys 


Asn 


Glu 
20 


Cys 


Gly 


Lys 


Ala 


Phe 
25 


Ser 


Gin 


Thr 


Ser 


Cys 
30 


Leu 


He 


Gin His 


His 
35 


Lys 


Met 


His 


Arg 


Lys 
40 


Glu 


Lys 


Ser 


Tyr 


Glu 
45 


Cys 


Asn 


Glu 


Tyr Glu 


Gly 


Ser 


Phe 


Ser 


His 


Ser 


Ser 


Asp 


Leu 


He 


Leu 


Gin 


Gin 


Glu 


50 










55 










60 










Val Leu 


Thr 


Arg 


Gin 


Lys 


Ala 


Phe 


Asp 


Cys 


Asp 


Val 


Trp 


Glu 


Lys 


Asn 


65 








70 










75 










80 


Ser Ser 


Gin 


Arg 


Ala 
85 


His 


Leu 


Val 


Gin 


His 
90 


Gin 


Ser 


He 


His 


Thr 
95 


Lys 


Glu Lys 


Pro 


His 
100 


Glu 


Cys 


Asn 


Glu 


Asp 
105 


Gly 


Lys 


He 


Phe 


Asn 
110 


Gin 


He 


Gin Ala 


Leu 


He 


Gin 


His 


Leu 


Arg 


Val 


His 


Thr 


Arg Glu 


Lys 


Tyr 


Val 




115 










120 










125 








Cys Thr 


Ala 


Cys 


Gly 


Lys 


Ala 


Phe 


Ser 


His 


Ser 


Ser 


Ala 


He 


Ala 


Gin 


130 










135 










140 










His Gin 


He 


He 


His 


Thr 


Arg 


Glu 


Lys 


Pro 


Ser 


Glu 


Cys 


Asp 


Glu 


Xaa 


145 








150 










155 










160 


Arg Lys 


Gly 


He 


Ser 
165 


Val 


Lys 


Leu 


Leu 


He 
170 


Asp 


Ser 


Cys 


Arg 


He 
175 


Tyr 


Thr Ser 


Glu 


Lys 


Ser 


Tyr 


Lys 


Cys 


He 


Glu 


Cys 


Gly Lys 


Phe 


Phe 


Met 
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180 



Leu 


Leu 


Val 


Phe Ser Tyr Leu Ser 






195 


200 


lie 


Lys 


Phe 


His Cys Cys Asn Glu 




210 




215 


Asn Tyr 


Leu 


Val Xaa Tyr Gin He 


225 






230 


Cys 


Asn 


Glu 


Ala Cys Met Cys Val 






245 


Leu 


He 


Gin 


His Gin Arg He Tyr 








260 


Ser 


Lys 


Cys 


Gly Arg Ser Phe Asn 






275 


280 


lie 


Arg 


He 


Ser He Arg Arg Gin 




290 




295 


Lys 


Leu 


Asp 


Thr Thr Phe Gin Ala 


305 






310 


Glu Lys 


He 


Val Asp Tyr Leu Phe 








325 


Asn 


Leu 


Phe 


His Cys Thr Lys He 



340 344 



185 190 
His He Trp Arg He His Met Gly 
205 

Cys Glu Lys Ala He Ser Gin Arg 
220 

His Ala Met Gin Lys Asp Tyr Lys 
235 240 
Arg Arg Phe Ser His Asn Pro Thr 

250* 255 
Thr Xaa Glu Asn Leu Phe Gly Cys 
265 270 
Arg Ser Leu Thr Ser Leu Cys His 
285 

Glu Phe Asp Val Thr Gin Met Glu 
300 

Ser Thr Gin His Arg Asn Asn Gly 
315 320 
Met Lys Leu Leu He His Ser Pro 
330 335 



<210> 1096 
<211> 76 
<212>Amino acid 
<213> Homo sapiens 



<400> 1096 
Ala Val Thr Leu Thr Ala Lys He 

1 5 
Glu Thr Met Ser Pro Pro Ala Gly 
20 

Leu Arg Ala Val Thr Leu Pro Val 
35 40 
Pro Ala Arg Ser Arg Thr His Gin 

50 55 
Glu His Gin Lys Glu Gin Thr Pro 
65 70 



Cys Ser Phe Thr Pro Glu Pro Ser 

10 15 
Thr Asn Asn Ser Arg His Ala Ala 

25 30 
Lys Val Cys Ser Phe Thr Pro Glu 
45 

Lys Glu Glu Thr Pro Asn Thr Ser 
60 

Glu Ala Pro Pro 
75 76 



<210> 1097 
<211> 1462 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1). ..(1462) 

<223> X = any amino acid or stop code 



* <400> 1097 

Met Ala Tyr Ser Trp Gin Thr Asp Pro Asn Pro Asn Glu Ser His Glu 

1 5 10 15 

Lys Gin Tyr Glu His Gin Glu Phe Leu Phe Val Asn Gin Pro His Ser 
20 25 30 
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OCX 


Q £S -v- 

OCX 


Gin 
35 


Val 


Ser 


Leu 


Glv 


Phe 
40 


Asp 


Gly 


Lys 
50 


lie 


Pro 


His 


Tvr 
x / J - 


Glu 
55 


Ser 


GlU 


Val 

V dl 


Pro 


Thr 


Ala 


Pro 


Lys 


Trt) 

A Jr 


Asp 


Ser 


65 










70 








Ala 


His 


Gin 


He 


Ser 
85 


Leu 


Asn 


Glu 


Phe 


Ser 




His 


Gin 
100 


Val 


Ser 


Lvs 


Ala 


Pro 
105 


VcLX 


Leu 


tr l. u 

115 


Lys 


Pro 


Gin 


Asn 


Thr 
120 


Asn 


Pro 


1X6 

130 


Gly 


Lys 


His 


His 


Glv 
135 


Ala 


Asp 


TV 1 a 


Pro 


Ser 


JTlltZ 


Thr 


Ser 


Leu 


Asp 


Lys 


145 










150 








cz~\ 11 

\3J- Li 


Asn 


Glu 


Asn 


His 
165 


Asn 


Tvr 


His 


He 


Pro 


Thy* 




O J- 

180 


Ser 


Phe 


Ser 


Ser 


Asp 
185 


Lys 


Arg 


195 




His 


Val 


Asn 


He 
200 


Val 


Lys 


vj iy 

210 


Ser 




Gin 


Pro 


Glv 
215 


Met 


Tm 


Tl *a 
lie 




Ser 


lie 




Cys 


Ser 


He 


Gin 


225 










230 








Ser 


Asn 


111* 




T.^i i 

245 


Ala 


Ser 


Phe 


Cvs 


ul U. 


Arg 


Tyr 


nib 

260 


Ala 


Ala 


Asp 


Val 


Asn 
265 


Ser 


Thr 


liir 
275 


Thr 


7\ "1 -a 
rila 


JT11C 


Pro 


^y- 1 - 

280 


Gin 


Asn 


lie 
290 


XT -J a 

xll S 


Tl *a 
11c 


JrlltS 


Tl 


Asp 
295 


Asn 


Ser 


Pro 


Cys 


nla 


Asn 


Tyr 


lieu 


Val 


Lys 


Asp 


305 










310 








flic 


Cys 


Xiix 


Tien 


£i en 

" Jr 

325 


Gin 


Leu 


Leu 


Pro 


Trp 




Ser 


V31U 

340 


VJJ. LI 


Phe 


Leu 


Gin 


Asn 
345 


Lys 


Mat* 

net 


Jrlic 

355 


V7X11 






Lys 


Ser 
360 


Val 


Ser 


Arg 
370 




aXA 


riu 


Glv 


Lys 
375 


Leu 


Ser 


Ser 








Leu 


Asn 


Gin 


Leu 


Leu 


385 










390 








Val 


Ser 


«iy 


Gin 


Cys 
405 


Leu 


Leu 


Thr 


Leu 


Leu 


Lys 




Leu 
420 


Leu 


Lys 


Thr 


Gin 


Glu 
425 


Glu 


Val 


Lys 
435 


Lys 


He 




Ser 


Val 
440 


Leu 


lie 


Thr 
450 


Asp 


Ala 


Val 


Asn 


Glu 
455 


Leu 


Ser 


UlU 


Asn 


Jrilc 


jyyr 


Gin 


Ser 


Ser 


Glu 


Thr 


465 










470 








Lys 


vai 


xnr 


ixxr 


485 


Leu 


Gay 
OCX 


J.11X 


OCX 


Tyr 


Cys 


Asn 


Ser 
500 


Phe 


Tyr 


Ala 


Asp 


Phe 
505 


Cys 


Thr 


Ser 
515 


Tyr 


Leu 


Asn 


Pro 


Gly 
520 


Leu 


Val 


Tyr 
530 


Ala 


Ala 


His 


Asn 


lie 
535 


Pro 


Glu 
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Gin 


He 


Val 


Asp 


Glu 


He. 


Ser 








45 








He 


Asp 


Glu 


Asn 


Thr 


Phe 


Phe 






60 










Thr 


Glv 


His 


Ser 


Leu 


Asn 


Glu 




75 










80 


Thr 


Ser 


Lvs 


Ser 


Arg 


Glu 


Leu 


90 










95 




Ala 


He 


Glv 


Phe 


Ser 


Pro 


Ser 










110 






Lvs 


Glu 


Cvs 


Ser 


Trp 


Gly 


Ser 








125 








Asp 


Ser 


Arg 


Phe 


Ser 


He 


Leu 






140 










He 


Asn 


Leu 


Glu 


Lys 


Glu 


Leu 




155 










160 


Glv 


Phe 


Glu 


Ser 


Ser 


He 


Pro 


170 










175 




Phe 


Met 


Pro 


Lys 


Glu 


Glu 


Asn 










190 






Glu 


Pro 


Ser 


Leu 


Met 


Leu 


Leu 








205 








Glu 


Ser 


Thr 


Trp 

XT 


Gin 


Lvs 


Asn 






220 










Leu 


Val 


Glu 


Val 


Pro 


Gin 


Ser 




235 










240 


Asn 


Lys 


Val 


Lys 


Lys 


He 


Arcr 


250 










255 




Phe 


Asn 


Ser 


Glv 


Lys 


He 


Trp 










270 






Leu 


Phe 


Ser 


Lys 


Thr 


Lys 


Phe 








285 








Thr 


Gin 


Pro 


Leu 


His 


Phe 


Met 






300 










Leu 


He 


Ala 


Glu 


He 


Leu 


His 




315 










320 


Lys 


Asp 


His 


He 


Leu 


Ser 


Val 


330 










335 




Asp 


His 


Cys 


Leu 


Glv 


Ser 


His 










350 






He 


Gin 


Leu 


His 


Leu 


Gin 


Lys 








365 








JVrcr 


Lys 


His 


Glu 


Glu 


Asp 


His 






380 










Glu 


Phe 


Met 


His 


He 


Trp 

ST 


Lys 




395 










400 


He 


Arcr 


Lvs 


Tvr 

J; 


Asp 


Phe 


His 


410 










415 




Asn 


Val 


Tvr 


Asn 


He 


He 


Glu 










430 






Glv 


Cvs 


Val 


Glu 


Thr 


Lys 


Gin 








445 








Leu 


He 


Leu 


Gin 


Arcr 


Lvs 

J: 


Gly 

2 






460 










Ser 


Ala 


Lys 


Glv 


Leu 


He 


Glu 




475 










480 


He 


Tyr 


Gin 


Leu 


He 


Asn 


Val 


490 










495 




Gin 


Pro 


Val 


Asn 


Val 


Pro 


Arg 










510 






Pro 


Ser 


His 


Leu 


Ser 


Phe 


Thr 








525 








Thr 


Trp 


Val 


His 


Arg 


He 


Asn 



540 
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Phe 


Pro 


Leu 


Glu 


He 


Lys 


Ser 


Leu 


Pro 


Arg 


Glu 


Ser 


Met 


Leu 


Thr 


Val 


545 










550 










555 










560 


Lvs 


Leu 


Phe 


Gly 


He 


Ala 


Cys 


Ala 


Thr 


Asn 


Asn 


Ala 


Asn 


Leu 


Leu 


Ala 








565 










570 










575 




Trp 


Thr 


Cys 


Leu 


Pro 


Leu 


Phe 


Pro 


Lys 


Glu 


Lys 


Ser 


He 


Leu 


Gly 


Ser 








580 










585 










590 






Met 


Leu 


Phe 


Ser 


Met 


Thr 


Leu 


Gin 


Ser 


Glu 


Pro 


Pro 


Val 


Glu 


Met 


He 






595 










600 










605 








Thr 


Pro 


Gly 


Val 


Trp 


Asp 


Val 


Ser 


Gin 


Pro 


Ser 


Pro 


Val 


Thr 


Leu 


Gin 




610 










615 










620 










lie 


Asp 


Phe 


Pro 


Ala 


Thr 


Gly 


Trp 


Glu 


Tyr 


Met 


Lys 


Pro 


Asp 


Ser 


Glu 


625 










630 










635 










640 


Glu 


Asn 


Arcr 


Ser 


Asn 


Leu 


Glu 


Glu 


Pro 


Leu 


Lys 


Glu 


Cys 


He 


Lys 


His 










645 










650 










655 




He 


Ala 


Arcr 


Leu 


Ser 


Gin 


Lys 


Gin 


Thr 


Pro 


Leu 


Leu 


Leu 


Ser 


Glu 


Glu 








660 










665 










670 






Lys 


Lys 


Arcr 


Tvr 


Leu 


Trp 


Phe 


Tyr 


Arg 


Phe 


Tyr 


Cys 


Asn 


Asn 


Glu 


Asn 






675 










680 










685 








Cvs 


Ser 


Leu 


Pro 


Leu 


Val 


Leu 


Gly 


Ser 


Ala 


Pro 


Gly 


Trp 


Asp 


Glu 


Arg 




690 










695 










700 












Val 


Ser 


Glu 


Met 


His 


Thr 


He 


Leu 


Arg 


Arg 


Trp 


Thr 


Phe 


Ser 


Gin 


705 










710 










715 










720 


Pro 


Leu 


Glu 


Ala 


Leu 


Gly 


Leu 


Leu 


Thr 


Ser 


Ser 


Phe 


Pro 


Asp 


Glh 


Glu 










725 










730 










735 




He 


Arcr 


Lvs 


Val 


Ala 


Val 


Gin 


Gin 


Leu 


Asp 


Asn 


Leu 


Leu 


Asn 


Asp 


Glu 








740 










745 










750 






Leu 


Leu 


Glu 


Tvr 


Leu 


Pro 


Gin 


Leu 


Val 


Gin 


Ala 


Val 


Lys 


Phe 


Glu 


Trp 






755 










760 










765 








Asn 


Leu 


Glu 


Ser 


Pro 


Leu 


Val 


Gin 


Leu 


Leu 


Leu 


His 


Arq 


Ser 


Leu 


Gin 




770 










775 










780 










Ser 


He 


Gin 


Val 


Ala 


His 


Arcr 


Leu 


Tvr 


Trp 


Leu 


Leu 


Lys 


Asn 


Ala 


Glu 


785 










790 










795 










800 


Asn 


Glu 


Ala 


Tvr 


Phe 


LVS 


Ser 


Trp 

It 


Tyr 


Gin 


Lys 


Leu 


Leu 


Ala 


Ala 


Leu 










805 










810 










815 




Gin 


Phe 




Ala 


Glv 


LVS 


Ala 


Leu 


Asn 


Asp 


Glu 


Phe 


Ser 


Lys 


Glu 


Gin 








820 










825 










830 






Lys 


Leu 


He 


Lys 


He 


Leu 


Glv 


Asp 


He 


Gly 


Glu 


Arcr 


Val 


Lys 


Ser 


Ala 






835 










840 










845 








Ser 


Asp 


His 


Gin 


Arcr 


Gin 


Glu 


Val 


Leu 


Lvs 


LVS 


Glu 


He 


Gly 


Arcr 


Leu 




850 










855 










860 










Glu 


Glu 


Phe 


Phe 


Gin 


Asp 


Val 


Asn 


Thr 


Cvs 


His 


Leu 


Pro 


Leu 


Asn 


Pro 


865 










870 










875 










880 


Ala 


Leu 


Cvs 


He 


Lvs 


Gly 


He 


Asp 


His 


Asp 


Ala 


Cys 


Ser 


Tyr 


Phe 


Thr 










885 










890 










895 




Ser 


Asn 


Ala 


Leu 


Pro 


Leu 


Lys 


He 


Thr 


Phe 


He 


Asn 


Ala 


Asn 


Leu 


Met 








900 










905 










910 






Gly 


Lys 


Asn 


He 


Ser 


He 


He 


Phe 


Lys 


Ala 


Gly 


Asp 


Asp 


Leu 


Arg 


Gin 






915 










920 










925 








Asp 


Met 


Leu 


Val 


Leu 


Gin 


Leu 


He 


Gin 


Val 


Met 


Asp 


Asn 


lie 


Trp 


Leu 




930 










935 










940 










Gin 


Glu 


Gly 


Leu 


Asp 


Met 


Gin 


Met 


lie 


He 


Tyr 


Arg 


Cys 


Leu 


Ser 


Thr 


945 










950 










955 










960 


Gly 


Lys 


Asp 


Gin 


Arg 


Leu 


Val 


Gin 


Met 


Val 


Pro 


Asp 


Ala 


Val 


Thr 


Leu 










965 










970 










975 




Ala 


Lys 


He 


His 


Arg 


His 


Ser 


Gly 


Leu 


He 


Gly 


Pro 


Leu 


Lys 


Glu 


Asn 








980 










985 










990 






Thr 


He 


Lys 


Lys 


Trp 


Phe 


Ser 


Gin 


His 


Asn 


His 


Leu 


Lys 


Ala 


Asp 


Tyr 






995 








1000 








1005 








Glu 


Lys 


Ala 


Leu 


Arg 


Asn 


Phe 


Phe 


Tyr 


Ser 


Cys 


Ala Gly 


Trp 


Cys 


Val 


1010 








1015 








1020 










Val 


Thr 


Phe 


He 


Leu 


Gly Val 


Cys 


Asp 


Arg 


His 


Asn Asp 


Asn 


He 


Met 


L025 








1030 








1035 








1040 


Leu 


Thr 


Lys 


Ser 


Gly His Met 


Phe 


His 


He Asp 


Phe Gly 


Lys 


Phe 


Leu 



1045 1050 1055 
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Gly His Ala Gin Thr Phe Gly Gly lie Lys Arg Asp Arg Ala Pro Phe 

1060 1065 1070 

lie Phe Thr Ser Glu Met Glu Tyr Phe lie Thr Glu Gly Gly Lys Asn 

1075 1080 1085 

Pro Gin His Phe Gin Asp Phe Val Glu Leu Cys Cys Arg Ala Tyr Asn 

1090 1095 1100 

lie lie Arg Lys His Ser Gin Leu Leu Leu Asn Leu Leu Glu Met Met 
1105 1110 1H5 1120 

Leu Tyr Ala Gly Leu Pro Glu Leu Ser Gly lie Gin Asp Leu Lys Tyr 

1125 1130 1135 

Val Tyr Asn Asn Leu Arg Pro Gin Asp Thr Asp Leu Glu Ala Thr Ser 

1140 1145 1150 

His Phe Thr Lys Lys lie Lys Glu Ser Leu Glu Cys Phe Pro Val Lys 

1155 1160 1165 

Leu Asn Asn Leu lie His Thr Leu Ala Gin Met Ser Ala lie Ser Pro 

1170 H75 1180 

Ala Lys Ser Thr Ser Gin Thr Phe Pro Gin Glu Ser Cys Leu Leu Ser 
1185 1190 1195 1200 

Thr Thr Arg Ser lie Glu Arg Ala Thr He Leu Gly Phe Ser Lys Lys 

1205 1210 1215 

Ser Ser Asn Leu Tyr Leu He Gin Val Thr His Ser Asn Asn Glu Thr 

1220 1225 1230 

Ser Leu Thr Glu Lys Ser Phe Glu Gin Phe Ser Lys Leu His Ser Gin 
1235 1240 * 1245 

• Leu Gin Lys Gin Phe Ala Ser Leu Thr Leu Pro Glu Phe Pro His Trp 
1250 1255 1260 

Trp His Leu Pro Phe Thr Asn Ser Asp His Arg Arg Phe Arg Asp Leu 
1265 1270 1275 1280 

Asn His Tyr Met Glu Gin lie Leu Asn Val Ser His Glu Val Thr Asn 

1285 1290 1295 

Ser Asp Cys Val Leu Ser Phe Phe Leu Ser Glu Ala Gly Gin Gin Thr 

1300 1305 1310 

Val Glu Glu Ser Ser Pro Val Tyr Leu Gly Glu Lys Phe Pro Asp Lys 

1315 1320 1325 

Lys Pro Lys Val Gin Leu Val He Ser Tyr Glu Asp Val Lys Leu Thr 

1330 1335 1340 

He Leu Val Lys His Met Lys Asn He His Leu Pro Asp Gly Ser Ala 
1345 1350 1355 1360 

Pro Ser Ala His Val Glu Phe Tyr Leu Leu Pro Tyr Pro Ser Glu Val 

1365 1370 1375 

Arg Arg Arg Lys Thr Lys Ser Val Pro Lys Cys Thr Asp Pro Thr Tyr 

1380 1385 1390 

Asn Glu He Val Val Tyr Asp Glu Val Thr Glu Leu Gin Gly His Val 

1395 1400 1405 

Leu Met Leu He Val Lys Ser Lys Thr Val Phe Val Gly Ala He Asn 

1410 1415 1420 

He Arg Leu Cys Ser Val Pro Leu Asp Lys Glu Lys Trp Tyr Pro Leu 
1425 1430 1435 1440 

Gly Asn Ser He He Xaa Pro Leu Leu Leu Phe Tyr Thr Ser Asn Phe 

1445 1450 1455 

Met Gin Ser Val Leu His 
1460 1462 



<210> 1098 
<211> 111 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . - (HI) 

<223> X » any amino acid or stop code 
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<400> 1098 



Phe 


Phe 


Leu 


Arg 


Trp 


Ser Leu Asp 


Ser 


Val 


Thr Gin Ala 


Gly 


Val 


Gin 


1 








5 






10 






15 




Ser 


His 


Asp 


Leu 


Ser 


Ser Leu Gin 


Pro 


Pro 


Pro Pro Gly 


Phe 


Lys 


Gin 








20 






25 






30 






Ser 


Ser 


Leu 


Phe 


Gly 


Leu Pro Ser 


Ser 


Trp 


Glu Xaa Arg 


Trp 


Val 


Pro 






35 






40 






45 








Pro 


Cys 


Pro 


Ala 


Asn 


Phe Phe Val 


Phe 


Leu 


Val Glu Thr 


Gly 


Phe 


Arg 




50 








55 






60 








His 


Val 


Gly 


Gin 


Ala 


Gly Leu Glu 


Leu 


Leu 


Thr Ser Asn 


Asp 


Leu 


Pro 


65 










70 






75 






80 


Val 


Ser 


Ala 


Cys 


Gin 


Ser Ala Gly 


He 


Thr 


Gly Val Thr 


Thr 


Val 


Pro 










85 






90 






95 




Gin 


Arg 


Lys 


Ser 


Met 


lie Leu Tyr 


Glu 


Val 


Thr He Cys 


Tyr 


Pro 










100 






105 






110 


111 





<210> 1099 
<211> 1070 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (1070) 

<223> X = any amino acid or stop code 



<400> 1099 



Phe 


Val 


Arg 


Glu 


He 


1 








5 


Glu 


Asp 


Arg 


His 


Arg 








20 




Arg 


Thr 


Gly 


Arg 


Asp 






35 






Val 


Gly 


He 


Trp 


Val 




50 








Ala 


Ser 


Val 


Leu 


Val 


65 










Cys 


Ala 


Leu 


He 


Ser 










85 


Leu 


Asn 


Leu 


Thr 


His 








100 




Tyr 


Gly 


Cys 


Leu 


Cys 






115 






Trp 


He 


Arg 


Thr 


Arg 




130 








Leu 


Gly 


Leu 


He 


Asn 


145 










Gin 


Gly 


Gly 


His 


Pro 










165 


Ala 


Phe 


Phe 


Ser 


Leu 








180 




Ala 


Leu 


Lys 


Cys 


Val 






195 






Lys 


Gly 


Leu 


Ser 


Asp 



210 



Arg Gly Pro Ala Val 
10 

His Gly Pro His Ala 
25 

Tyr Ser Leu Asp Tyr 
40 

Ala Thr Phe Cys Leu 
55 

Arg Tyr ' Phe Thr Arg 
70 

Leu He Phe He Tyr 
90 

Thr Tyr Pro He Gin 
105 

Gin Tyr Pro Gly Pro 
120 

Pro Lys Asp Arg Asp 
135 

Ala Ser Leu Leu Pro 
150 

Arg Gly Pro Gly Cys 
170 

Leu Leu Phe Leu Thr 
185 

Lys Thr Ser Arg Phe 
200 

Phe Ser Ser Val Leu 
215 



Pro Arg Leu Thr Ser Ala 
15 

His Ser Pro Glu Leu Gin 
30 

Leu Pro Phe Arg Leu Trp 
45 

Val Leu Val Ala Thr Glu 
60 

Phe Thr Glu Glu Gly Phe 
75 80 
Asp Ala Val Gly Lys Met 
95 

Lys Pro Gly Ser Ser Ala 
110 

Gly Gly Asn Glu Ser Gin 
125 

Asp He Val Ser Met Asp 
140 

Pro Pro Glu Cys Thr Arg 
155 160 
His Thr Val Pro Asp He 
175 

Ser Phe Phe Phe Ala Met 
190 

Phe Pro Ser Val Val Arg 
205 

Ala He Leu Leu Gly Cys 
220 



617 



WO 01/53455 



Gly 


Leu 


Asp 


Ala 


Phe 


Leu 


Gly 


Leu 


Ala 


Thr 


Pro 


Lys 


225 










230 










235 




Arg 


Glu 


Phe 


Lys 


Pro 


Thr 


Leu 


Pro 


Gly 


Arg 


Gly 


Trp 










245 










250 






Phe 


Gly 


Ala 


Asn 


Pro 


Trp 


Trp 


Trp 


Ser 


Val 


Ala 


Ala 








260 










265 








Leu 


Leu 


Leu 


Ser 


He 


Leu 


He 


Phe 


Met 


Asp 


Gin 


Gin 






275 










280 










lie 


Leu 


Asn 


Arg 


Met 


Glu 


Tyr 


Arg 


Leu 


Gin 


Lys 


Gly 




290 










295 










300 


Leu 


Asp 


Leu 


Phe 


Trp 


Val 


Ala 


Val 


Leu 


Met 


Leu 


Leu 


305 










310 










315 




Gly 


Leu 


Pro 


Trp 


Tyr 


Val 


Ser 


Ala 


Thr 


Val 


He 


Ser 










32"5 










330 






Asp 


Ser 


Leu 


Arg 


Arg 


Glu 


Ser 


Arg 


Ala 


Cys 


Ala 


Pro 








340 










345 








Asn 


Phe 


Leu 


Gly 


He 


Arg 


Glu 


Gin 


Arg 


Leu 


Thr 


Gly 






355 










360 










lie 


Leu 


Thr 


Gly 


Ala 


Ser 


He 


Phe 


Leu 


Ala 


Pro 


Val 




370 










375 










380 


Pro 


Met 


Pro 


Val 


Leu 


Tyr 


Gly 


He 


Phe 


Leu 


Tyr 


Met 


385 










390 










395 




Leu 


Ser 


Ser 


He 


Gin 


Phe 


Thr 


Asn 


Arg 


Val 


Lys 


Leu 










405 










410 






Ala 


Lys 


His 


Gin 


Pro 


Asp 


Leu 


Leu 


Leu 


Leu 


Arg 


His 








420 










425 








Arg 


Val 


His 


Leu 


Phe 


Thr 


Ala 


He 


Ser 


Phe 


Ala 


Cys 






435 










440 










Trp 


lie 


lie 


Lys 


Ser 


Thr 


Pro 


Ala 


Ala 


He 


He 


Phe 




450 










455 










460 


Leu 


Gly 


Leu 


Val 


Gly 


Val 


Arg 


Lys 


Ala 


Leu 


Glu 


Arg 


465 










470 










475 




Gin 


Glu 


Leu 


Leu 


Trp 


Leu 


Asp 


Glu 


Leu 


Met 


Pro 


Glu 










485 










4 90 






lie 


Pro 


Glu 


Lys 


Gly 


Leu 


Glu 


Pro 


Glu 


His 


Ser 


Phe 








500 










505 








Ser 


Glu 


Asp 


Ser 


Glu 


Leu 


Met 


Tyr 


Gin 


Pro 


Lys 


Ala 






515 










520 










lie 


Ser 


Val 


Asn 


Xaa 


Leu 


Glu 


Xaa 


Glu 


Phe 


Val 


Arg 




530 










535 










540 


Pro 


Ala 


Val 


Pro 


Arg 


Leu 


Thr 


Ser 


Ala 


Glu 


Asp 


Arg 


545 










550 










555 




Pro 


His 


Ala 


His 


Ser 


Pro 


Glu 


Leu 


Gin 


Arg 


Thr 


Gly 










565 










570 






Leu 


Asp 


Tyr 


Leu 


Pro 


Phe 


Arg 


Leu 


Trp 


Val 


Gly 


He 








580 










585 








Phe 


Cys 


Leu 


Val 


Leu 


Val 


Ala 


Thr 


Glu 


Ala 


Ser 


Val 






595 










600 










Phe 


Thr 


Arg 


Phe 


Thr 


Glu 


Glu 


Gly 


Phe 


Cys 


Ala 


Leu 




610 










615 










620 


Phe 


lie 


Tyr 


Asp 


Ala 


Val 


Gly 


Lys 


Met 


Leu 


Asn 


Leu 


625 










630 










635 




Pro 


lie 


Gin 


Lys 


Pro 


Gly 


Ser 


Ser 


Ala 


Tyr 


Gly 


Cys 










645 










650 






Pro 


Gly 


Pro 


Gly 


Gly 


Asn 


Glu 


Ser 


Gin 


Trp 


He 


Arg 








660 










665 








Asp 


Arg 


Asp 


Asp 


He 


Val 


Ser 


Met 


Asp 


Leu 


Gly 


Leu 






675 










680 










Leu 


Leu 


Pro 


Pro 


Pro 


Glu 


Cys 


Thr 


Arg 


Gin 


Gly 


Gly 




690 










695 










700 


Pro 


Gly 


Cys 


His 


Thr 


Val 


Pro 


Asp 


He 


Ala 


Phe 


Phe 


705 










710 










715 




Phe 


Leu 


Thr 


Ser 


Phe 


Phe 


Phe 


Ala 


Met 


Ala 


Leu 


Lys 



725 730 



618 
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Leu Met Val Pro 
240 

Leu Val Ser Pro 
255 

Ala Leu Pro Ala 
270 

He Thr Ala Val 
285 

Ala Gly Phe His 

Thr Ser Ala Leu 
320 

Leu Ala His Met 
335 

Gly Glu Arg Pro 
350 

Leu Val Val Phe 
365 

Leu Lys Phe He 

Gly Val Ala Ala 
400 

Leu Leu Met Pro 
415 

Val Pro Leu Thr 
430 

Leu Gly Leu Leu 
445 

Pro Leu Met Leu 

Val Phe Ser Pro 
* 480 

Glu Glu Arg Ser 
495 

Ser Gly Ser Asp 
510 

Pro Glu He Asn 
525 

Glu He Arg Gly 

His Arg His Gly 
560 

Arg Asp Tyr Ser 
575 

Trp Val Ala Thr 
590 

Leu Val Arg Tyr 
605 

He Ser Leu He 

Thr His Thr Tyr 
640 

Leu Cys Gin Tyr. 
655 

Thr Arg Pro Lys 
670 

He Asn Ala Ser 
685 

His Pro Arg Gly 

Ser Leu Leu Leu 
720 

Cys Val Lys Thr 
735 
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Ser Arg 


Phe 


Phe Pro 


Ser Val 


Val 


Arg 


Lys 


Gly 


Leu 


Ser 


Asp 


Phe 


Ser 




740 






745 










750 






Ser Val 


Leu 


Ala lie 


Leu Leu 


Gly Cys 


Gly 


Leu 


Asp 


Ala 


Phe 


Leu 


Gly 




755 






760 










765 








Leu Ala 


Thr 


Pro Lys 


Leu Met 


Val 


Pro 


Arg 


Glu 


Phe 


Lys 


Pro 


Thr 


Leu 


770 






775 










780 










Pro Gly 


Arg Gly Trp 


Leu Val 


Ser 


Pro 


Phe 


Gly 


Ala 


Asn 


Pro 


Trp 


Trp 


785 






790 








795 










800 


Trp Ser 


Val 


Ala Ala 


Ala Leu 


Pro 


Ala 


Leu 


Leu 


Leu 


Ser 


He 


Leu 


He 




805 








810 










815 




Phe Met 


Asp 


Gin Gin 


He Thr 


Ala 


Val 


He 


Leu 


Asn 


Arg 


Met 


Glu 


Tyr 




820 






825 










830 






Arg Leu 


Gin Lys Gly 


Ala Gly 


Phe 


His 


Leu 


Asp 


Leu 


Phe 


Cys 


Val 


Ala 


835 






840 










845 








Val Leu 


Met 


Leu Leu 


Thr Ser 


Ala 


Leu 


Gly 


Leu 


Pro 


Trp 


Tyr 


Val 


Ser 


850 






855 










860 










Ala Thr 


Val 


lie Ser 


Leu Ala 


His 


Met 


Asp 


Ser 


Leu 


Arg 


Arg 


Glu 


Ser 


865 






870 








875 










880 


Arg Ala 


Cys 


Ala Pro 


Gly Glu 


Arg 


Pro 


Asn 


Phe 


Leu 


Gly 


He 


Arg 


Glu 


885 








890 










895 




Gin Arg 


Leu Thr Gly 


Leu Val 


Val 


Phe 


He 


Leu 


Thr 


Gly 


Ala 


Ser 


He 




900 






905 










910 






Phe Leu 


Ala 
915 


Pro Val 


Leu Lys 


Phe 
920 


He 


Pro 


Met 


Pro 


Val 
925 


Leu 


Tyr 


Gly 


lie Phe 


Leu Tyr Met 


Gly Val 


Ala 


Ala 


Leu 


Ser 


Ser 


He 


Gin 


Phe 


Thr 


930 






935 










940 










Asn Arg 


Val 


Lys Leu 


Leu Leu 


Asp 


Ala 


Ser 


Lys 


Thr 


Pro 


Ala 


Arg 


Pro 


945 






950 








955 










960 


Ala Thr 


Leu 


Ala Ala 


Cys Ala 


Ser Asp 


Gin 


Gly 


Pro 


Pro 


Leu 


His 


Ser 






965 








970 










975 




His Gin 


Leu 


Cys Pro 


Val Trp 


Gly Cys 


Phe 


Gly 


He 


He 


Lys 


Ser 


Thr 






980 






985 










990 






Pro Ala 


Ala 


He He 


Phe Pro 


Leu 


Met 


Leu 


Leu 


Gly 


Leu 


Val 


Gly 


Val 




995 




1000 








1005 








Arg Lys 


Ala 


Leu Glu 


Arg Val 


Phe 


Ser 


Pro 


Gin 


Glu 


Leu 


Leu 


Trp 


Leu 


1010 






1015 








1020 










Asp Glu 


Leu 


Met Pro 


Glu Glu Glu Arg 


Ser 


He 


Pro 


Glu 


Lys 


Gly 


Leu 


1025 




1030 






1035 








1040 


Glu Pro 


Glu 


His Ser Phe Ser Gly Ser 


Asp Ser Glu Asp 


Ser 


Glu 


Leu 






1045 






1050 








1055 




Met Tyr 


Gin 


Pro Lys 


Ala Pro 


Glu 


He 


Asn 


He 


Ser 


Val 


Asn 








1060 




1065 








1070 







<210> 1100 
<211> 875 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (875) 

<223> X = any amino acid or stop code 



<400> 1100 

Met Gly Leu Lys Ala Arg Arg Ala Ala Gly Ala Ala Gly Gly Gly Gly 

15 10 15 

Asp Gly Gly Gly Gly Gly Gly Gly Ala Ala Asn Pro Ala Gly Gly Asp 

20 25 30 

Ala Ala Ala Ala Gly Asp Glu Glu Arg Lys Val Gly Leu Ala Pro Gly 



619 



WO 01/53455 







35 










40 




Asp 


Val 


Glu 


Gin 


Val 


Thr 


Leu 


Ala 


Leu 




50 










55 






Glv 


Thr 


Leu 


Leu 


Leu 


Glu 


Gly 


Gly 


Gly 


65 










70 








Thr 


Pro 


Gin 


Glv 


He 


Gly 


Leu 


Leu 


Ala 










85 










Val 


Lvs 


Arcr 


Asn 


Asn 


Ala 


Lys 


Tyr 


Arg 








100 










105 


Asp 


Ala 


Leu 


Glu 


Arcr 


Pro 


Arcr 


Gly 


Trp 






115 










120 




Val 


Phe 


Leu 


He 


Val 


Leu 


Gly 


Cys 


Leu 




130 










135 






Phe 


Lys 


Glu 


Tvr 


Glu 


Thr 


Val 


Ser 


Gly 


145 










150 








Thr 


Phe 


Ala 


He 


Phe 


He 


Phe 


Glv 


Ala 










165 










Ala 


Ala 


Glv 


Cys 


Cys 


Cys 


Arcr 


Tvr 


Lvs 








180 










185 


Phe 


Ala 


Arcr 


Lys 


Pro 


Leu 


Cys 


Met 


Leu 






195 










200 




Sear 


Val 


Pro 


Val 


Val 


Ala 


Val 


Gly 


Asn 




210 










215 






Ser 


Leu 


Ara 


Ser 


Leu 


Arcr 


Phe 


Leu 


Gin 


225 










230 








Glv 


Pro 


Glv 


Glu 


Glv 


Glv 


Thr 


Trn 


Lvs 










245 










Ala 


His 


Ser 


Lys 


Glu 


Leu 


He 


Thr 


Ala 








260 










265 


Leu 


He 


Leu 


Ser 


Ser 


Phe 


Leu 


Val 


Tvr 






275 










280 




Glu 


Val 


Asp 


Ala 


Gin 


Glv 


Glu 


Glu 


Met 




290 










295 






Ala 


Asp 


Ala 


Leu 




Tro 

A J -Jb / 


Glv 


Leu 


He 


305 










310 








Glv 


Asp 


Lys 


Thr 


Pro 


LVS 


Thr 


Tro 


Glu 










325 










Phe 


Ser 


Leu 


He 


Glv 


Val 


Ser 


Phe 


Phe 








340 










345 


Glv 


Ser 


Glv 


Leu 


Ala 


Leu 


Lys 


Val 


Gin 






355 










360 




Phe 


Glu 


Lys 


Arcr 


Arcr 


Lvs 


Pro 


Ala 


Ala 




370 










375 






Atq 
m y 


Tvr 
j 


Tvr 
j 


Ala 


Thr 


Asn 


Pro 


Asn 


Arcr 


385 










390 








Arg 


Phe 


Tvr 


Glu 


Ser 


Val 


Val 


Ser 


Phe 










405 










Leu 


Glu 


Ala 


Ala 


Ser 


Ser 


Gin 


Lys 


Leu 








420 










425 


Leu 


Ser 


Asn 


Pro 


Arcr 


Gly 


Ser 


Asn 


Thr 






435 










440 




Leu 


Asn 


Val 


Asp 


Ala 


He 


Glu 


Glu 


Ser 




450 










455 






Val 


Glv 


Leu 


Asn 


Asn 


LVS 


Glu 


Arcr 


Phe 


465 










470 








Ala 




Ala 


Phe 


Tro 


Gin 


Ser 


Ser 


Glu 










485 










Met 


Ala 


Glu 


Asp 


Arg 


Gly 


Tyr 


Gly 


Asn 








500 










505 


lie 


Pro 


Thr 


Leu 


Lys 


Ala 


Ala 


He 


Arg 






515 










520 




Arg 


Leu 


Tyr 


Lys 


Lys 


Lys 


Phe 


Lys 


Glu 




530 










535 






Lys 


Asp 


Val 


He 


Glu 


Gin 


Tyr 


Ser 


Ala 
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45 



Gly 


Ala 


Gly 


Ala 


Asp 




Asp 






60 










Arg 


Asp 


Glu 


Gly 


Gin 


Arg 


Arg 




75 










80 


Lys 


Thr 


Pro 


Leu 


Ser 


Arg 


Pro 


90 










95 




Arg 


He 


Gin 


Thr 


Leu 


He 


Tyr 










110 






Ala 


Leu 


Leu 


Tyr 


His 


Ala 


Leu 








125 








He 


Leu 


Ala 


Val 


Leu 


Thr 


Thr 






140 










Asp 


Trp 


Leu 


Leu 


Leu 


Leu 


Glu 




155 










160 


Glu 


Phe 


Ala 


Leu 


Arg 


He 


Trp 


170 










175 




Gly 


Trp 


Arg 


Gly 


Arg 


Leu 


Lys 










190 






Asp 


He 


Phe 


Val 


Leu 


He 


Ala 








205 








Gin 


Gly 


Asn 


Val 


Leu 


Ala 


Thr 






220 










He 


Leu 


Arg 


Met 


Leu 


Arg 


Asp 




235 










240 


Leu 


Leu 


Gly 


Ser 


Ala 


He 


Cys 


250 










255 




Trp 


Tyr 


lie 


Gly 


Phe 


Leu 


Thr 










270 






Leu 


Val 


Glu 


Lys 


Asp 


Val 


Pro 








285 








Lys 


Glu 


Glu 


Phe 


Glu 


Thr 


Tyr 






300 










Thr 


Leu 


Ala 


Thr 


He 


Gly 


Tyr 




315 










320 


Gly 


Arg 


Leu 


He 


Ala 


Ala 


Thr 


330 










335 




Ala 


Leu 


Pro 


Ala 


Gly 


He 


Leu 










350 






Glu 


Gin 


His 


Arg 


Gin 


Lys 


His 








365 








Glu 


Leu 


He 


Gin 


Ala 


Ala 


Trp 






380 










He 


Asp 


Leu 


Val 


Ala 


Thr 


Trp 




395 










400 


Pro 


Phe 


Phe 


Arg 


Lys 


Glu 


Gin 


410 










415 




Gly 


Leu 


Leu 


Asp 


Arg 


Val 


Arg 










430 






Lys 


Gly 


Lys 


Leu 


Phe 


Thr 


Pro 








445 








Pro 


Ser 


Lys 


Glu 


Pro 


Lys 


Pro 






460 










Arg 


Thr 


Ala 


Phe 


Arg 


Met 


Lys 




475 










480 


Asp 


Ala 


Gly 


Thr 


Gly 


Asp 


Pro 


490 










495 




Asp 


Phe 


Pro 


He 


Glu 


Asp 


Met 










510 






Ala 


Val 


Arg 


He 


Leu 


Gin 


Phe 








525 








Thr 


Leu 


Arg 


Pro 


Tyr 


Asp 


Val 






540 










Gly 


His 


Leu 


Asp 


Met 


Leu 


Ser 



620 
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545 










550 










555 










560 




lie 


Lys 


Tver 


Leu 


Gin 


Thr 




He 


Asp 


Met 


He 


Phe 


Thr 


Pro 


Gly 










565 










570 










575 




Pro 


Pro 


Ser 


Thr 


Pro 


Lys 


His 


Lys 


Lys 


Ser 


Gin 


Lys 


Glv 


Ser 


Ala 


Phe 








580 










585 










590 






J. XIX 


Phe 


Pro 


Ser 


Gin 


Gin 


Ser 


Pro 


Arcr 


Asn 


Glu 


Pro 


Tvr 


Val 


Ala 


Arcr 






595 










600 










605 








Jr x u 


Ser 


Thr 


Ser 


Glu 


lie 


Glu 


Asp 


Gin 


Arcr 


His 


Xaa 


Tro 


Glv 


Lvs 


Phe 




610 










615 










620 










Val 
Val 


Xiy o 


Car 


Leu 


Lys 


Glv 


Gin 


Val 


Gin 


Glv 
y 


Leu 


Glv 


Arcr 


Lys 


Leu 


Asp 


62 5 










630 










635 










640 


file 


Leu 


V CLX 


Asp 


Met 


His 


Met 


Gin 


His 


Met 


Glu 


Arcr 


Leu 


Gin 


Val 


Gin 










645 










650 










655 




V ciX 


±111. 


ulU 


T*-try* 

iyr 


rr*vT* 
iy-L 


Pro 


Thr 


Lys 


Glv 

uxy 


Thr 


Ser 


Ser 


Pro 


Ala 


Glu 


Ala 








660 










665 










670 






1?1U 


Lys 


Lys 


f2l 11 


nap 


Asn 


7\ rrr 

**xy 




Ser 


Asp 


Leu 


Lys 


Thr 


He 


He 


Cys 






o / 3 










680 










685 








Asn 


Tyr 


Ser 


nl ii 

V?X LI 


Thr 


Gly 


Pro 


Pro 


Glu 


Pro 


Pro 


j.yx 


Ser 


Phe 


His 


Gin 




690 










695 










700 










vai 


1 Hi 


lie 


Asp 


Lys 


Val 


Ser 


JTX VJ 


TVr 
±yx 


Gly 


Phe 


Phe 


Ala 


His 


Asp 


Pro 


705 










710 










715 










720 


Val 


Asn 


Leu 


Dm 




Gly 


Glv 
uxy 


Pro 


Ser 


Ser 


Glv 
oxy 


Lys 


Val 


Gin 


Ala 


Thr 










725 










730 










735 




Pro 


Pro 


Car 
OCX 


Car- 
OCX. 


Ala 


Thr 


Thr 


Tvv 


Val 


Glu 


Aycr 
■rtxy 


Pro 


Thr 


Val 


Leu 


Pro 








740 










745 










750 






Tl tf» 
lie 


Leu 


Tnr 


Leu 


Leu 


A 

sp 


Ser 


**xy 


Val 


Ser 


Cys 


His 


Ser 


Gin 


Ala 


Asp 






755 










760 










765 








Leu 




uiy 


Pro 


Tyr 


Coy 
OCX 




x\ttt 


He 


Cnr 
OCX 


Pro 




Gin 




Mxy 


Ser 




770 










775 










780 










Tl o 
11c 


im 


Arg* 


Asp 


OCX 


Asp 


Thr 


Pro 


Leu 


Ser 


Leu 


Met 


Ser 


Val 


Asn 


His 












790 










795 










800 


ulU 


r*i ii 

bill 


Leu 




Arg 


C O V 

OCX 


Pro 


Cay 

OCX 


Gly 


Phe 


Ser 


He 


Ser 


Gin 


Asp 


«xy 










805 










810 










815 




Asp 


Asp 


Tyr 


Val 


Phe 


Gly 


Pro 


Asn 


Gly 


Gly 


Ser 


Ser 


Trp 


Met 


Arg 


Glu 








820 










825 










830 






Lys 


Arg 


Tyr 


Leu 


Ala 


Glu 


Gly 


Glu 


Thr 


Asp 


Thr 


Asp 


Thr 


Asp 


Pro 


Phe 






835 










840 










845 








Thr 


Pro 


Ser 


Gly 


Ser 


Met 


Pro 


Leu 


Ser 


Ser 


Thr 


Gly 


Asp 


Gly 


He 


Ser 




850 










855 










860 










Asp 


Ser 


Val 


Trp 


Thr 


Pro 


Ser 


Asn 


Lys 


Pro 


He 













865 870 875 



<210> 1101 
<211> 3530 
<2l2>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (X) . . . (3530) 

<223> X = any amino acid or stop code 



<400> 1101 
Arg Thr Arg Gly He He Glu Phe 

1 5 
Val Glu Glu Asp Val Gly Leu He 
20 

Gly Thr Tyr Gly Tyr Val Thr Ala 
35 40 



Asp Pro Lys Tyr Thr Ala Phe Glu 

10 15 
Met He Pro Val Val Arg Leu His 

25 30 
Asp Phe He Ser Gin Ser Ser Ser 
45 
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Ala 


Ser 


Pro 


Gly 


Gly 


Val 


Asp 


Tyr 




50 










55 




Phe 


Gin 


His 


Gly 


Gin 


Asn 


Leu 


Ser 


65 










70 






Asp Asn 


Glu 


Ser 


Glu 


Phe 


Glu 


Glu 










85 








Ala 


Thr 


Gly 


Gly 


Ala 


Val 


Leu 


Gly 








100 










lie 


Ala 


Lys 


Ser 


Asp 


Ser 


Pro 


Phe 






115 










120 


Ser Lys 


He 


Ser 


He 


Ala 


Asn 


Pro 




130 










135 




Val 


Leu 


Glu 


Arg 


Thr 


Gly 


Gly 


Leu 


145 










150 






Glu 


Thr 


Val 


Gly 


Pro 


Asn 


Ser 


Gin 










165 








Asp 


lie 


Ala 


Asp 


Pro 


Val 


Ser 


Gly 








180 










Gly Gly 


Val 


Arg 


Thr 


He 


He 


Leu 






195 










200 


Glu 


Val 


Glu 


Glu 


Thr 


Phe 


He 


He 




210 










215 




Ala 


Lys 


Leu 


Asp 


Ser 


Arg 


Ala 


Lys 


225 










230 






Phe Gly 


Asp 


Pro 


Asn 


Gly 


Val 


Val 










245 








Lys 


Lys 


Thr 


Tyr 


Ser 


Glu 


Pro 


Leu 








260 










Thr 


Phe 


Phe 


Val 


Arg 


Arg 


Val 


Lys 






275 










280 


Tyr Trp 


Glu 


Leu 


Ser 


Ser 


Glu 


Phe 




290 










295 




Thr 


Ser 


Gly 


Phe 


Phe 


Thr 


lie 


Ala 


305 










310 






Asp Val 


His 


Leu 


Leu 


Pro 


Asp 


Glu 










325 








Val 


lie 


Gin 


Leu 


Val 


Ser 


Val 


Glu 








340 










Lys 


Ser 


He 


Thr 


Trp 


Phe 


Ser 


Val 




355 










360 


Val 


Phe 


Ala 


Leu 


Tyr 


Ser 


Asp 


Arg 




370 










375 




Leu 


lie 


Arg 


Ser 


He 


Gin 


He 


Asn 


385 










390 






Gly 


Asp 


Val 


Ala 


Val 


Gly 


Leu 


Arg 










405 








Pro 


lie 


Val 


Thr 


Glu 


Asn 


Ala 


Glu 








420 










Ala 


Thr 


Tyr 


Lys 


Val 


Asp 


Val 


Val 






435 










440 


Ser 


Leu 


Gly 


Ser 


Asn 


Phe 


Thr 


Leu 




450 










455 




Gly 


Gly 


Arg 


Phe 


Tyr 


Gly 


Met 


Pro 


465 










470 






Ala 


Val 


Leu 


Pro 


Val 


Ser 


Glu 


Lys 










485 








Glu 


Ser 


Thr 


Ala 


Phe 


Gin 


Leu 


Met 








500 










Val 


Met 


He 


Ser 


Arg 


Arg 


Gly 


Thr 






515 










520 


Thr 


Thr 


Gly 


Tyr 


Ala 


Pro 


Gly 


Leu 




530 










535 




Gly 


Asn 


Met 


Thr 


Pro 


Thr 


Leu 


Gly 


545 










550 







He 


Leu 


His 


Gly 


Ser 


Thr 


Val 


Thr 








60 










Phe 


He 


Asn 


He 


Ser 


He 


He 


Asp 






75 










80 


Pro 


He 


Glu 


He 


Leu 


Leu 


Thr 


Gly 




90 










95 




Arg 


His 


Leu 


Val 


Ser 


Arg 


He 


He 


105 










110 






Gly 


Val 


He 


Arg 


Phe 


Leu 


Asn 


Gin 










125 








Asn 


Ser 


Thr 


Met 


He 


Leu 


Ser 


Leu 








140 










Leu 


Gly Glu 


He 


Gin 


Val 


Asn 


Trp 






155 










160 


Glu 


Ala 


Leu 


Leu 


Pro 


Gin 


Asn 


Arg 




170 










175 




Leu 


Phe Tyr 


Phe 


Gly 


Glu 


Gly 


Glu 


185 










190 






Thr 


He 


Tyr 


Pro 


His 


Glu 


Glu 


He 










205 








Lys 


Leu 


His 


Leu 


Val 


Lys 


Gly 


Glu 








220 










Asp 


Val 


Thr 


Leu 


Thr 


He 


Gin 


Glu 






235 










240 


Gin 


Phe 


Ala 


Pro 


Glu 


Thr 


Leu 


Ser 




250 










255 




Ala 


Leu 


Glu 


Gly 


Pro 


Leu 


Leu 


He 


265 










270 






Gly 


Thr 


Phe 


Gly 


Glu 


He 


Met 


Val 










285 








Asp 


He 


Thr 


Glu 


Asp 


Phe 


Leu 


Ser 








300 










Asp 


Gly Glu 


Ser 


Glu 


Ala 


Ser 


Phe 






315 










320 


Val 


Pro 


Glu 


He 


Glu 


Glu 


Asp 


Tyr 




330 










335 




Gly 


Gly Ala 


Glu 


Leu 


Asp 


Leu 


Glu 


345 










350 






Tyr 


Ala 


Asn 


Asp 


Asp 


Pro 


His 


Gly 










365 








Gin 


Ser 


He 


Leu 


He 


Gly 


Gin 


Asn 








380 










He 


Thr Arg 


Leu 


Ala 


Gly 


Thr 


Phe 






395 










400 


He 


Ser 


Ser 


Asp 


His 


Lys 


Glu 


Gin 




410 










415 




Arg 


Gin 


Leu 


Val 


Val 


Lys 


Asp 


Gly 


425 










430 






Pro 


He 


Lys 


Asn 


Gin 


Val 


Phe 


Leu 










445 








Gin 


Leu 


Val 


Thr 


Val 


Met 


Leu 


Val 








460 










Thr 


He 


Leu 


Gin 


Glu 


Ala 


Lys 


Ser 






475 










480 


Ala 


Ala 


Asn 


Ser 


Gin 


Val 


Gly 


Phe 




490 










495 




Asn 


He 


Thr 


Ala 


Gly 


Thr 


Ser 


His 


505 










510 






Tyr 


Gly Ala 


Leu 


Ser 


Val 


Ala 


Trp 










525 








Glu 


He 


Pro 


Glu 


Phe 


He 


Val 


Val 








540 










Ser 


Leu 


Ser 


Phe 


Ser 


His 


Gly 


Glu 






555 










560 
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Gin Arg 


Lys Gly 


Val 


Phe 


Leu 


Trp 


Thr 






565 










Glu Ala 


Phe Val 


Leu 


His 


Leu 


Ser 


Gly 




580 










585 


Gly Ala 


Gin Leu 


Arg 


Ser 


Gly 


Phe 


He 




595 








600 




Gly Val 


Phe Gin 


Phe 


Ser 


Thr 


Ser 


Ser 


610 








615 






Asp Thr 


Gin Met 


He 


Arg 


Leu 


His 


Val 


625 






630 








Ser Asp 


Leu He 


Lys 


Val 


Ser 


Tyr 


Gin 






645 










Pro Leu 


Glu Asp 


Phe 


Glu 


Pro 


Val 


Gin 




660 










665 


Lys Phe 


Gin Thr 


Glu 


Val 


Asp 


Phe 


Glu 




675 








680 




Leu Ser 


Glu He 


Glu 


Glu 


Phe 


Phe 


Tyr 


690 








695 






He Arg 


Gly Leu 


Gin 


Lys 


Phe 


Asp 


Val 


705 






710 








Leu Asp 


Phe Ser 


Val 


Ala 


Val 


He 


Thr 






725 










Ala Gly 


Met Asp 


He 


Ser 


Phe 


Pro 


Glu 




740 










745 


Asp Thr 


Thr Leu 


He 


Pro 


Val 


Glu 


Thr 




755 








760 




Thr Ser 


Lys Thr 


Thr 


Thr 


He 


Leu 


Gin 


770 








775 






Val Thr 


Glu Ala 


Thr 


Gly 


Val 


Ser 


Ala 


785 






790 








Leu His 


Gly Thr 


Pro 


Ala 


Val 


Ser 


Glu 






805 










Thr Ala 


Asn Val 


Ser 


He 


His 


Gly 


Thr 




820 










825 


Val Tyr 


He Glu 


Glu 


Glu 


Met 


Lys 


Asn 




835 








840 




Val Leu 


He Arg 


Arg 


Thr 


Gly 


Gly 


Phe 


850 








855 






Val Lys 


Thr Phe 


Gly 


Glu 


Arg 


Cys 


Ala 


865 






870 








Pro Phe 


Arg Gly 


He 


Tyr 


Gly 


He 


Ser 






885 










Glu Glu 


Asp Phe 


Glu 


Glu 


Gin 


Thr 


Leu 




900 










905 


Glu Arg 


Glu Arg 


Lys 


Val 


Ser 


Val 


Gin 




915 








920 




Glu Gly 


Gin Glu 


Phe 


Phe 


Tyr 


Val 


Phe 


930 








935 






Ala Gin 


He Val 


Glu 


Gly 


Lys 


Asp 


Asp 


945 






950 








Met Val 


He He 


Thr 


Gly 


Ser 


Asp 


Leu 






965 










Ser Glu 


Glu Ser 


Gin 


Ser 


Gly 


Leu 


Glu 




980 










985 


Arg Arg 


Leu His 


Leu 


He 


Val 


Thr 


Arg 




995 






1000 




Asp Val 


Lys Val 


Phe 


Trp 


Arg Val 


Thr 


1010 






1015 






Leu Gin 


Lys Asp 


Gly 


Val 


Asn 


Leu 


Met 


1025 




1030 








Gly Thr 


Thr Thr 


Cys 


Thr 


Met 


Gly 


Gin 



1045 



Glu Leu Lys Pro Glu Lys Val Pro Gin 
1060 1065 
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Phe 


Pro 


Ser 


Pro 


Gly 


Trp 


Pro 


570 










575 




Val 


Gin 


Ser 


Ser 


Ala 


Pro 


Gly 










590 






Val 


Ala 


Glu 


He 


Glu 


Pro 


Met 








605 








Arg 


Asn 


He 


He 


Val 


Ser 


Glu 






620 










Gin 


Arg 


Leu 


Phe 


Gly 


Phe 


His 




635 










640 


Thr 


Thr 


Ala 


Gly 


Ser 


Ala 


Lys 


650 










655 




Asn 


Gly 


Glu 


Leu 


Phe 


Phe 


Gin 










670 






He 


Thr 


He 


He 


Asn 


Asp 


Gin 








685 








He 


Asn 


Leu 


Thr 


Ser 


Val 


Glu 






700 










Asn 


Trp 


Ser 


Pro 


Arg 


Leu 


Asn 




715 










720 


He 


Leu 


Asp 


Asn 


Asp 


Asp 


Leu 


730 










735 




Thr 


Thr 


Val 


Ala 


Val 


Ala 


Val 










750 






Glu 


Ser 


Thr 


Thr 


Tyr 


Leu 


Ser 








765 








Pro 


Thr 


Asn 


Val 


Val 


Ala 


lie 






780 










He 


Pro 


Glu 


Lys 


Leu 


Val 


Thr 




795 










800 


Lys 


Pro 


Asp 


Val 


Ala 


Thr 


Val 


810 










815 




Phe 


Ser 


Leu 


Gly 


Pro 


Ser 


He 










830 






Gly 


Thr 


Phe 


Asn 


Thr 


Ala 


Glu 








845 








Thr 


Gly 


Asn 


Val 


Ser 


He 


Thr 






860 










Gin 


Met 


Glu 


Pro 


Asn 


Ala 


Leu 




875 










880 


Asn 


Leu 


Thr 


Trp 


Ala 


Val 


Glu 


890 










895 




Thr 


Leu 


He 


Phe 


Leu 


Asp 


Gly 










910 






He 


Leu 


Asp 


Asp 


Asp 


Glu 


Pro 








925 








Leu 


Thr 


Asn 


Pro 


Gin 


Gly 


Gly 






940 










Thr 


Gly 


Phe 


Ala 


Ala 


Phe 


Ala 




955 










960 


His 


Asn 


Gly 


He 


He 


Gly 


Phe 


970 










975 




Leu 


Arg 


Glu 


Gly 


Ala 


Val 


Met 










990 






Gin 


Pro 


Asn 


Arg 


Ala 


Phe 


Glu 






1005 








Leu 


Asn 


Lys 


Thr 


Val 


Val 


Val 




1020 










Glu 


Glu 


Leu 


Gin 


Ser 


Val 


Ser 


1035 








1040 


Thr 


Lys 


Cys 


Phe 


He 


Ser 


He 


L050 








1055 




Val 


Glu Val 


Tyr 


Phe 


Phe 


Val 



1070 
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Glu Leu Tyr Glu Ala Thr Ala Gly Ala Ala lie Asn Asn Ser Ala Arg 

1075 1080 1085 

Phe Ala Gin He Lys He Leu Glu Ser Asp Glu Ser Gin Ser Leu Val 

1090 1095 1100 

Tyr Phe Ser Val Gly Ser Arg Leu Ala Val Ala His Lys Lys Ala Thr 
1105 1110 1H5 1120 

Leu He Ser Leu Gin Val Ala Arg Asp Ser Gly Thr Gly Leu Met Met 

1125 1130 1135 

Ser Val Asn Phe Ser Thr Gin Glu Leu Arg Ser Ala Glu Thr He Gly 

1140 H45 1150 

Arg Thr He He Ser Pro Ala He Ser Gly Lys Asp Phe Val He Thr 

1155 1160 H65 

Glu Gly Thr Leu Val Phe Glu Pro Gly Gin Arg Ser Thr Val Leu Asp 

1170 1175 1180 

Val He Leu Thr Pro Glu Thr Gly Ser Leu Asn Ser Phe Pro Lys Arg 
1185 H90 1195 1200 

Phe Gin He Val Leu Phe Asp Pro Lys Gly Gly Ala Arg He Asp Lys 

1205 1210 1215 

Val Tyr Gly Thr Ala Asn He Thr Leu Val Ser Asp Ala Asp Ser Gin 

1220 1225 1230 

Ala He Trp Gly Leu Ala Asp Gin Leu His Gin Pro Val Asn Asp Asp 

1235 1240 1245 

He Leu Asn Arg Val Leu His Thr He Ser Met Lys Val Ala Thr Glu 

1250 1255 1260 

Asn Thr Asp Glu Gin Leu Ser Ala Met Met His Leu He Glu Lys He 
1265 1270 1275 1280 

Thr Thr Glu Gly Lys He Gin Ala Phe Ser Val Ala Ser Arg Thr Leu 

1285 1290 1295 

Phe Tyr Glu He Leu Cys Ser Leu He Asn Pro Lys Arg Lys Asp Thr 

1300 1305 1310 

Arg Gly Phe Ser His Phe Ala Glu Leu Thr Glu Asn Phe Ala Phe Ser 

1315 1320 1325 

Leu Leu Thr Asn Val Thr Cys Gly Ser Pro Gly Glu Lys Ser Lys Thr 

1330 1335 1340 

He Leu Asp Ser Cys Pro Tyr Leu Ser He Leu Ala Leu His Trp Tyr 
1345 1350 1355 1360 

Pro Gin Gin He Asn Gly His Lys Phe Glu Gly Lys Glu Gly Asp Tyr 

1365 1370 1375 

He Arg He Pro Glu Arg Leu Leu Asp Val Gin Asp Ala Glu He Met 

1380 "~ : 1385 1390 

Ala Gly Lys Ser Thr Cys Lys Leu Val Gin Phe Thr Glu Tyr Ser Ser 

1395 1400 1405 

Gin Gin Trp Phe He Ser Gly Asn Asn Leu Pro Thr Leu Lys Asn Lys 

1410 1415 1420 

Val Leu Ser Leu Ser Val Lys Gly Gin Ser Ser Gin Leu Leu Thr Asn 
1425 1430 1435 1440 

Asp Asn Glu Val Leu Tyr Arg He Tyr Ala Ala Glu Pro Arg He He 

1445 1450 1455 

Pro Gin Thr Ser Leu Cys Leu Leu Trp Asn Gin Ala Ala Ala Ser Trp 

1460 1465 1470 

Leu Ser Asp Ser Gin Phe Cys Lys Val He Glu Glu Thr Ala Asp Tyr 

1475 1480 1485 

Val Glu Cys Ala Cys Leu His Met Ser Val Tyr Ala Val Tyr Ala Arg 

1490 1495 1500 

Thr Asp Asn Leu Ser Ser Tyr Asn Glu Ala Phe Phe Thr Ser Gly Phe 
1505 1510 1515 1520 

He Cys He Ser Gly Leu Cys Leu Ala Val Leu Ser His He Phe Cys 

1525 1530 1535 

Ala Arg Tyr Ser Met Phe Ala Ala Lys Leu Leu Thr His Met Met Ala 

1540 1545 1550 

Ala Ser Leu Gly Thr Gin He Leu Phe Leu Ala Ser Ala Tyr Ala Ser 

1555 1560 1565 

Pro Gin Leu Ala Glu Glu Ser Cys Ser Ala Met Ala Ala Val Thr His 
1570 1575 1580 
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Tyr Leu Tyr Leu Cys Gin Phe Ser Trp Met Leu lie Gin Ser Val Asn 
1585 1590 1595 1600 

Phe Trp Tyr Val Leu Val Met Asn Asp Glu His Thr Glu Arg Arg Tyr 

1605 1610 1615 

Leu Leu Phe Phe Leu Leu Ser Trp Gly Leu Pro Ala Phe Val Val He 

1620 1625 1630 

Leu Leu He Val He Leu Lys Gly He Tyr His Gin Ser Met Ser Gin 

1635 1640 1645 

He Tyr Gly Leu He His Gly Asp Leu Cys Phe He Pro Asn Val Tyr 

1650 1655 1660 

Ala Ala Leu Phe Thr Ala Ala Leu Val Pro Leu Thr Cys Leu Val Val 
1665 1670 1675 1680 

Val Phe Val Val Phe He His Ala Tyr Gin Val Lys Pro Gin Trp Lys 

1685 1690 1695 

Ala Tyr Asp Asp Val Phe Arg Gly Arg Thr Asn Ala Ala Glu He Pro 

1700 1705 1710 

Leu He Leu Tyr Leu Phe Ala Leu He Ser Val Thr Trp Leu Trp Gly 

1715 1720 1725 

Gly Leu His Met Ala Tyr Arg His Phe Trp Met Leu Val Leu Phe Val 

1730 1735 1740 

He Phe Asn Ser Leu Gin Leu Leu Tyr Pro Leu Phe Tyr Phe Leu Leu 
1745 1750 1755 1760 

Leu Xaa Asp Gin Ser Ser Ser Ala Ser Pro Gly Gly Val Asp Tyr He 

1765 " " ' 1770 1775 

Leu His Gly Ser Thr Val Thr Phe Gin His Gly Gin Asn Leu Ser Phe 

1780 1785 1790 

He Asn He Ser He He Asp Asp Asn Glu Ser Glu Phe Glu Glu Pro 

1795 1800 1805 

He Glu He Leu Leu Thr Gly Ala Thr Gly Gly Ala Val Leu Gly Arg 

1810 1815 1820 

His Leu Val Ser Arg He He He Ala Lys Ser Asp Ser Pro Phe Gly 
1825 1830 1835 1840 

Val He Arg Phe Leu Asn Gin Ser Lys He Ser He Ala Asn Pro Asn 

1845 1850 1855 

Ser Thr Met He Leu Ser Leu Val Leu Glu Arg Thr Gly Gly Leu Leu 

1860 1865 1870 

Gly Glu He Gin Val Asn Trp Glu Thr Val Gly Pro Asn Ser Gin Glu 

1875 1880 1885 

Ala Leu Leu Pro Gin Asn Arg Asp He Ala Asp Pro Val Ser Gly Leu 
1890 1895 ~ 1900 * 

Phe Tyr Phe Gly Glu Gly Glu Gly Gly Val Arg Thr He He Leu Thr 
1905 1910 1915 1920 

He Tyr Pro His Glu Glu He Glu Val Glu Glu Thr Phe He He Lys 

1925 1930 1935 

Leu His Leu Val Lys Gly Glu Ala Lys Leu Asp Ser Arg Ala Lys Asp 

1940 1945 1950 

Val Thr Leu Thr He Gin Glu Phe Gly Asp Pro Asn Gly Val Val Gin 

1955 1960 1965 

Phe Ala Pro Glu Thr Leu Ser Lys Lys Thr Tyr Ser Glu Pro Leu Ala 

1970 1975 1980 

Leu Glu Gly Pro Leu Leu He Thr Phe Phe Val Arg Arg Val Lys Gly 
1985 1990 1995 2000 

Thr Phe Gly Glu He Met Val Tyr Trp Glu Leu Ser Ser Glu Phe Asp 

2005 2010 2015 

He Thr Glu Asp Phe Leu Ser Thr Ser Gly Phe Phe Thr He Ala Asp 

2020 2025 2030 

Gly Glu Ser Glu Ala Ser Phe Asp Val His Leu Leu Pro Asp Glu Val 

2035 2040 2045 

Pro Glu He Glu Glu Asp Tyr Val He Gin Leu Val Ser Val Glu Gly 

2050 2055 2060 

Gly Ala Glu Leu Asp Leu Glu Lys Ser He Thr .Trp Phe Ser Val Tyr 
2065 2070 2075 2080 

Ala Asn Asp Asp Pro His Gly Val Phe Ala Leu Tyr Ser Asp Arg Gin 
2085 2090 2095 
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Ser lie Leu lie Gly Gin Asn Leu lie Arg Ser lie Gin lie Ash He 

2100 2105 2110 

Thr Arg Leu Ala Gly Thr Phe Gly Asp Val Ala Val Gly Leu Arg He 

2115 2120 2125 

Ser Ser Asp His Lys Glu Gin Pro He Val Thr Glu Asn Ala Glu Arg 

2130 2135 2140 

Gin Leu Val Val Lys Asp Gly Ala Thr Tyr Lys Val Asp Val Val Pro 
2145 2150 2155 2160 

He Lys Asn Gin Val Phe Leu Ser Leu Gly Ser Asn Phe Thr Leu Gin 

2165 2170 2175 

Leu Val Thr Val Met Leu Val Gly Gly Arg Phe Tyr Gly Met Pro Thr 

2180 2185 2190 

He Leu Gin Glu Ala Lys Ser Ala Val Leu Pro Val Ser Glu Lys Ala 

2195 2200 2205 

Ala Asn Ser Gin Val Gly Phe Glu Ser Thr Ala Phe Gin Leu Met Asn 

2210 2215 2220 

He Thr Ala Gly Thr Ser His Val Met He Ser Arg Arg Gly Thr Tyr 
2225 2230 2235 2240 

Gly Ala Leu Ser Val Ala Trp Thr Thr Gly Tyr Ala Pro Gly Leu Glu 

2245 2250 2255 

He Pro Glu Phe He Val Val Gly Asn Met Thr Pro Thr Leu Gly Ser 

2260 2265 2270 

Leu Ser Phe Ser His Gly Glu Gin Arg Lys Gly Val Phe Leu Trp Thr 

2275 2280 2285 

Phe Pro Ser Pro Gly Trp Pro Glu Ala Phe Val Leu His Leu Ser Gly 

2290 2295 2300 

Val Gin Ser Ser Ala Pro Gly Gly Ala Gin Leu Arg Ser Gly Phe He 
2305 2310 2315 2320 

Val Ala Glu He Glu Pro Met Gly Val Phe Gin Phe Ser Thr Ser Ser 

2325 2330 2335 

Arg Asn He He Val Ser Glu Asp Thr Gin Met He Arg Leu His Val 

2340 2345 2350 

Gin Arg Leu Phe Gly Phe His Ser Asp Leu He Lys Val Ser Tyr Gin 

2355 2360 2365 

Thr Thr Ala Gly Ser Ala Lys Pro Leu Glu Asp Phe Glu Pro Val Gin 

2370 2375 2380 

Asn Gly Glu Leu Phe Phe Gin Lys Phe Gin Thr Glu Val Asp Phe Glu 
2385 2390 2395 2400 

lie Thr He He Asn Asp Gin Leu Ser Glu lie Glu Glu Phe Phe Tyr 

* 2405* 1 2410 2415 

lie Asn Leu Thr Ser Val Glu He Arg Gly Leu Gin Lys Phe Asp Val 

2420 2425 2430 

Asn Trp Ser Pro Arg Leu Asn Leu Asp Phe Ser Val Ala Val He Thr 

2435 2440 2445 

He Leu Asp Asn Asp Asp Leu Ala Gly Met Asp He Ser Phe Pro Glu 

2450 2455 2460 

Thr Thr Val Ala Val Ala Val Asp Thr Thr Leu He Pro Val Glu Thr 
2465 2470 2475 2480 

Glu Ser Thr Thr Tyr Leu Ser Thr Ser Lys Thr Thr Thr He Leu Gin 

2485 2490 2495 

Pro Thr Asn Val Val Ala He Val Thr Glu Ala Thr Gly Val Ser Ala 

2500 2505 2510 

He Pro Glu Lys Leu Val Thr Leu His Gly Thr Pro Ala Val Ser Glu 

2515 2520 2525 

Lys Pro Asp Val Ala Thr Val Thr Ala Asn Val Ser He His Gly Thr 

2530 2535 2540 

Phe Ser Leu Gly Pro Ser He Val Tyr He Glu Glu Glu Met Lys Asn 
2545 2550 2555 2560 

Gly Thr Phe Asn Thr Ala Glu Val Leu He Arg Arg Thr Gly Gly Phe 

2565 2570 2575 

Thr Gly Asn Val Ser He Thr Val Lys Thr Phe Gly Glu Arg Cys Ala 

2580 2585 2590 

Gin Met Glu Pro Asn Ala Leu Pro Phe Arg Gly He Tyr Gly He Ser 
2595 2600 2605 
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Asn Leu Thr Trp Ala Val Glu Glu Glu Asp Phe Glu Glu Gin Thr Leu 

2610 2615 2620 

Thr Leu lie Phe Leu Asp Gly Glu Arg Glu Arg Lys Val Ser Val' Gin 
2625 2630 2635 2640 

He Leu Asp Asp Asp Glu Pro Glu Gly Gin Glu Phe Phe Tyr Val Phe 

2645 2650 2655 

Leu Thr Asn Pro Gin Gly Gly Ala Gin He Val Glu Gly Lys Asp Asp 

2660 2665 2670 

Thr Gly Phe Ala Ala Phe Ala Met Val He He Thr Gly Ser Asp Leu 

2675 2680 2685 

His Asn Gly He He Gly Phe Ser Glu Glu Ser Gin Ser Gly Leu Glu 

2690 2695 2700 

Leu Arg Glu Gly Ala Val Met Arg Arg Leu His Leu He Val Thr Arg 
2705 2710 2715 2720 

Gin Pro Asn Arg Ala Phe Glu Asp Val Lys Val Phe Trp Arg Val Thr 

2725 2730 2735 

Leu Asn Lys Thr Val Val Val Leu Gin Lys Asp Gly Val Asn Leu Met 

2740 2745 2750 

Glu Glu Leu Gin Ser Val Ser Gly Thr Thr Thr Cys Thr Met Gly Gin 

2755 2760 2765 

Thr Lys Cys Phe He Ser He. Glu Leu Lys Pro Glu Lys Val Pro Gin 

2770 2775 2780 

Val Glu Val Tyr Phe Phe Val Glu Leu Tyr Glu Ala Thr .Ala Gly Ala 
2785 2790 2795 2800 

Ala He Asn Asn Ser Ala Arg Phe Ala Gin He Lys He Leu Glu Ser 

2805 2810 2815 

Asp Glu Ser Gin Ser Leu Val Tyr Phe Ser Val Gly Ser Arg Leu Ala 

2820 2825 2830 

Val Ala His Lys Lys Ala Thr Leu He Ser Leu Gin Val Ala Arg Asp 

2835 2840 2845 

Ser Gly Thr Gly Leu Met Met Ser Val Asn Phe Ser Thr Gin Glu Leu 

2850 2855 2860 

Arg Ser Ala Glu Thr He Gly Arg Thr He He Ser Pro Ala He Ser 
2865 2870 2875 2880 

Gly Lys Asp Phe Val He Thr Glu Gly Thr Leu Val Phe Glu Pro Gly 

2885 2890 2895 

Gin Arg Ser Thr Val Leu Asp Val He Leu Thr Pro Glu Thr Gly Ser 

2900 2905 2910 

Leu Asn Ser Phe Pro Lys Arg Phe Gin He Val Leu Phe .Asp Pro Lys 

2915 "" 2920 2925 

Gly Gly Ala Arg He Asp Lys Val Tyr Gly Thr Ala Asn He Thr Leu 

2930 2935 2940 

Val Ser Asp Ala Asp Ser Gin Ala He Trp Gly Leu Ala Asp Gin Leu 
2945 2950 ' 2955 2960 

His Gin Pro Val Asn Asp Asp He Leu Asn Arg Val Leu His Thr He 

2965 2970 2975 

Ser Met Lys Val Ala Thr Glu Asn Thr Asp Glu Gin Leu Ser Ala Met ' 

2980 2985 2990 

Met His Leu He Glu Lys He Thr Thr Glu Gly Lys He Gin Ala Phe 

2995 3000 3005 

Ser Val Ala Ser Arg Thr Leu Phe Tyr Glu He Leu Cys Ser Leu He 

3010 3015 3020 

Asn Pro Lys Arg Lys Asp Thr , Arg , Gly Phe Ser His Phe Ala Glu Leu 
3025 3030 3035 3040 

Thr Glu Asn Phe Ala Phe Ser Leu Leu Thr Asn Val Thr Cys Gly Ser 

3045 3050 3055 

Pro Gly Glu Lys Ser Lys Thr He Leu Asp Ser Cys Pro Tyr Leu Ser 

3060 3065 3070 

He Leu Ala Leu His Trp Tyr Pro Gin Gin He Asn Gly His Lys Phe 

3075 3080 3085 

Glu Gly Lys Glu Gly Asp Tyr He Arg He Pro Glu Arg Leu Leu Asp 

3090 3095 3100 

Val Gin Asp Ala Glu He Met Ala Gly Lys Ser Thr Cys Lys Leu Val 
3105 3110 3115 3120 
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Gin Phe Thr Glu Tyr Ser Ser Gin Gin Trp Phe lie Ser Gly Asn Asn 

3125 3130 3135 

Leu Pro Thr Leu Lys Asn Lys Val Leu Ser Leu Ser Val Lys Gly Gin 

3140 3145 3150 

Ser Ser Gin Leu Leu Thr Asn Asp Asn Glu Val Leu Tyr Arg lie Tyr 

3155 3160 3165 

Ala Ala Glu Pro Arg lie He Pro Gin Thr Ser Leu Cys Leu Leu Trp 

3170 3175 3180 

Asn Gin Ala Ala Ala Ser Trp Leu Ser Asp Ser Gin Phe Cys Lys Val 
3185 3190 3195 3200 

He Glu Glu Thr Ala Asp Tyr Val Glu Cys Ala Cys Leu His Met Ser 

3205 3210 3215 

Val Tyr Ala Val Tyr Ala Arg Thr Asp Asn Leu Ser Ser Tyr Asn Glu 

3220 3225 3230 

Ala Phe Phe Thr Ser Gly Phe He Cys He Ser Gly Leu Cys Leu Ala 

3235 3240 3245 

Val Leu Ser His He Phe Cys Ala Arg Tyr Ser Met Phe Ala Ala Lys 

3250 3255 3260 

Leu Leu Thr His Met Met Ala Ala Ser Leu Gly Thr Gin He Leu Phe 
3265 3270 3275 3280 

Leu Ala Ser Ala Tyr Ala Ser Pro Gin Leu Ala Glu Glu Ser Cys Ser 

3285 3290 3295 

Ala Met Ala Ala Val Thr His Tyr Leu Tyr Leu Cys Gin Phe Ser Trp 

3300 3305 3310 

Met Leu He Gin Ser Val Asn Phe Trp Tyr Val Leu Val Met Asn Asp 

3315 3320 3325 

Glu His Thr Glu Arg Arg Tyr Leu Leu Phe Phe Leu Leu Ser Trp Gly 

3330 3335 3340 

Leu Pro Ala Phe Val Val He Leu Leu He Val He Leu Lys Gly He 
3345 3350 3355 3360 

Tyr His Gin Ser Met Ser Gin He Tyr Gly Leu He His Gly'Asp Leu 

3365 3370 3375 

Cys Phe He Pro Asn Val Tyr Ala Ala Leu Phe Thr Ala Ala Leu Val 

3380 3385 3390 

Pro Leu Thr Cys Leu Val Val Val Phe Val Val Phe He His Ala Tyr 

3395 3400 3405 

Gin Val Lys Pro Gin Trp Lys Ala Tyr Asp Asp Val Phe Arg Gly Arg 

3410 3415 3420 

Thr Asn Ala Ala Glu He Pro Leu He Leu Tyr Leu Phe Ala Leu He 
3425 "* 3430 * 3435 3440 

Ser Val Thr Trp Leu Trp Gly Gly Leix His Met Ala Tyr Arg His Phe 

3445 3450 3455 . 

Trp Met Leu Val Leu Phe Val He Phe Asn Ser Leu Gin Leu Leu Val 

3460 ' 3465 3470 

Pro Ser Val Leu Leu Phe Thr Ser Met Arg Ser Thr Phe Phe Ser Phe 

3475 3480 3485 

His Thr Gly Thr Leu Thr Ser Arg Glu Lys Lys Ser Thr Phe Val Leu 

3490 3495 3500 

Thr Cys Leu Leu Ser Pro Asp Ser Lys Gly Leu Gly Val Leu Cys Phe 
3505 3510 3515 3520 

Leu Asn Thr Glu Trp Ala Phe Gin Val His 
3525 3530 
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<400> 1102 



Ala Ala 


Gly 


Ala 


1 






Arg Gly 


Gly 


Glu 






20 


Gly Arg 


AST) 


Arcr 




35 




Gin Ala 


Ala 


Ala 


50 






Leu Glu 


Lys 


Ala 


65 






Lys Val 


Leu 


Ser 


Glv Cvs 


He 


Phe 






100 


Cys Lys 


Glv 






115 




Ala Ala 


Cvs 


Val 


130 






Thr Cys 


lie 


Glu 


145 






Gly Glu 


Lys 


Arcr 


Tivs Aso 




Glv 






180 


Gin Gly 


Glu 


Lys 




195 




Met Glu 


Pro 


Gin 


^ X w 






Leu lie 


Phe 


Ser 


225 






Gly Gly 


Leu 


Leu 


Thr Lys 


Asn 


Met 






260 


Tyx Ser 


He 


Val 




275 




Asn Lys 


Met 


Tvr 


290 






Lys Glu 


Lys 


Phe 


305 






Thr Ala 


Lys 


Tyr 


Ser Asp 


Val 


Glu 






340 


Asn Gly 


Ser 


Val 




355 




Leu Gin 


Leu 


Pro 


370 






Glu Glu 


Pro 


Asp 


385 






Val lie 


Lys 


Ala 


Asp Gly 


Leu 


Lys 






420 


He Ser 


Asp 


His 




435 




Leu Asn 


Lys 


Tyr 


450 






Pro Ala 


Ala 


Arg 



Thr 


Met 


Glu 


Arg 


5 








Gly 


Gly 


Arg 


Ala 


Gly 


Arcr 


Ser 


His 








40 


Ser 


Leu 


Leu 


Ala 






55 




Ala 


Ara 


Ala 


Arcr 




70 






Leu 


Val 


Leu 


Ser 


85 








Gly 


Leu 


Lys 


Pro 


Cvs 


Phe 


Glu 


Arg 








120 


Glu 


Leu 


Gly 


Asn 






135 




Pro 


Glu 


His 


He 




150 






Leu 


Thr 


Arg 


Ser 


165 








Asp 


Cvs 


Leu 


Pro 


Ser 


Trp 


Glv 


Arcr 








200 


Cvs 


Pro 


Ala 


Glv 






215 




Leu 


Asp 


Gly 


Phe 




230 






Pro 


Val 


He 


Ser 


245 










Pro 


Val 


Tvr 
j 


Thr 


Gly 


Leu 


Tyr 








280 


Asp 


Pro 


Lys 


Met 






295 




Asn 


Pro 


Glu 


Trp 




310 






Gin 


Gly 


Leu 


Lys 


325 








He 


Asn 


Gly 


He 


Pro 


Phe 


Glu 


Glu 








360 


Lys 


Asp 


Glu 


Arg 






375 




Ser 


Ser 


Gly 


His 




390 






Leu 


Gin 


Arg 


Val 


405 








Glu 


Leu 


Asn 


Leu 


Gly 


Met 


Glu 


Gin 








440 


Leu 


Gly 


Asp 


Val 






455 




Leu 


Arg 


Pro 


Ser 



Asp 


Gly 


Cys 


Ala 




10 






Pro 


Arg 


Glu 


Gly 


25 








Ala 


Ala 


Glu 


Ala 


Pro 


Met 


Asp 


Val 








60 


Thr 


Ala 


Lys 


Asp 






75 




Val 


Cvs 


Val 


Leu 




90 






Ser 


Cys 


Ala 


Lys 


105 








Thr 


Phe 


Gly 


Asn 


Cys 


Cys 


Leu 


Gly 








140 


Trp 


Thr 


Cys 


Asn 






155 




Leu 


Cvs 


Ala 


Cvs 




170 






Ser 


Asn 


Leu 


Gin 


185 








Lys 


Asn 


Pro 


Cys 


Phe 


Glu 


Thr 


Pro 








220 


Arcr 


Ala 


Glu 


Tvr 






235 




Lys 


Leu 


Lys 


Lys 




250 






Pro 


Thr 


Lys 


Thr 


265 








Pro 


Glu 


Ser 


His 


Asn 


Ala 


Ser 


Phe 








300 


Tyr 


Lys 


Gly 


Glu 






315 




Ser 


Gly 


Thr 


Phe 




330 






Phe 


Pro 


Asp 


He 


345 








Arg 


He 


Leu 


Ala 


Pro 


His 


Phe 


Tyr 








380 


Ser 


Tyr 


Gly 


Pro 






395 




Asp 


Gly 


Met 


Val 




410 






His 


Arg 


Cys 


Leu 


425 








Gly 


Ser 


Cys 


Lys 


Lys 


Asn 


He 


Lys 








460 


Asp 


Val 


Pro 


Asp 



Gly 


Gly 


Gly 


Ser 






15 




Pro 


Ala 


Gly 


Asn 




30 






Pro 


Gly 


Asp 


Pro 


45 








Gly 


Glu 


Glu 


Pro 


Pro 


Asn 


Thr 


Tyr 








80 


Thr 


Thr 


He 


Leu 






95 




Glu 


Val 


LVS 


Ser 




110 






Cys 


Arg 


Cys 


Asp 


125 








Leu 


Pro 


Gly 


Glv 


Lys 


Phe 


Arg 


Cys 








160 


Ser 


Asp 


Asp 


Cvs 






175 




Phe 


Leu 


Cvs 


Val 




190 






Glu 


Ser 


His 


Leu 


205 








Ser 


Leu 


Pro 


Leu 


Leu 


His 


Thr 


Trp 








240 


Cys 


Gly 


Thr 


Tyr 






255 




Phe 


Pro 


Asn 


His 




270 






Gly 


lie 


lie 


Asn 


285 








Ser 


Leu 


Lys 


Ser 


Pro 


He 


Trp 


Val 








320 


Phe 


Trp 


Pro 


Gly 






335 




Tyr 


Lys 


Met 


Tyr 




350 






Val 


Leu 


Gin 


Trp 


365 








Thr 


Leu 


Tyr 


Leu 


Val 


Ser 


Ser 


Glu 








400 


Gly 


Met 


Leu 


Met 






415 




Asn 


Leu 


He 


Leu 




430 






Lys 


Tyr 


He 


Tyr 


445 








Val 


He 


Tyr 


Gly 


Lys 


Tyr 


Tyr 


Ser 



629 



WO 01/53455 



PCT/US00/35017 



465 










470 










475 










480 


Phe 


Asn 


Tyr 


Glu 


Gly 


He 


Ala 


Arg 


Asn 


Leu 


Ser 


Cys 


Arg 


Glu 


Pro 


Asn 








485 










490 










495 




Gin 


His 


Phe 


Lys 


Pro 


Tyr 


Leu 


Lys 


His 


Phe 


Leu 


Pro 


Lys 


Arg 


Leu 


His 








500 










505 










510 






Phe 


Ala 


Lys 


Ser 


Asp 


Arg 


He 


Glu 


Pro 


Leu 


Thr 


Phe 


Tyr 


Leu 


Asp 


Pro 






515 










520 










525 








Gin 


Trp 


Gin 


Leu 


Ala 


Leu 


Asn 


Pro 


Ser 


Glu 


Arg 


Lys 


Tyr 


Cys 


Gly 


Ser 




530 










535 










540 










Gly 


Phe 


His 


Gly 


Ser 


Asp 


Asn 


Val 


Phe 


Ser 


Asn 


Met 


Gin 


Ala 


Leu 


Phe 


545 










550 










555 










560 


Val 


Gly 


Tyr 


Gly 


Pro 


Gly 


Phe 


Lys 


His 


Gly 


He 


Glu 


Ala 


Asp 


Thr 


Phe 










565 










570 










575 




Glu 


Asn 


He 


Glu 


Val 


Tyr 


Asn 


Leu 


Met 


Cys 


Asp 


Leu 


Leu 


Asn 


Leu 


Thr 








580 










585 










590 






Pro 


Ala 


Pro 


Asn 


Asn 


Gly 


Thr 


His 


Gly 


Ser 


Leu 


Asn 


His 


Leu 


Leu 


Lys 






595 










600 










605 








Asn 


Pro 


Val 


Tyr 


Thr 


Pro 


Lys 


His 


Pro 


Lys 


Glu 


Val 


His 


Pro 


Leu 


Val 




610 










615 










620 










Gin 


Cys 


Pro 


Phe 


Thr 


Arg 


Asn 


Pro 


Arg 


Asp 


Asn 


Leu 


Gly 


Cys 


Ser 


Cys 


625 










630 










635 










640 


Asn 


Pro 


Ser 


He 


Leu 


Pro 


He 


Glu 


Asp 


Phe 


Gin 


Thr 


Gin 


Phe 


Asn 


Leu 










645 










650 










655 




Thr 


Val 


Ala 


Glu 


Glu 


Lys 


lie 


lie 


Lys 


His 


Glu 


Thr 


Leu 


Pro 


Tyr 


Gly 








660 










665 










670 






Arg 


Pro 


Arg 


Val 


Leu 


Gin 


Lys 


Glu 


Asn 


Thr 


He 


Cys 


Leu 


Leu 


Ser 


Gin 






675 










680 










685 








His 


Gin 


Phe 


Met 


Ser 


Gly 


Tyr 


Ser 


Gin 


Asp 


He 


Leu 


Met 


Pro 


Leu 


Trp 




690 










695 










700 










Thr 


Ser 


Tyr 


Thr 


Val 


Asp 


Arg 


Asn 


Asp 


Ser 


Phe 


Ser 


Thr 


Glu 


Asp 


Phe 


705 










710 










715 










720 


Ser 


Asn 


Cys 


Leu 


Tyr 


Gin 


Asp 


Phe 


Arg 


He 


Pro 


Leu 


Ser 


Pro 


Val 


His 










725 










730 










735 




Lys 


Cys 


Ser 


Phe 


Tyr 


Lys 


Asn 


Asn 


Thr 


Lys 


Val 


Ser 


Tyr 


Gly 


Phe 


Leu 








740 










745 










750 






Ser 


Pro 


Pro 


Gin 


Leu 


Asn 


Lys 


Asn 


Ser 


Ser 


Gly 


He 


Tyr 


Ser 


Glu 


Ala 






755 










760 










765 








Leu 


Leu 


Thr 


Thr 


Asn 


He 


Val 


Pro 


Met 


Tyr 


Gin 


Ser 


Phe 


Gin 


Val 


He 




770 






His 




775 










780 










Trp 


Arg 


Tyr 


Phe 


Asp 


Thr 


Leu 


Leu 


Arg 


"Lys 


Tyr 


Ala 


Glu 


Glu 


Arg 


785 










790 










795 










800 


Asn 


Gly 


Val 


Asn 


Val 


Val 


Ser 


Gly 


Pro 


Val 


Phe 


Asp 


Phe 


Asp 


Tyr 


Asp 










805 










810 










815 




Gly 


Arg 


Cys 


Asp 


Ser 


Leu 


Glu 


Asn 


Leu 


Arg 


Gin 


Lys 


Arg 


Arg 


Val 


His 








820 










825 










830 






Pro 


Val 


Thr 


Gin 


Glu 


Asn 


Phe 


Trp 


He 


Pro 


Asn 


Ser 


Thr 


Ser 


Phe 


Tyr 






835 










840 










845 








Val 


Val 


Leu 


Thr 


Ser 


Cys 


Lys 


Asp 


Thr 


Ser 


Gin 


Thr 


Pro 


Leu 


His 


Cys 




850 










855 










860 










Glu 


Asn 


Leu 


Asp 


Thr 


Leu 


Gly 


Phe 


Pro 


Phe 


Cys 


Leu 


His 


Arg 


Asp 


Trp 


865 










870 










875 










880 


He 


Asn 


Ser 


Glu 


Thr 


Cys 


Val 


His 


Gly 


Lys 


His 


Asp 


Ser 


Ser 


Trp 


Val 










885 










890 










895 




Glu 


Glu 


Phe 


Val 


Lys 


Cys 


Leu 


His 


Arg 


Ala 


Arg 


lie 


Thr 


Gly 


Cys 


Xaa 








900 










905 










910 






Gly 


Thr 


Ser 


Leu 


Gly 


Leu 


Ser 


Phe 


Tyr 


Gin 


Gin 


Arg 


Lys 


Glu 


Pro 


Val 






915 










920 










925 








Ser 


Asp 


He 


Leu 


Lys 


Leu 


Lys 


Thr 


His 


Leu 


Pro 


Thr 


Phe 


Ser 


Gin 


Glu 




930 










935 










940 











Asp 
945 
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<21l> 217 
<212>Amino acid 
<213> Homo sapiens 



<400> 1103 



Thr Val 


Pro 


Pro 


Pro 


Pro 


Gly Gly Pro Ser Pro Ala 


Pro Leu His Pro 


1 






5 




10 


15 


Lys Arg 


Ser 


Pro 


Thr 


Ser 


Thr Gly Glu Ala Glu Leu 


Lys Glu Glu Arg 






20 






25 


30 


Leu Pro 


Gly 


Arg 


Lys 


Ala 


Ser Cys Ser Thr Ala Gly 


Ser Gly Ser Arg 




35 








40 


45 


Gly Leu 


Pro 


Pro 


•Leu 


Ser 


Pro Met Val Ser Ser Ala 


His Asn Pro Asn 


50 










55 60 




Lys Ala 


Glu 


lie 


Pro 


Glu 


Arg Arg Lys Asp Ser Thr 


Ser Thr Pro Asn 


65 








70 


75 


80 


Asn Leu 


Pro 


Pro 


Ser 


Met 


Met Thr Arg Arg Asn Thr 


Tyr Val Cys Thr 








85 




90 


95 


Glu Arg 


Pro 


Gly 


Ala 


Glu 


Arg Pro Ser Leu Leu Pro 


Asn Gly Lys Glu 






100 






105 


110 


Asn Ser 


Ser 


Gly 


Thr 


Pro 


Arg Val Pro Pro Ala Ser 


Pro Ser Ser His 




115 








120 


125 


Ser Leu 


Ala 


Pro 


Pro 


Ser 


Gly Glu Arg Ser Arg Leu 


Ala Arg Gly Ser 


130 










135 140 




Thr lie 


Arg 


Ser 


Thr 


Phe 


His Gly Gly Gin Val Arg 


Asp Arg Arg Ala 


145 








150 


155 


160 


Gly Gly 


Trp 


Gly 


Trp 


Phe 


Phe Asn Lys His Ala Leu 


Gin Arg Ala Pro 








165 




170 


175 


Arg Asn 


Ala 


Gly 


Ala 


Pro 


Ser Leu Met Pro Gly His 


Arg Thr Val Leu 






180 






185 


190 


lie Asn 


Tyr 


Gly 


Gly 


Gly 


Gin Asp Leu Lys Asn Trp 


Glu Thr Cys Leu 




195 








200 


205 


Ala Ala 


Pro 


Pro 


Asn 


Lys 


His Arg Arg 




210 










215 217 





<210> / 1104 
<211>'436 
<212>Amino acid 
<213> Homo sapiens 



<400> 1104 



His 


Thr 


Leu 


His 


His 


Ser 


Ser 


Pro 


Thr Ser 


Glu Ala 


Glu Glu Phe Val 


1 








5 








10 




15 


Ser 


Arg 


Leu 


Ser 


Thr 


Gin 


Asn 


Tyr 


Phe Arg 


Ser Leu 


Pro Arg Gly Thr 








20 










25 




30 


Ser 


Asn 


Met 


Thr 


Tyr 


Gly 


Thr 


Phe 


Asn Phe 


Leu Gly 


Gly Arg Leu Met 






35 










40 






45 


lie 


Pro 


Asn 


Thr 


Gly 


He 


Ser 


Leu 


Leu He 


Pro Pro 


Asp Ala He Pro 




50 










55 






60 




Arg Gly 


Lys 


He 


Tyr 


Glu 


He 


Tyr 


Leu Thr 


Leu His 


Lys Pro Glu Asp 


65 










70 








75 


80 


Val 


Arg 


Leu 


Pro 


Leu 


Ala 


Gly Cys Gin Thr Leu Leu 


Ser Pro He Val 










85 








90 




95 


Ser 


Cys 


Gly 


Pro 


Pro 


Gly 


Val 


Leu 


Leu Thr 


Arg Pro 


Val He Leu Gly 








100 










105 




110 


Met 


Asp 


His 


Cys 


Gly 


Glu 


Pro 


Ser 


Pro Asp 


Ser Trp 


Ser Leu Arg Leu 
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115 










120 








125 








Lys 


Lys 


Gin 


Ser 


Cys 


Glu Gly 


Ser Trp 


Glu 


Asp 


Val 


Leu 


His 


Leu 


Gly 




130 










135 








140 










Glu 


Glu 


Ala 


Pro 


Ser 


His 


Leu 


Tyr Tyr 


Cys 


Gin 


Leu 


Glu 


Ala 


Ser 


Ala 


145 










150 








155 










160 


Cys 


Tyr 


Val 


Phe 


Thr 


Glu 


Gin 


Leu Ser 


Arg 


Tyr 


Ala 


Leu 


Val 


Gly 


Glu 






165 








170 










175 




Ala 


Leu 


Ser 


Val 


Ala 


Ala 


Ala 


Lys Arg 


Leu 


Lys 


Leu 


Leu 


Leu 


Phe 


Ala 








180 








185 










190 






Pro 


Val 


Ala 


Cys 


Thr 


Ser 


Leu 


Glu Tyr 


Asn 


He 


Leu 


Val 


Tyr 


Cys 


Leu 






195 










200 








205 








His 


Asp 


Thr 


His 


Asp 


Ala 


Leu 


Asn Val 


Val 


Val 


Gin 


Leu 


Glu 


Lys 


Gin 




210 










215 








220 










Leu 


Gin 


Gly 


Gin 


Leu 


He 


Gin 


Glu Pro 


Leu 


Val 


Leu 


His 


Phe 


Lys 


Asp 


225 










230 








235 










240 


Ser 


Tyr 


His 


Asn 


Leu 


Arg 


Leu 


Ser He 


His 


Asp 


Val 


Pro 


Ser 


Ser 


Leu 








245 








250 










255 




Trp 


Lys 


Ser 


Lys 


Leu 


Leu 


Val 


Ser Tyr 


Gin 


Glu 


He 


Pro 


Phe 


Tyr 


His 








260 








265 










270 






lie 


Trp 

XT 


Asn 


Gly 


Thr 


Gin Arg 


Tyr Leu 


His 


Cys 


Thr 


Phe 


Thr 


Leu 


Glu 






275 










280 








285 








Arg 


Val 


Ser 


Pro 


Ser 


Thr 


Ser 


Asp Leu 


Ala 


Cys 


Lys 


Leu 


Trp 


Val 


Trp 




290 










295 








300 










Gin 


Val 


Glu 


Gly 


Asp 


Gly Gin 


Ser Phe 


Ser 


He 


Asn 


Phe 


Asn 


He 


Thr 


305 










310 








315 










320 


Lys 


Asp 


Thr 


Arg 


Phe 


Ala 


Glu 


Leu Leu 


Ala 


Leu 


Glu 


Ser 


Glu 


Ala 


Gly 










325 








330 










335 




Val 


Pro 


Ala 


Leu 


Val 


Gly Pro 


Ser Ala 


Phe 


Lys 


He 


Pro 


Phe 


Leu 


He 








340 








345 










350 






Ara 


Gin 


Lys 


lie 


He 


Ser 


Ser 


Leu Asp 


Pro 


Pro 


Cys 


Arg 


Arg 


Gly 


Ala 






355 










360 








365 








Asp 


Trp 


Arg 


Thr 


Leu 


Ala 


Gin 


Lys Leu 


His 


Leu 


Asp 


Ser 


His 


Leu 


Ser 




370 










375 








380 










Phe 


Phe 


Ala 


Ser 


Lys 


Pro 


Ser 


Pro Thr 


Ala 


Met 


He 


Leu 


Asn 


Leu 


Trp 


385 










390 








395 










400 


Glu 


Ala 


Arg 


His 


Phe 


Pro 


Asn 


Gly Asn 


Leu 


Ser 


Gin 


Leu 


Ala 


Ala 


Ala 










405 








410 










415 




Val 


Ala 


Gly 


Thr 


Gly 


Pro 


Ala 


Gly Arg 


Trp 


Leu 


Leu 


Ser 


Gin 


Cys 


Ser 








420 








425 










430 






Glu 


Ala 


Glu 


Cys 




























435 


436 


























<210> 1105 


























<211> 113 


























< 2 12 > Amino 


acid 






















<213> Homo 


sapiens 






















<400> 1105 
























Gly 


Ser 


Ala 


Ala 


Gly 


Gin Val 


Gin Gin 


Gin 


Gin 


Gin 


Arg 


Arg 


His 


Gin 


1 








5 








10 










15 




Gin 


Gly Lys 


Val 


Thr 


Val 


Lys 


Tyr Asp 


Arg 


Lys 


Glu 


Leu 


Arg 


Lys 


Arg 








20 








25 










30 






Leu 


Val 


Leu 


Glu 


Glu 


Trp 


He 


Val Glu 


Gin 


Leu 


Gly 


Gin 


Leu 


Tyr 


Gly 






35 










40 








45 








Cys 


Glu 


Glu 


Glu 


Glu 


Met 


Pro 


Glu Val 


Glu 


He 


Asp 


He 


Asp 


Asp 


Leu 




50 










55 








60 










Phe 


Asp Ala 


Tyr 


Ser 


Asp 


Glu 


Gin Arg 


Ala 


Ser 


Lys 


Leu 


Gin 


Glu 


Ala 


65 










70 








75 










80 


Leu 


Val Asp 


Cys 


Tyr 


Lys 


Pro 


Thr Glu 


Glu 


Phe 


He 


Lys 


Glu 


Leu 


Leu 
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85 90 95 

Ser Arg lie Arg Gly Met Arg Lys Leu Ser Pro Pro Gin Lys Lys Ser 
100 105 110 

Val 
113 



<210> 1106 
<211> 464 
<212>Amino acid 
<213> Homo sapiens 



<400> 1106 








lie Met Leu Asp 


Gly Arg 


Val Arg 


, 1 


5 






Leu Trp Glu Ala 


Glu 


Met 


Glu Asp 


20 








Lys Asn Gly lie 


Pro 


He 


Arg Thr 


35 






40 


Pro Ser Val Phe 


Ser Gly 


' Ser Asp 


50 






55 


Leu Thr lie Glu 


Asp 


Pro 


Val Glu 


65 




70 




Ala Ala His Gly 


Tyr 


Phe 


Phe Pro 




85 






Lys Asp Asp Gly 


Thr 


Phe 


Tyr Arg 


100 








Ser Asn Cys Trp 


Glu 


Pro 


Glu Asn 


115 






120 


Lys Arg Thr Met 


Gin 


Asn 


Lys Ala 


130 






135 


Ala Glu Ser Leu 


Ala Arg 


Leu Gin 


145 




150 




Phe He Phe Met 


Gin 


Ala 


Glu Ala 




165 






Asp Lys He Glu 


Arg 


Lys 


He Leu 


180 








Asp Val His Arg 


Pro 


Val 


Pro Gly 


195 






200 


He Lys Lys Ser 


Ser Arg 


Met Arg 


210 






215 


Val Tyr Gly Leu 


Gin 


Asn 


Asp He 


225 




230 




Pro Thr Pro Glu 


Thr 


Lys 


Pro Pro 




245 






He Lys Tyr Trp 


Gin 


He 


Gin Leu 


260 








Lys Val Ala Asp 


Ser 


Leu 


Leu Ser 


275 






280 


Asp Pro Phe Leu 


Leu 


Pro 


Pro Asp 


290 






295 


Asp Thr Thr Phe 


Trp 


Glu 


Leu Glu 


305 




310 




Arg Val Lys Arg 


Trp 


Gly 


Phe Gly 




325 






Val Gly Arg Glu 


Gin 


Phe 


Leu Lys 


340 








Glu Asn Leu Arg 


Phe 


Trp 


Leu Ala 


355 






360 


He Lys Glu Val 


Pro 


Ser 


Arg Val 



Trp Leu Thr Pro 


Val He 


Ser 


Ala 


10 




15 




Val He Ala Airg 


Met Gin 


Asp 


Glu 


25 


30 






Val Lys Ser Phe 


Leu Ser 


Lys 


He 




45 






He Val Gin Trp 


Leu He 


Lys 


Asn 


60 








Ala Leu His Leu 


Gly Thr 


Leu 


Met 


75 






80 


He Ser Asp His 


Val Leu 


Thr 


Leu 


90 




95 




Phe Gin Thr Pro 


Tyr Phe 


Trp 


Pro 


105 


110 






Thr Asp Tyr Ala 


Val Tyr 


Leu 


Cys 




125 






Arg Leu Glu Leu 


Ala Asp 


Tyr 


Glu 


140 








Arg Ala Phe Ala 


Arg Lys 


Trp 


Glu 


155 






160 


Gin Ala Lys Val 


Asp Lys 


Lys 


Arg 


170 




175 




Asp Ser Gin Glu 


Arg Ala 


Phe 


Trp 


185 


190 






Cys Val Asn Thr 


Thr Glu 


Val 


Asp 




205 






Asn Pro His Lys 


Thr Arg 


Lys 


Ser 


220 








Arg Ser His Ser 


Pro Thr 


His 


Thr 


235 






240 


Thr Glu Asp Glu 


Leu Gin 


Gin 


Gin 


250 




255 




Asp Arg His Arg 


Leu Lys 


Met 


Ser 


265 


270 






Tyr Thr Glu Gin 


Tyr Leu 


Glu 


Tyr 




285 






Pro Ser Asn Pro 


Trp Leu 


Ser 


Asp 


300 








Ala Ser Lys Glu 


Pro Ser 


Gin 


Gin 


315 






320 


Met Asp Glu Ala 


Leu Lys 


Asp 


Pro 


330 




335 




Phe Leu Glu Ser 


Glu Phe 


Ser 


Ser 


345 


350 






Val Glu Asp Leu 


Lys Lys 


Arg 


Pro 




365 






Gin Glu He Trp 


Gin Glu 


Phe 


Leu 
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375 




Ala 


Pro 


Glv 


Ala 


Pro 


Ser 


Ala 


He Asn 


385 










390 






Lys 


Thr 


Thr 


Gin 


Asn 


Val 


Lys 


Glu Pro 










405 








Ala 


Gin 


Glu 


His 


He 


Tvr 


Lvs 


Leu Met 








420 








425 


Phe 


lie 


Arg 


Ser 


Ser 


Ala 


Tyr 


Gin Glu 






435 










440 


Glv 


Lys 


Ser 


Leu 


Thr 


Ser 


Lvs 


Arg Leu 




450 










455 






<210> 1107 












<211> 153 












< 2 12 > Amino 


acid 








<213> Homo 


sapiens 








<400> 1107 










y 


Thr 


Arg 


Asp 


Tyr 


Pro 




He Val 


1 








5 








Val 


Thr 


Ala 


Pro 


Gin 


Ala 


Phe 


Mpt Met 








20 








25 


vai 


Pro 


Thr 


Val 


Tyr 


Met 


T.VTH 

iiyo 








35 










40 


m n 

Li XII 


lie 


Tyr 


Val 


Thr 


Arg 


His 


Glu Lvs 




50 










55 




Asp 


Gin 


Gly 


Leu 


Pro 


Gly 


Val 


Phe He 


D 3 










70 






Mat- 
net 


Val 


Asn 


Leu 


Thr 


Glu 


He 


His Thr 










85 








lie 


Val 


Gly 


Ala 


Thr 


He 


Gly 


Gly Met 








100 








105 


Asn 


Tyr 


Leu 


Thr 


His 


Lys 


Trp 


Gly Leu 




115 










120 


AS XI 


Ser 


Leu 


Gin 


Gly 


Gly 


His 


Arg Thr 




13 0 










135 




Met 


Tyr 


Trp 


Ser 


Leu 


Arg 


Gly 


Gly Ser 


145 










150 




153 




<210> 1108 












<211> 506 












< 2 12 > Amino 


acid 








<213> Homo 


sapiens 








<400> 1108 










Ser 


Val 


Trp 


Trp 


Asn 


Ser 


Gin 


Arg Gin 


1 








5 








Cys 


Ala Gly Pro 


Cys Gly 


Arg 


Ala Val 








20 








25 


Leu 


Gly Leu 


He 


Glu 


Glu 


Lys 


Gin Ala 






35 










40 


Ala 


Cys 


Gin 


Glu 


He 


Gin 


Ala 


He Phe 
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380 



Leu Asp Ser Lys 


Ser 


Tyr 


Asp 


395 






400 


Gly Arg Tyr Thr 


Phe 


Glu 


Asp 


410 




415 




Lys Ser Asp Ser 


Tyr 


Pro 


Arg 




430 






Leu Leu Gin Ala 


Lys 


Lys 


Lys 


445 








Thr Ser Leu Al a 


Gin 


Ser 


Tvr 


460 






464 


Asn His Leu Asp 


His 


Thr 


Tvr 


10 




15 




Phe Gin Tyr Phe 


Val 


Lvs 


Val 




30 






Gly Glu Val Leu 


Thr 


Thr 


Asn 


45 








Ala Ala Tyr Val 


Leu 


Met 


Gly 


60 








Leu Tyr Glu Leu 


Ser 


Pro 


Met 


75 






80 


Phe Phe Ser Leu 


Phe 


Leu 


Thr 


90 




95 




Phe Phe Glu His 


Phe 


Val 


He 




110 






Gly Phe Tyr Phe 


Lys 


Asn 


Glu 


125 








Leu Tyr Gly Val 


Asn 


Phe 


Phe 


140 








Phe Val Val Arg 


Ala 


Trp 


Gly 


10 




15 




Phe Leu Ala Phe 


Gly 


Leu 


Gly 




30 






Glu Ser Arg Arg 


Ala 


Val 


Ser 


45 








Thr Gin Lys Ser 


Lys 


Pro 


Gly 
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50 










55 


Pro 


Asp 


Pro 


Leu 


Asp 


Thr 


Arcr Arcr 


65 










70 




Tvr 


Leu 


lie 


Glv 


Gin 


Ser 


He Gly 










85 






Glu 


Ala 


Thr 


Met 


Pro 


Thr 


Leu Pro 








100 








Thr 


Glv 


Leu 


Leu 


Pro 


Glv 


Arq Glv 






115 








120 


Glv 


Gin 


Glu 


Arcr 


Ala 


Pro 


Gly Ala 




130 










135 


Met 


Met 


Tro 


Asn 


He 


Ser 


Ala Gly 


145 










150 




Thr 


Met 


Ser 


Gin 


Glu 


Leu 


Val Pro 










165 






Glu 


Tvr 
x Jr x 


Glv 


Ala 


Val 


Thr 


Tvr Arcr 








180 








Leu 


Ala 


Pro 


His 


Pro 


Asn 


He He 






195 








200 


Cpr 


Val 


Pro 


Leu 


Leu 


Pro 


Gly Ala 




210 










215 


Pro 


Ser 


Arcr 


Leu 


His 


Pro 


Glu Gly 


225 










230 




Leu 


Val 


Met 


Lys 


Asn 


Tvr 


Pro Cys 










245 






As n 


Thr 


Pro 


Ser 


Pro 


Arg 


Leu Ala 








260 








Glu 


Gly 


Val 


Asp 


His 


Leu 


Val Gin 






275 








280 


Lys 


Ser 


Asp 


Asn 


He 


Leu 


Val Glu 




290 










295 


Leu 


Val 


lie 


Ala 


Asp 


Phe 


Gly Cys 


305 










310 




Leu 


Gin 


Leu 


Pro 


Phe 


Ser 


Ser Trp 










325 






cys 


JJCLl 


Met 


Ala 


Pro 


Glu 


Val Ser 








340 












Asp 


■ L JT i 


Ser 


Lys 


Ala Ast5 






355 








360 


j.yr 


Glu 


lie 


Phe 


Gly 


Leu 


Val Asn 




370 










375 


His 


Leu 


Glu 


Ser 




Ser 


Tyr Gin 


385 










390 




Glu 


Ser 


Val 


Pro 


Pro 


Asp 


Val Arg 










405 






Arcr 


Glu 


Ala 


Ser 


Lvs 


Arcr 


Pro Ser 








420 








His 


Leu 


Ser 


Leu 


Trp 


Gly 


Glu His 






435 








440 


Leu 


Asp 


Lys 


Met 


Val 


Gly 


Trp Leu 




450 










455 


Leu 


Ala 


Asn 


Arg 


Leu 


Thr 


Glu Lys 


465 










470 




Met 


Leu 


Phe 


Leu 


Ala 


Asn 


Leu Glu 










485 






Leu 


Leu 


Leu 


Cys 


Ser 


Trp 


Arg Ala 



500 



60 



Leu 


Gin 


Gly 
75 


Phe 


Arg 


Leu 


Glu 


Glu 
80 


Lys 


Gly 
90 


Cys 


Ser 


Ala 


Ala 


Val 
95 


Tyr 


Gin 


Asn 


Leu 


Glu 


Val 


Thr 


Lys 


Ser 


105 










110 






Pro 


Gly 


Thr 


Ser 


Ala 
125 


Pro 


Gly 


Glu 


Pro 


Ala 


Phe 


Pro 
140 


Leu 


Ala 


He 


Lys 


Ser 


Ser 


Ser 
155 


Glu 


Ala 


He 


Leu 


Asn 
160 


Ala 


Ser 
170 


Arg 


Val 


Ala 


Leu 


Ala 
175 


Gly 


Lys 


Ser 


Lys 


Arg 


Gly 


Pro 


Lys 


Gin 


185 










190 






Arg 


Val 


Leu 


Arg 


Ala 
205 


Phe 


Thr 


Ser 


Leu 


Val 


Asp 


Tyr 
220 


Pro 


Asp 


Val 


Leu 


Leu 


Gly 


His 
235 


Gly 


Arg 


Thr 


Leu 


Phe 
240 


Thr 


Leu 
250 


Arg 


Gin 


Tyr 


Leu 


Cys 
255 


Val 


Ala 


Met 


Met 


Leu 


Leu 


Gin 


Leu 


Leu 


265 










270 






Gin 


Gly 


He 


Ala 


His 
285 


Arg 


Asp 


Leu 


Leu 


Asp 


Pro 


Asp 
300 


Gly 


Cys 


Pro 


Trp 


Cys 


Leu 


Ala 
315 


Asp 


Glu 


Ser 


He 


Gly 
320 


Tyr 


Val 
330 


Asp 


Arg 


Gly 


Gly 


Asn 
335 


Gly 


Thr 


Ala 


Arg 


Pro 


Gly 


Pro 


Arg 


Ala 


345 










350 






Ala 


Trp 


Ala 


Val 


Gly 
365 


Ala 


He 


Ala 


Pro 


Phe 


Tyr 


Gly 
380 


Gin 


Gly 


Lys 


Ala 


Glu 


Ala 


Gin 
395 


Leu 


Pro 


Ala 


Leu 


Pro 
400 


Gin 


Leu 
410 


Val 


Arg 


Ala 


Leu 


Leu 
415 


Gin 


Ala 


Arg 


Val 


Ala 


Ala 


Asn 


Val 


Leu 


425 










430 






He 


Leu 


Ala 


Leu 


Lys 
445 


Asn 


Leu 


Lys 


Leu 


Gin 


Gin 


Ser 
460 


Ala 


Ala 


Thr 


Leu 


Cys 


Cys 


Val 
475 


Glu 


Thr 


Lys 


Met 


Lys 
480 


Cys 


Glu 
490 


Thr 


Leu 


Cys 


Gin 


Ala 
495 


Ala 



Ala Leu 



505 506 



<210> 1109 
<211> 382 
<212>Amino acid 
<213> Homo sapiens 
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<400> 1109 

Arg Pro Leu Leu Arg Leu Ala Glu Leu Pro Asp His Cys Tyr Arg Met 

! 5 10 15 

Asn Ser Ser Pro Ala Gly Thr Pro Ser Pro Gin Pro Ser Arg Ala Asn 

20 25 30 

Gly Asn He Asn Leu Gly Pro Ser Ala Asn Pro Asn Ala Gin Pro Thr 

35 40 45 

Asp Phe Asp Phe Leu Lys Val He Gly Lys Gly Asn Tyr Gly Lys Val 

50 55 60 

Leu Leu Ala Lys Arg Lys Ser Asp Gly Ala Phe Tyr Ala Val Lys Val 
65 70 75 80 

Leu Gin Lys Lys Ser He Leu Lys Lys Lys Glu Gin Ser His He Met 

85 90 95 

Ala Glu Arg Ser Val Leu Leu Lys Asn Val Arg His Pro Phe Leu Val 

100 105 HO 

Gly Leu Arg Tyr Ser Phe Gin Thr Pro Glu Lys Leu Tyr Phe Val Leu 

115 120 125 

Asp Tyr Val Asn Gly Gly Glu Leu Phe Phe His Leu Gin Arg Glu Arg 

130 135 . 140 

Arg Phe Leu Glu Pro Arg Ala Arg Phe Tyr Ala Ala Glu Val Ala Ser 
145 150 155 160 

Ala He Gly Tyr Leu His Ser Leu Asn He He Tyr Arg Asp Leu Lys 

165 170 175 

Pro Glu Asn He Leu Leu Asp Cys Gin Gly His Val Val Leu Thr Asp 

180 185 190 

Phe Gly Leu Cys Lys Glu Gly Val Glu Pro Glu Asp Thr Thr Ser Thr 

195 200 205 

Phe Cys Gly Thr Pro Glu Tyr Leu Ala Pro Glu Val Leu Arg Lys Glu 

210 215 220 

Pro Tyr Asp Arg Ala Val Asp Trp Trp Cys Leu Gly Ala Val Leu Tyr 
225 230 235 240 . 

Glu Met Leu His Gly Leu Pro Pro Phe Tyr Ser Gin Asp Val Ser Gin 

245 250 255 

Met Tyr Glu Asn He Leu His Gin Pro Leu Gin He Pro Gly Gly Arg 

260 265 270 

Thr Val Ala Ala Cys Asp Leu Leu Gin Ser Leu Leu His Lys Asp Gin 

275 280 285 

Arg Gin Arg Leu Gly Ser Lys Ala Asp Phe Leu Glu He Lys Asn His 

290 295 300 

Val Phe Phe Ser Pro He Asn Trp Asp Asp Leu Tyr His Lys Arg Leu 
305 310 315 . 320 

Thr Pro Pro Phe Asn Pro Asn Val Thr Gly Pro Ala Asp Leu Lys His 

325 330 335 

Phe Asp Pro Glu Phe Thr Gin Glu Ala Val Ser Lys Ser He Gly Cys 

340 345 350 

Thr Pro Asp Thr Val Ala Ser Ser Ser Gly Ala Ser Ser Ala Phe Leu 

355 360 365 

Gly Phe Ser Tyr Ala Pro Glu Asp Asp Asp He Leu Asp Cys 
370 375 . . 380 382 



<210> 1110 
<211> 535 
<212>Amino acid 
<213> Homo sapiens 
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<400> 1110 



Arg 


Pro 


Gin 


Thr 


Leu 


Lys 


Gly 


His 


Gin 


Glu 


Lys 


He 


Arg 


Gin 


Arg 


Gin 


1 








5 










10 










15 




Ser 


lie 


Leu 


Pro 


Pro 


Pro 


Gin 


Gly 


Pro 


Ala 


Pro 


He 


Pro 


Phe 


Gin 


His 








20 










25 










30 






Arg 


Gly 


Gly 


Asp 


Ser 


Pro 


Glu 


Ala 


Lys 


Asn 


Arg 


Val 


Gly 


Pro 


Gin 


Val 






35 










40 










45 








Pro 


Leu 


Ser 


Glu 


Pro 


Gly 


Phe 


Arg 


Arg 


Arg 


Glu 


Ser 


Gin 


Glu 


Glu 


Pro 




50 










55 










60 










Arg 


Ala 


Val 


Leu 


Ala 


Gin 


Lys 


He 


Glu 


Lys 


Glu 


Thr 


Gin 


He 


Leu 


Asn 


65 










70 










75 










80 


Cys 


Ala 


Leu 


Asp 


Asp 


He 


Glu 


Trp 


Phe 


Val 


Ala 


Arg 


Leu 


Gin 


Lys 


Ala 










85 










90 










95 




Ala 


Glu 


Ala 


Phe 


Lys 


Gin 


Leu 


Asn 


Gin 


Arg 


Lys 


Lys 


Gly 


Lys 


Lys 


Lys 








100 










105 










110 






Gly 


Lys 


Lys 


Ala 


Pro 


Ala 


Glu 


Gly 


Val 


Leu 


Thr 


Leu 


Arg 


Ala 


Arg 


Pro 






115 










120 










125 








Pro 


Ser 


Glu 


Gly 


Glu 


Phe 


He 


Asp 


Cys 


Phe 


Gin 


Lys 


He 


Lys 


Leu 


Ala 




130 










135 










140 










lie 


Asn 


Leu 


Leu 


Ala 


Lys 


Leu 


Gin 


Lys 


His 


He 


Gin 


Asn 


Pro 


Ser 


Ala 


145 










150 










155 










160 


Ala 


Glu 


Leu 


Val 


His 


Phe 


Leu 


Phe 


Gly 


Pro 


Leu 


Asp 


Leu 


He 


Val 


Asn 










165 










170 


Val 








175 




Thr 


Cys 


Ser 


Gly 


Pro 


Asp 


He 


Ala 


Arg 


Ser 


Ser 


Cys 


Pro 


Leu 


Leu 








180 










185 










190 






Ser 


Arg 


Asp 


Ala 


Val 


Asp 


Phe 


Leu 


Arg 


Gly 


His 


Leu 


Val 


Pro 


Lys 


Glu 






195 










200 










205 








Met 


Ser 


Leu 


Trp 


Glu 


Ser 


Leu 


Gly 


Glu 


Ser 


Trp 


Met 


Arg 


Pro 


Arg 


Ser 




210 










215 










220 










Glu 


Trp 


Pro 


Arg 


Glu 


Pro 


Gin 


Val 


Pro 


Leu 


Tyr 


Val 


Pro 


Lys 


Phe 


His 


225 










230 










235 










240 


Ser 


Gly 


Trp 


Glu 


Pro 


Pro 


Val 


Asp 


Val 


Leu 


Gin 


Glu 


Ala 


Pro 


Trp 


Glu 










245 










250 










255 




Val 


Glu 


Gly 


Leu 


Ala 


Ser 


Ala 


Pro 


He 


• Glu 


Glu 


Val 


Ser 


Pro 


Val 


Ser 








260 










265 










270 






Arg 


Gin 


Ser 


He 


Arg 


Asn 


Ser 


Gin 


Lys 


His 


Ser 


Pro 


Thr 


Ser 


Glu 


Pro 






275 










280 










285 








Thr 


Pro 


Pro 


Gly 


Asp 


Ala 


Leu 


Pro 


Pro 


Val 


Ser 


Ser 


Pro 


His 


Thr 


His 




290 










295 










300 










Arg 


Gly 


Tyr 


Gin 


Pro 


Thr 


Pro 


Ala 


Met: 


Ala 


Lys 


Tyr 


Val 


Lys 


He 


Leu 


305 










310 










315 










320 


Tyr 


Asp 


Phe 


Thr 


Ala 


Arg 


Asn 


Ala 


Asn 


Glu 


Leu 


Ser 


Val 


Leu 


Lys 


Asp 










325 










330 










335 




Glu 


Val 


Leu 


Glu 


Val 


Leu 


Glu 


Asp 


Gly 


Arg 


Gin 


Trp 


Trp 


Lys 


Leu 


Arg 








340 










345 










350 






Ser 


Arg 


Ser 


Gly 


Gin 


Ala 


Gly 


Tyr 


Val 


Pro 


Cys 


Asn 


He 


Leu 


Gly 


Glu 






355 










360 










365 








Ala 


Arg 


Pro 


Glu 


Asp 


Ala 


Gly 


Ala 


Pro 


Phe 


Glu 


Gin 


Ala 


Gly 


Gin 


Lys 




370 










375 










380 










Tyr 


Trp 


Gly 


Pro 


Ala 


Ser 


Pro 


Thr 


His 


Lys 


Leu 


Pro 


Pro 


Ser 


Phe 


Pro 


385 










390 










395 










400 


Gly 


Asn 


Lys 


Asp 


Glu 


Leu 


Met 


Gin 


His 


Met 


Asp 


Glu 


Val 


Asn 


Asp 


Glu 










405 










410 










415 




Leu 


lie 


Arg 


Lys 


He 


Ser 


Asn 


He 


Arg 


Ala 


Gin 


Pro 


Gin 


Arg 


His 


Phe 








420 










425 










430 






Arg 


Val 


Glu 


Arg 


Ser 


Gin 


Pro 


Val 


Ser 


Gin 


Pro 


Leu 


Thr 


Tyr 


Glu 


Ser 






435 










440 










445 








Gly 


Pro 


Asp 


Glu 


Val 


Arg 


Ala 


Trp 


Leu 


Glu 


Ala 


Lys 


Ala 


Phe 


Ser 


Pro 




450 










455 










460 










Arg 


He 


Val 


Glu 


Asn 


Leu 


Gly 


He 


Leu 


Thr 


Gly 


Pro 


Gin 


Leu 


Phe 


Ser 


465 










470 










475 










480 


Leu 


Asn 


Lys 


Glu 


Glu 


Leu 


Lys 


Lys 


Val 


Cys 


Gly 


Glu 


Glu 


Gly 


Val 


Arg 










485 










490 










495 




Val 


Tyr 


Ser 


Gin 


Leu 


Thr 


Met 


Gin 


Lys 


Ala 


Phe 


Leu 


Glu 


Lys 


Gin 


Gin 
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500 505 510 

Ser Gly Ser Glu Leu Glu Glu Leu Met Asn Lys Phe His Ser Met Asn 

515 520 525 

Gin Arg Arg Gly Glu Asp Ser 
530 535 



<210> 1111 
<211> 346 
<212>Amino acid 
<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (1) . . . (346) 

<223> X «a any amino acid or stop code 



<400> 1111 



Ala 


Trp 


His 


Glu 


Gly Leu 


Val 


Ser 


Ser 


Pro 


Ala 


He Gly 


Ala 


Tyr 


Leu 


1 








5 










10 










15 




Ser 


Ala 


Ser 


Tyr 


Gly Asp 


Ser 


Leu 


Val 


Val 


Leu 


Val 


Ala 


Thr 


Val 


Val 








20 










25 










30 






Ala 


Leu 


Leu 
35 


Asp 


He 


Cys 


Phe 


He 
40 


Leu 


Val 


Ala 


Val 


Pro 
45 


Glu 


Ser 


Leu 


Pro 


Glu 
50 


Lys 


Met 


Arg 


Pro 


Val 
55 


Ser 


Trp 


Gly 


Ala 


Gin 
60 


He 


Ser 


Trp 


Lys 


Gin 


Ala 


Asp 


Pro 


Phe 


Ala 


Ser 


Leu 


Lys 


Lys 


Val 


Gly Lys 


Asp 


Ser 


Thr 


65 










70 










75 










80 


Val 


Leu 


Leu 


He 


Cys 


He 


Thr 


Val 


Cys 


Leu 


Ser 


Tyr Leu 


Pro 


Glu 


Ala 










85 










90 










95 




Gly 


Gin 


Tyr 


Ser 
100 


Ser 


Phe 


Phe 


Leu 


Tyr 
105 


Leu 


Arg 


Gin 


Val 


He 
110 


Gly 


Phe 


Gly 


Ser 


Val 
115 


Lys 


He 


Ala 


Ala 


Phe 
120 


He 


Ala 


Met 


Val 


Gly 
125 


He 


Leu 


Ser 


He 


Val 
130 


Ala 


Gin 


Thr 


Ala 


Phe 
135 


Leu 


Ser 


He 


Leu 


Met 
140 


Arg 


Ser 


Leu 


Gly 


Asn 


Lys 


Asn 


Thr 


Val 


Leu 


Leu 


Gly 


Leu 


Gly 


Phe 


Gin 


Met 


Leu 


Gin 


Leu 


145 










150 










155 










160 


Ala 


Trp 


Tyr 


Gly 


Phe Gly 


Ser 


Gin 


Ala 


Trp 


Met 


Met 


Trp 


Ala 


Ala 


Gly 










165 










170 










175 




Thr 


Val 


Ala 


Ala 
180 


Met 


Ser 


Ser 


lie 


Thr 
185 


Phe 


Pro 


Ala 


He 


Ser 
190 


Ala 


Leu 


Val 


Ser 


Arg 
195 


Asn 


Ala 


Glu 


Ser 


Asp 
200 


Gin 


Gin 


Gly 


Val 


Ala 
205 


Gin 


Gly 


He 


He 


Thr 


Gly 


He 


Arg Gly 


Leu 


Cys 


Asn 


Gly 


Leu 


Gly Pro 


Ala 


Leu 


Tyr 




210 










215 










220 










Gly 


Phe 


He 


Phe 


Tyr 


Met 


Phe 


His 


Val 


Glu 


Leu 


Thr 


Glu 


Leu 


Gly 


Pro 


225 










230 










235 










240 


Lys 


Leu 


Asn 


Ser 


Asn 
245 


Asn 


Val 


Pro 


Leu 


Gin 
250 


Gly 


Ala 


Val 


He 


Pro 
255 


Gly 


Pro 


Pro 


Phe 


Leu 


Phe Gly 


Ala 


Cys 


He 


Val 


Leu 


Met 


Ser 


Phe 


Leu 


Ala 








260 










265 










270 






Ala 


Leu 


Phe 


He 


Pro 


Glu 


Tyr 


Ser 


Lys 


Ala 


Ser 


Gly Val 


Gin 


Lys 


His 






275 










280 










285 








Ser 


Asn 


Ser 


Ser 


Ser Gly 


Ser 


Leu 


Thr 


Asn 


Thr 


Pro 


Glu 


Arg 


Gly 


Ser 




290 










295 










300 










Asp 


Glu 


Asp 


He 


Glu 


Pro 


Leu 


Leu 


Gin 


Asp 


Ser 


Ser 


He 


Trp 


Glu 


Leu 


305 










310 










315 










320 


Ser 


Ser 


Phe 


Glu 


Glu 
325 


Pro 


Gly 


Asn 


Gin 


Cys 
330 


Thr 


Glu 


Leu 


Xaa 


Thr 
335 


Arg 
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Gin Lys Val Gly Phe Cys lie Arg His Leu 
340 345 346 



<210> 1112 
<211> 647 
<212>Amino acid 
<213> Homo sapiens 



<400> 1112 



Mat- 


m a 




vax y 


Leu 


rlxd -L ill. 


1 X JJCU 




Ala 


AitJ 


Al a 


AT a 


AT a 


n 

X 








5 






10 








15 




Va 1 


m v 
uiy 


Trp 


Leu 


.fx \J 


T.oii Tvl o 
xjcLI nxa 




JCTXtJ UBU 


c x. u 


XT JL \J 


Ala 

Ala 


tr±. 


vaiy 




























Val 


Lys 




Ser 


Arg 


m 1/ El on 


Glu Val 


Ijpu Val 


Val 

V AX 


nail 


Val 


o c i. 


ox_y 






35 








40 






45 








Arg 


Arg 


it £16 


LrxU 


Tnr . 




Aon inxr 


T .oi i TV en 
IjcU nop 


Arg 


Tyr 


pro 


ASp 


Thr* 
l ilx 




50 








55 






60 










Leu 


Leu 


oJ.y 


Ser 


Ser 


f2T n T Are 


uJ.u irlie 


.file . x y J. 


Asp 


Axct 


Asp 


Ser . 




£ 5 










70 
/ w 




75 










o w 


biU 


Tyr 


rne 


irne 


Asp 


Arg Asp 


fro Asp 


Mot" DVio 
i*iet. file 


Arg 


ills 


Va 1 
Vol 


Leu 


Asn 










DC 
O 3 














Q5 




riie 


Tyr 


Arg 




u»j.y 


Ax y LicU 


Hx s Cys 


f X W AX y 


OXll 


ri~\ i* 

wX U. 


Cys 




OXll 








100 






105 








110 






AJLo. 




Asp 


fin 




- 

Leu aj. a 






Vdl 


Pro 


r*i ii 


Leu 


Vol 






11C 
























Asp 


Cys 


Cys 


Leu 


rsin f^lii 


iyr Arg 


TV a t"\ 7\ >^/~t 

AibLJ AX y 


Lys 


Lys 


VjXU 


Asn 


Ala 




130 








135 






140 














Leu 


Ala 


Glu 




Glu Al= 


Rlu Rln 


Ala 


Gly 


Asp 


Gly 


Pro 


145 










150 




155 










160 


Ala 


Leu 


Pro 


Ala 


Gly 


Ser Ser 


T t#*l 1 A T"Cf 


Gin Arg 


Leu 




Axy 


Ala 


Phe 










165 






170 








175 




Glu 


Asn 


Pro 


His 


Thr 


Ser Thr 


Ala Ala 


Leu Val 


Phe 


Tvr 


Tvr 
x i ± - 


Val 


Thr 








160 






185 








190 






Gly 


Phe 


Phe 


He 


Ala 


Val Ser 


Val He 


Ala Asn 


Val 


Val 


Glu 


Thr 


He 






195 








200 






205 








Pro 




Axy 


Glv 


Ser 


Ala Ar-rr 


jnj+ y *j cx 


Ser Arg 


Glu 


Gin 


Pro 


Cys 


Glv 




210 








215 






220 










(3lii 
vrxu 




jriic 




\7X11 


nJLA xr I ACS 


file v~.y » 




Thy 


Ala 




Val 
v ax 


T.on 

XlCLl 


225 










230 




235 










240 


lie 


Phe 


Thr 


Gly 


Glu 


Tyr Leu 


Leu Arg 


Leu Phe 


Ala 


Ala 


Pro 


Ser 


Arg 










245 






250 








255 




Cys 


Arg 


Phe 


Leu 


Arg 


Ser Val 


Met Ser 


Leu He 


Asp 


Val 


Val 


Ala 


He 








260 






265 








270 






Leu 


Pro 


Tyr 


Tyr 


He 


Gly Leu 


Leu Val 


Pro Lys 


Asn 


Asp 


Asp 


Val 


Ser 






275 








280 






285 








Gly 


Ala 


Phe 


Val 


Thr 


Leu Arg 


Val Phe 


Arg Val 


Phe 


Arg 


He 


Phe 


Lys 




290 








295 






300 










Phe 


Ser 


Arg 


His 


Ser 


Gin Gly 


Leu Arg 


He Leu 


Gly 


Tyr 


Thr 


Leu 


Lys 


305 










310 




315 










320 


Ser 


Cys 


Ala 


Ser 


Glu 


Leu Gly 


Phe Leu 


Leu Phe 


Ser 


Leu 


Thr 


Met 


Ala 










325 






330 








335 




He 


He 


He 


Phe 


Ala 


Thr Val 


Met Phe 


Tyr Ala 


Glu 


Lys 


Gly 


Thr 


Asn 








340 






345 








350 






Lys 


Thr 


Asn 


Phe 


Thr 


Ser He 


Pro Ala 


Ala Phe 


Trp 


Tyr 


Thr 


He 


Val 






355 








360 






365 








Thr 


Met 


Thr 


Thr 


Leu 


Gly Tyr 


Gly Asp 


Met Val 


Pro 


Ser 


Thr 


He 


Ala 




370 








375 






380 










Gly 


Lys 


He 


Phe 


Gly 


Ser He 


Cys Ser 


Leu Ser 


Gly 


Val 


Leu 


Val 


He 


385 










390 




395 










400 



639 
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Ala 


Leu 


Pro 


Val 


Pro 


Val He Val Ser Asn 


Phe Ser Arg He 


Tyr 


His 










405 


410 




415 




Gin 


Asn 


Gin Arg Ala 


Asp Lys Arg Arg Ala 


Gin Gin Lys Val 


Arg 


Leu 








420 




425 


430 






Ala Arg 


He 


Arg 


Leu 


Ala Lys Ser Gly Thr 


Thr Asn Ala Phe 


Leu 


Gin 






435 






440 


445 






Tyr Lys 


Gin Asn Gly 


Gly Leu Glu Asp Ser 


Gly Ser Gly Glu 


Glu 


Gin 




450 








455 


460 




His 


Ala 


Val 


Cys 


Val 


Arg 


Asn Arg Ser Ala Phe 


Glu Gin Gin His 


His 


465 








470 


475 




480 


Leu 


Leu 


His 


Cys 


Leu 


Glu Lys Thr Thr Cys 


His Glu Phe Thr 


Asp 


Glu 








485 


490 




495 




Leu 


Thr 


Phe 


Ser 


Glu 


Ala Leu Gly Ala Val 


Ser Pro Gly Gly 


Arg 


Thr 








500 




505 


510 






Ser Arg 


Ser 


Thr 


Ser 


Val Ser Ser Gin Pro 


Val Gly Pro Gly 


Ser 


Leu 






515 






520 


525 






Leu 


Ser 


Ser 


Cys 


Cys 


Pro Arg Arg Al a Lys 


Arg Arg Ala He 


Arg 


Leu 




530 








535 


540 






Ala 


Asn 


Ser 


Thr Ala 


Ser Val Ser Arg Gly 


Ser Met Gin Glu 


Leu Asp 


545 










550 


555 




560 


Met 


Leu 


Ala Gly Leu 


Arg Arg Ser His Ala 


Pro Gin Ser Arg 


Ser 


Ser 










565 


570 




575 




Leu 


Asn 


Ala 


Lys 


Pro 


His Asp Ser Leu Asp 


Leu Asn Cys Asp 


Ser Gly 








580 




585 


590 






Asp 


Phe 


Val 


Ala 


Ala 


He He Ser He Pro 


Thr Pro Pro Ala 


Asn 


Thr 




595 






600 


605 






Pro Asp 


Glu 


Ser 


Gin 


Pro Ser Ser Pro Gly 


Gly Gly Gly Arg 


Ala Gly 




610 








615 


620 






Ser 


Thr 


Leu Arg 


Asn 


Ser Ser Leu Gly Thr 


Pro Cys Leu Phe 


Pro 


Glu 


625 










630 


635 




640 


Thr 


Val 


Lys 


He 


Ser 


Ser Leu 
















645 


647 









<210> 1113 
<211> 220 
<212>Amino acid 
<213> Homo sapiens - 

<220> 

<22l> misc_feature 
<222> (1) . . - (220) 

<223> X - any amino acid or stop code 



<400> 1113 
















Gly Trp 


Gly 


Lys 


Pro 


Phe 


Lys 


Asp 


Trp 


Thr 


Thr Gly Gly Gin Asp Thr 


1 






5 










10 


15 


Gly Gly 


Glu 


Pro 


Ala 


Leu 


Leu 


Val 


Gly 


Ala 


Gly Glu Gly Arg Ala Pro 




20 










25 




30 


Arg Leu 


Asn 


Cys 


Pro 


Ser 


Gly 


Gin 


He 


Arg 


Ser Pro Gly Pro Gly Asp 


35 










40 






45 


Leu Ser 


He 


Tyr 


Asp 


Asn 


Trp 


He 


Arg 


Tyr 


Phe Asn Arg Ser Ser Pro 


50 










55 








60 


Val Tyr 


Gly 


Leu 


Val 


Pro 


Arg 


Ser 


Lys 


Thr 


Ser Ala Arg lie Tyr Pro 


65 








70 










75 80 


Thr Tyr 


His 


Thr 


Ala 


Phe 


Asp 


Thr 


Phe 


Asp 


Tyr Val Asp Lys Phe Leu 






85 










90 


95 


Asp Pro 


Gly 


Glu 


Glu 


Gly 


Asp 


Lys 


Gly 


His 


Pro Glu Thr Arg Thr Gly 






100 










105 




110 


Glu Ala 


Glu 


Asp 


Xaa 


Ala 


Leu 


Ala 


Leu 


Ser 


Pro Cys Arg Arg Phe Ser 



640 
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Ser His 
130 
Ser Asp 
145 

Leu Arg 

Glu Gin 

Phe Glu 

Lys Gly 
210 



115 

Gin Ala 

Ser Phe 

Ser Phe 

His Ser 
180 
Ala Glu 
195 

Ser Pro 



120 125 
Val Ala Arg Thr Ala Gly Ser Val He Leu Arg Leu 

135 140 
Phe Leu Pro Leu Lys Val Ser Asp Tyr Ser Glu Thr 
150 155 160 

Leu Gin Ala Ala Gin Gin Asp Leu Gly Ala Leu Leu 
165 170 175 

He Ser Leu Gly Pro Leu Val Thr Ala Val Glu Lys 

185 190 
Ala Ala Ala Leu Gly Gin Arg He Ser Thr Leu Gin 

200 205 
Asp Pro Leu Gin Val Arg Met Leu 
215 220 



<210> 1114 
<211> 382 
<212>Amino acid 
<213> Homo sapiens 



<400> 1114 

Gly He Arg Gly Gly Gly Ser Leu Ala Ser Gly Gly Pro Gly Pro Gly 

15 10 15 

His Ala Ser Leu Ser Gin Arg Leu Arg Leu Tyr Leu Ala Asp Ser Trp 

20 25 30 

Asn Gin Cys Asp Leu Val Ala Leu Thr Cys Phe Leu Leu Gly Val Gly 

35 40 45 

Cys Arg Leu' Thr Pro Gly Leu Tyr His Leu Gly Arg Thr Val Leu Cys 

50 55 60 

He Asp Phe Met Val Phe Thr Val Arg Leu Leu His He Phe Thr Val 
65 .70 75 80 

Asn Lys Gin Leu Gly Pro Lys He Val He Val Ser Lys Met Met Lys 

85 90 95 

Asp Val Phe Phe Phe Leu Phe Phe Leu Gly Val Trp Leu Val Ala Tyr 

100 105 110 

Gly Val Ala Thr Glu Gly Leu Leu Arg Pro Arg Asp Ser Asp Phe Pro 

115 120 125 

Ser He Leu Arg Arg Val Phe Tyr Arg Pro Tyr Leu Gin He Phe Gly 

130 135 140 

Gin He Pro Gin Glu Asp Met Asp Val Ala Leu Met ,Glu His Ser Asn 
145 150 155 160 

Cys Ser Ser Glu Pro Gly Phe Trp Ala His Pro Pro Gly Ala Gin Ala 

165 170 175 

Gly Thr Cys Val Ser Gin Tyr Ala Asn Trp Leu Val Val Leu Leu Leu 

180 185 190 

Val He Phe Leu Leu Val Ala Asn He Leu Leu Val Asn Leu Leu He 

195 200 205 

Ala Met Phe Ser Tyr Thr Phe Gly Lys Val Gin Gly Asn Ser Asp Leu 

210 215 220 

Tyr Trp Lys Ala Gin Arg Tyr Arg Leu He Arg Glu Phe His Ser Arg 
225 230 235 240 

Pro Ala Leu Ala Pro Pro Phe He Val He Ser His Leu Arg Leu Leu 

245 250 255 

Leu Arg Gin Leu Cys Arg Arg Pro Arg Ser Pro Gin Pro Ser Ser Pro 

260 265 270 

Ala Leu Glu His Phe Arg Val Tyr Leu Ser Lys Glu Ala Glu Arg Lys 

275 280 285 

Leu Leu Thr Trp Glu Ser Val His Lys Glu Asn Phe Leu Leu Ala Arg 

290 295 300 

Ala Arg Asp Lys Arg Glu Ser Asp Ser Glu Arg Leu Lys Arg Thr Ser 



641 
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305 310 
Gin Lys Val Asp Leu Ala Leu Lys Gin 
325 

Glu Gin Arg Leu Lys Val Leu Glu Arg 
340 345 
Val Leu Gly Trp Val Ala Glu Ala Leu 

355 360 
Pro Gly Gly Pro Pro Pro Pro Asp Leu 
370 375 



PCT/US00/35017 

■315 320 
Leu Gly His He Arg Glu Tyr 
330 335 
Glu Val Gin Gin Cys Ser Arg 
350 

Ser Arg Ser Ala Leu Leu Pro 
365 

Pro Gly Ser Lys Asp 
380 382 



<210> 1115 
<211> 109 
<2i2>Amino acid 
<213> Homo sapiens 



<400> 1115 








Leu He 


Lys Leu 


Cys 


Lys Ser 


Lys 


1 




5 






Glu Met- 


Gly Met 


Leu 


Asn Ser 


Lys 




20 








Gly Met 


Arg Asn 


Ser 


Glu Asn 


Leu 




35 






40 


Pro Thr 


Arg Tyr 


Gin 


Gly Glu Leu 


50 






55 




Ser Leu 


Arg Tyr 


Glu 


Leu Leu 


Glu 


65 






70 




Leu Ala 


Asp Leu 


He 


Gin Gin 


Leu 






85 






Asn Lys 


Asp His 


Leu 


Arg Val 


Asn 




« 100 









Ala Lys Ser Cys Glu Asn Asp Leu 

10 15 
Phe Lys Lys Thr Arg Tyr Gin Ala 

25 30 
Thr Ala Asn Asn Thr Leu Ser Lys 
45 

Lys Glu He Lys Gin Asp He Ser 
60 

Glu Lys Ser Gin Ala Thr Gly Glu 
75 80 
Ser Glu Lys Phe Gly Lys Asn Leu 

90 95 
Lys Gly Lys Asp He 
105 109 



<210> 1116 
<211> 679 
<212>Amino acid 
<213> Homo sapiens 



<400> 1116 






Leu Pro 


Leu 


Leu 


His 


Ala Gly Phe 


1 






5 




Ser He 


He 


Ala 


Cys 


Tyr Asn Glu 






20 






Val Arg 


Ser 


Gin 


Phe 


Lys Leu Arg 




35 






40 


Leu Asp 


His 


Cys 


His 


Glu Ala He 


50 








55 


He Gin 


Tyr 


Val 


Asn 


Pro Ala Phe 


65 








70 


Gly Glu 


Leu 


Leu 


Gly 


Lys Glu Leu 








85 




Asn Arg 


Ala 


Asp 


Leu 


Leu Asp Thr 






100 






Lys Glu 


Trp 


Gin 


Gly 


Val Tyr Tyr 




115 






120 


He Gin 


Gin 


His 


Val 


Lys He Thr 



Asn Arg Arg Phe Met Glu Asn Ser 

10 15 
Leu He Gin He Glu His Gly Glu 

25 30 
Ala Cys Asn Ser Val Phe Thr Ala 
45 

Glu He Thr Ser Asp Asp His Val 
60 

Glu Arg Met Met Gly Tyr His Lys 
75 80 
Ala Asp Leu Pro Lys Ser Asp Lys 

90 95 
He Asn Thr Cys He Lys Lys Gly 
105 HO 
Ala Arg Arg Lys Ser Gly Asp Ser 
125 

Pro Val He Gly Gin Gly Gly Lys 
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130 










135 










140 










He 


Arcr 


His 


Phe 


Val 


Ser 


Leu 


Lvs 


Lys 


Leu 


CVS 


Cys 


Thr 


Thr 


Asp 


Asn 


145 










150 










155 










160 


Asn 


Lys 


Gin 


He 


His 


Lys 


He 


His 


Arcr 


Asp 


Ser 


Gly 


Asp 


Asn 


Ser 


Gin 










165 










170 










175 




Thr 


Glu 


Pro 


His 


Ser 


Phe 


Arcr 


Tvr 


LVS 


Asn 


Arcr 


Arg 


Lys 


Glu 


Ser 


He 








180 










185 










190 






Asp 


Val 


Lys 


Ser 


He 


Ser 


Ser 


Arcr 


Gly 


Ser 


ASP 


Ala 


Pro 


Ser 


Leu 


Gin 






195 










200 










205 








Ash 




Axy 


Tvr 
i.yx 


Pro 


Ser 


Met 


Ala 


Arcr 


He 


His 


Ser 


Met 


Thr 


He 


Glu 




210 










215 










220 










Ala 


Pro 


He 


Thr 


Lys 


Val 


He 


Asn 


He 


He 


Asn 


Ala 


Ala 


Gin 


Glu 


Asn 


225 










230 










235 










240 


Ser 


PrO 


Val 


Thr 


Val 


Ala 


Glu 


Ala 


Leu 


Asp 


Arcr 


Val 


Leu 


Glu 


He 


Leu 










245 










250 










255 




Airy 


Thr 


Thr 


Glu 


Leu 


Tvr 


Ser 


Pro 


Gin 


Leu 


Glv 


Thr 


Lvs 


Asp 


Glu 


Asp 








260 










265 










270 








His 


Thr 


Ser 


Asp 


Leu 


Val 


Glv 


Glv 


Leu 


Met 


Thr 


Asp 


Glv 
VJJ - Jr 


Leu 


Arcr 






275 










280 










285 








Arg 


lieu 


OCX 


vjxy 


Asn 


Glu 


Tvr 
xyx 


Val 


Phe 


Thr 


Lys 


Asn 


Val 


His 


Gin 


Ser 




290 










295 










300 










nxo 




His 


Leu 


Ala 


Met 


Pro 


He 


Thr 


He 


Asn 


Asp 


Val 


Pro 


Pro 


Cvs 


305 










310 










315 










320 




OCX 


Gin 


Leu 


Leu 


Asp 


Asn 


Glu 


Glu 


Ser 


Trr> 


Asp 


Phe 


Asn 


He 


Phe 










325 










330 










335 




ox u> 


Leu 


Glu 


Ala 


He 


Thr 


His 


Lys 


Arg 


Pro 


Leu 


Val 


Tvr 

Jr J - 


Leu 


Glv 


Leu 








340 










345 










350 






Lys 


VcLX 


it lie 


Car 
Del 


Axy 


Phe 


Glv 
vjxy 


Val 


Cys 


Glu 


Phe 


Leu 


Asn 


Cys 


Ser 


Glu 






355 










360 










365 








TVi-r 


1 XII. 


Leu 


Arg 


Al a 
Ala 


- LJ -P 


Phe 


Gin 


Val 


He 


Glu 


Ala 


Asn 


Tvr 
j 


His 


Ser 




37 0 










375 










380 










Ser 


Asn 


Al a 


lyrr 


XJT-1 a 
XIX c* 


Asn 


Ser 


Thr 


His 


Ala 


Ala 


Asp 


Val 


Leu 


His 


Ala 


jOj 










390 










335 










400 


1 1 IX 


ai a 


irlitr 


riic 


XJG u. 


Gly 


Lys 


Glu 


Arcr 
Aty 


Val 


Lys 


Glv 


Ser 


Leu 


Asp 


Gin 










405 










410 










415 




LeU 


Asp 


LI 


VcLX 


Al a 


Ala 
AXd 


Leu 


He 


Ala 


Ala 


Thr 


Val 


His 


Asp 


Val 


Asp 








420 










425 










430 








P3TO 


Vjxy 


Arg 


XXIX 




Ser 


Phe 


Leu 


Cys 


Asn 


Ala 


Glv 

oxy 


Ser 


Glu 


Leu 






i j j 










440 










445 




Thr 




AT a 
/-vXd 


vai. 


XlCLL 


Tvt* 


Asn 


Asp 


Thr 


Ala 


Val 


Leu 


Glu 


Ser 


His 


His 


Ala 




450 










455 










460 










Leu 


Ala 


Phe 


Gin 


Leu 


Thr 


Val 


Lys 


Asp 


Thr 


Lys 


Cys 


Asn 


He 


Phe 


Lvs 

•"Jr ° 


465 










470 










475 










480 




He 


Asp 


Axy 


Glv 


Asn 


His 


xyx 


Arg 


Thr 


Leu 


Arcr 


Gin 


Ala 


He 


He 










485 










490 










495 




Asp 


Met 


Val 


Leu 


Ala 


Thr 


Glu 


Met. 


Thr 


Lvs 


His 


Phe 


Glu 


His 


Val 


Asn 








500 










505 










510 






Lys 


Phe 


Val 


Asn 


Ser 


He 


Asn 


Lvs 

"Jr 


Pro 


Met 


Ala 


Ala 


Glu 


He 


Glu 


Gly 






515 










520 










525 








Ser 


Asp 


Cvs 


Glu 


Cvs 

Jr 


Asn 


Pro 


Ala 


Glv 


LVS 


Asn 


Phe 


Pro 


Glu 


Asn 


Gin 




530 










535 










540 










He 


Leu 


He 


Lvs 


Arcr 


Met 


Met 


He 


LVS 


Cvs 


Ala 


ASP 


Val 


Ala 


Asn 


Pro 


545 










550 










555 










560 


Cys 


<«xy 


Pro 


Leu 


Asp 


Leu 


Cys 


He 


Glu 


Trt> 


Ala 


Glv 

UA Jr 


Arcr 


He 


Ser 


Glu 










565 










570 










575 




Glu 


xyx 


Phe 


Ala 


Gin 


Thr 


Asp 


Glu 


Glu 


Lys 


Arcr 


Gin 


Glv 


Leu 


Pro 


Val 








580 










585 










590 






Val 


Met 


Pro 


Val 


Phe 


Asp 


Arg 


Asn 


Thr 


Cys 


Ser 


He 


Pro 


Lys 


Ser 


Gin 






595 










600 










605 








He 


Ser 


Phe 


He 


Asp 


Tyr 


Phe 


He 


Thr 


Asp 


Met 


Phe 


Asp 


Ala 


Trp 


Asp 




610 










615 










620 










Ala 


Phe 


Ala 


His 


Leu 


Pro 


Ala 


Leu 


Met 


Gin 


His 


Leu 


Ala 


Asp 


Asn 


Tyr 


625 










630 










635 










640 


Lys 


His 


Trp 


Lys 


Thr 


Leu 


Asp 


Asp 


Leu 


Lys 


Cys 


Lys 


Ser 


Leu 


Arg 


Leu 
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645 650 655 

Pro Ser Asp Arg Leu Lys Pro Ser His Arg Gly Gly Leu Leu Thr Asp 

660 665 670 

Lys Gly His Cys Glu Ser Gin 
675 679 



<210> 1117 
<211> 1193 
<212>Amino acid 
<213> Homo sapiens 



<400> 1117 

Ala Phe Leu Ser Lys Val Glu Glu Asp Asp Tyr Pro Ser Glu Glu Leu 

15 10 15 

Leu Glu Asp Glu Asn Ala lie Asn Ala Lys Arg Ser Lys Glu Lys Asn 

20 25 30 

Pro Gly Asn Gin Gly Arg Gin Phe Asp Val Asn Leu Gin Val Pro Asp 

35, 40 45, . . 

Arg Ala Val Leu Gly Thr lie His Pro Asp Pro Glu lie Glu Glu Ser 

50 55 60 

Lys Gin Glu Thr Ser Met lie Leu Asp Ser Glu Lys Thr Ser Glu Thr 
65 70 75 80 

Ala Ala Lys Gly Val Asn Thr Gly Gly Arg Glu Pro Asn Thr Met Val 

85 90 95 

Glu Lys Glu Arg Pro Leu Ala Asp Lys Lys Ala Gin Arg Pro Phe Glu 

100 105 110 

Arg Ser Asp Phe Ser Asp Ser lie Lys lie Gin Thr Pro Glu Leu Gly 

115 120 125 

Glu Val Phe Gin Asn Lys Asp Ser Asp Tyr Leu Lys Asn Asp Asn Pro 

130 135 140 

Glu Glu His Leu Lys Thr Ser Gly Leu Ala Gly Glu Pro Glu Gly Glu 
145 150 155 X60 

Leu Ser Lys Glu Asp His Glu Asn Thr Glu Lys Tyr Met Gly Thr Glu 

165 . 170 175 
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Arg 


1010 




1015 


1020 








Ala Gly Gin 


Ser 


Arg Leu 


Val 


Ser Ala Val Gly Tyr Leu 


Arg 


Leu 


Lys 


1025 




1030 




1035 




1040 


Asp He He 


His 


Arg Asp 


He 


Lys Asp Glu Asn He Val 


He 


Ala 


Glu 




1045 




1050 


1055 




Asp Phe Thr 


He 


Lys Leu 


He Asp Phe Gly Ser Ala Ala 


Tyr 


Leu 


Glu 


1060 






1065 


L070 






Arg Gly Lys Leu Phe Tyr Thr Phe Cys Gly Thr He Glu Tyr Cys 


Ala 


1075 






1080 1085 








Pro Glu Val Leu Met Gly Asn Pro Tyr Arg Gly Pro Glu Leu 


Glu 


Met 


1090 




1095 


1100 








Trp Ser Leu Gly Val Thr Leu Tyr Thr Leu Val Phe Glu 


Glu 


Asn 


Pro 


1105 




1110 




1115 




1120 


Phe Cys Glu 


Leu 


Glu Glu 


Thr 


Val Glu Ala Ala He His 


Pro 


Pro Tyr 


1125 




1130 


1135 




Leu Val Ser Lys Glu Leu Met Ser Leu Val Ser Gly Leu Leu Gin 


Pro 


1140 






1145 


1150 






Val Pro Glu Arg Arg Thr Thr Leu Glu Lys Leu Val Thr Asp 


Pro 


Trp 



1155 1160 1165 



Val Thr Gin Pro Val Asn Leu Ala Asp Tyr Thr Trp Glu Glu Val Phe 

1170 1175 1180 

Arg Val Asn Lys Pro Glu Ser Gly Val Leu Ser Ala Ala Ser Leu Glu 
1185 1190 1195 1200 

Met Gly Asn Arg Ser Leu Ser Asp Val Ala Gin Ala Gin Glu Leu Cys 

1205 1210 1215 

Gly Gly Pro Val Pro Gly Glu Ala Pro Asn Gly Gin Gly Cys Leu His 
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1220 1225 1230 

Pro Gly Asp Pro Arg Leu Leu Thr Ser 
1235 12401241 



<210> 1122 
<211> 395 
<212>Amino acid 
<213> Homo sapiens 



<400> 1122 



Pro Gly 


Thr 


Ser 


Ala 


Ala 


Thr 


Cys 


1 






5 








Ser Leu 


Ser 


Phe 


Thr 




Leu 


Cys 






20 










Asn Gly 


Val 


Trp 


He 


Leu 


vai 


G1U 




35 










40 


Phe Phe 


Ser 


Lys 


His 


vai 


Pro 


Trp 


50 










bb 




Tyr Gly 


val 


Glu 


Leu 


ir ne 


Leu 


Lys 


65 








70 






Tyr Leu 


Ser 


Ser Gly 


Trp 


Asn 


Leu 








85 








Ala Phe 


Leu 


Gly Leu 


Leu 


.A. -Let 


Leu 






100 










Phe lie 


Val 


Val 


Leu 


Arg 


Pro 


Leu 




115 












Lys Glu 


Arg 


Tyr 


Arg 


Asn 


val 


Leu 


130 










1 JlJ 




Arg Met 


Ala 


Ser 


Leu 


vaLy 


Leu 


11x17 


145 








ibu 






Ala lie 


Val 


Gly Met 


O-L LI 


Jrxxcs 


Phe 








165 








Cys Asn 


Thr 


Ser 


Thr 


vax 


Ala 


Asp 






180^ 










Val Gly 


Asn 


Arg 


Thr 


vax 


val 


f2l ii 
VlU 




195 












Phe Asp 


Asn 


lie 


Leu 


Asn 


Ser 


Phe 


210 










215 




Val Asn 


Asn 


Trp 


Tyr 


He 


He 


Met 


225 








230 






His Trp 


Ser 


Arg 


Leu 


Tyr 


Phe 


Met 








245 








Val Met 


Thr 


He 


lie 


Val 


Ala 


Phe 






260 










Met Asn 


Tyr 


Ser Arg 


Lys 


Asn 


Gin 




275 










280 


Thr Leu 


Glu 


Lys 


Glu 


He 


Ser 


Lys 


290 










295 




Leu Tyr 


Arg 


Glu 


Ala 


Arg 


Gly 


Ala 


305 








310 






Glu Thr 0 Leu 


Ser 


Gin 


Met 


Glu 


Arg 








325 








Leu Gly Arg 


Arg 


Ser 


Arg 


Thr 


Lys 






340 










Gin Glu 


Glu 


He 


Gin 


Glu 


Trp 


Tyr 




355 










360 


Gin Gin Arg 


Gin 


Leu 


Ser 


Ser 


Ser 


370 










375 




Pro Gly Ser 


Arg 


Gin 


Arg 


Ser 


Gin 





Phe 


Leu 


Ser 


Pro 


Pro 


Val 


lie 




1 u 














He 


Ser 


Asp 


Leu 


Val 


Val 


Ala 


Val 


<sb 
















inr 


file 


Mot* 


Leu 


Lys 


v 


V3-L y 




















Ser 


Tyr 


Leu 


Val 


XrXXc: 


Leu 


J.XXX. 


xxc 








£ ft 
O 0 










vai 


Ala 


wiy 


Leu 


sj ly 


riu 


vax 


Glu 

w J. U 






/b 












rj V> q 

jrne 


Asp 


file 


Ser 


\7a 1 
Val 


TViy* 

1 XXX 


val 


ir IXC. 




on 














M.lct 


Leu 


Asn 


rJc u 


Glu 


Pro 


Phe 


j.yi 


10b 










1 1 n 

11U 






(jin 


Leu 


Leu 


Arg 


T 

Leu 




Lys 


Lieu 










1 oc 
1^3 








ASp 




Met 


Phe 


Glu 


Leu 


Leu 


Pro 








1 ACi 










L u 
eu 


Leu 


He 


Phe 


Tvr* 




Ser 


Phe 






155 










160 


\-yt> 


Glv 


He 


Val 


Phe 


Pro 


Asn 


Cvs 




1 70 










175 






TH/r* 
xyj. 




Tr*o 




Asn 


His 


Thr 


IDC 










190 










iyr 


xyi 




Leu 


Asn 


Asn 










205 








Val 


Thr 


Leu 


Phe 


Glu 


Leu 


Thr 


Val 








220 










Glu 


Gly 


Val 


Thr 


Ser 


Gin 


Thr 


Ser 






235 










240 


Thr 


Phe 


Tyr 


He 


Val 


Thr 


Met 


Val 




250 










255 




He 


Leu 


Glu 


Ala 


Phe 


Val 


Phe 


Arg 


265 










270 






Asp 


Ser 


Glu 


Val 


Asp 


Gly 


Gly 


He 










285 








Glu 


Glu 


Leu 


Val 


Ala 


Val 


Leu 


Glu 








300 










Ser 


Ser 


Asp 


Val 


Thr 


Arg 


Leu 


Leu 






315 










320 


Tyr 


Gin 


Gin 


His 


Ser 


Met 


Val 


Phe 




330 










335 




Ser 


Asp 


Leu 


Ser 


Leu 


Lys 


Met 


Tyr 


345 










350 






Glu 


Glu 


His 


Ala 


Arg 


Glu 


Gin 


Glu 










365 








Ala 


Ala 


Pro 


Ala 


Ala 


Gin 


Gin 


Pro 



380 

Thr Val Thr 
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385 390 395 



<210> 1123 
<211> 328 
<212>Amino acid 
<213> Homo sapiens 



<400> 1123 



Leu. 


AX a. 


va-Ly 


Va 1 
vol 


o J. y 


Thr 


Gin 


Ala Pro 


Pro Arg 




Pro 


Glv 


Gly 


Glu 


1 
















10 












wet 


Ala 


AX a 


Gxy 


urXIl 


Asn Gly 


His Glu Glu Trp 


V CIJL 


Gly 


Ser 


Ala 


xyj. 








20 








25 








i n 

■j u 






Leu 


Pne 


Val 


GIU 


Ser 


Ser 


Leu 


Asp Lys 


Val Val 


Leu 


Ser 


Asp 


Al a 
Ala 


Tyr 






35 










40 






A C 








Ala 


His 


Pro 


Gin 


Gin 


Lys 


Val 


Ala Val 


Tyr Arg 


Aid 


Leu 


f3l n 


Ala 


nld 




50 










55 






£ ft 










Leu 


Ala 


in,, 

G1U 


Ser 


Giy 


Gly Ser 


Pro Asp 


Val Leu 


UJ.I1 


l v ltS u 


Leu 


Lys 


J. J.e 


65 










70 






75 












His 


Arg 


Ser 


Asp 


Pro 


Gin 


Leu 


lie Val 


Gin Leu 


Arg 




t_ys 


nl 

ul y 


Arg 










85 








90 












Gin 


Pro 


Cys 


Giy 


Arg 


Phe 


Leu 


Arg Ala 


Tyr Arg 






Til a 


Leu 


Arg 








100 








105 








110 






Ala 


Ala 


Leu 


Gin 


Arg 


Ser 


Leu 


Ala Ala 


Ala Leu 


ax a 


r*l n 


Xllo 


Ser 


VcLX 






115 










120 






XZd 








Pro 


Leu 


Gin 


Leu 


Asp 


Leu 


Arg 


Ala Gly Ala Glu 


Arg 


Leu 


IjIU 


Ai a 


Leu 




130 










135 






T A A 

X4 u 










Leu 


Ala 


Asp 


Glu 


Glu 


Arg 


Cys 


Leu Ser 


Cys He 


Leu 


iila 


Pi Tl 

bin 


VJlXl 


Pro 


145 










150 






155 










i fin 

ID U 


Asp 




Leu 




Asp 


Glu 


Glu 


Leu Ala 


Glu Leu 


Glu 


Asp 


Ala 


Leu 


Arcr 










165 








170 








175 




Asn 


Leu 


Lys 


Cys 


Gly 


Ser Gly 


Ala Arg Gly Gly 


Asp 


Gly 


Glu 


Val 


Ala 








180 








185 








190 






Ser 


Ala 


Pro 


Leu 


Gin 


Pro 


Pro 


Val Pro 


Ser Leu 


Ser 


Glu 


Val 


Lys 


Pro 






195 










200 






205 








Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Ala 


Gin Thr 


Phe Ijeu 


Phe 


Gin 


Gly 


Gin 


Pro 




210 










215 






220 










Val 


Val 


Asn 


Arg 


Pro 


Leu 


Ser 


Leu Lys Asp Gin 


Gin 


Thr 


Phe 


Ala 


Arg 


225 










230 






235 










240 


Ser 


Val 


Gly 


Leu 


Lys 


Trp Arg 


Lys Val Gly Arg 


Ser 


Leu 


Gin 


Arg 


Gly 










245 








250 








255 




Cys 


Arg 


Ala 


Leu 


Arg 


Asp 


Pro 


Ala Leu Asp Ser 


Leu 


Ala 


Tyr 


Glu 


Tyr 








260 








265 








270 






Glu 


Arg 


Glu 


Gly 


Leu 


Tyr Glu 


Gin Ala 


Phe Gin 


Leu 


Leu 


Arg 


Arg 


Phe 






275 










280 






285 








Val 


Gin 


Ala 


Glu 


Gly 


Arg Arg 


Ala Thr 


Leu Gin 


Arg 


Leu 


Val 


Glu 


Ala 




290 










295 






300 










Leu 


Glu 


Glu 


Asn 


Glu 


Leu 


Thr 


Ser Leu Ala Glu 


Asp 


Leu 


Leu 


Gly 


Leu 


305 










310. 






315 










320 


Thr 


Asp 


Pro 


Asn 


Gly 


Gly Leu 


Ala 















325 328 



<210> 1124 
<211> 667 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc feature 
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<222> (1) . . . (667) 

<223> X = any amino acid or stop code 



<400> 1124 








Ser Ser Lys Pro 


Lys 


Leu Lys Lys 


1 


5 






Arg Ser Val Arg 


Gly 


Ser 


Val Arg 


20 








Val Asp Pro Pro 


Ser 


Ser Ala Gly 


35 






40 


Pro Val Leu Gly 


Gly 


Asn 


Ser Asn 


50 






55 


Thr Val Gly Arg 


Gly 


Leu 


Val Ser 


65 




70 




Trp Thr His Arg 


Phe 


Glu Arg Leu 




85 






Leu Lys Asp Gly 


Ala 


Gly Met Val 


100 








Met Gly Ala Glu 


Glu 


Ala 


Ala Pro 


115 






120 


Gly Gly Val Ala 


Gly 


Pro 


Pro Ser 


130 






135 


Gin Lys Cys Arg 


Leu 


Leu 


Leu Arg 


145 




150 




Ser Arg Leu Glu 


Phe 
165 


Phe 


Val Pro 


Ser lie Pro Cys 


Ser 


Ser 


He Thr 


180 








Glu Met Pro Asp 


Arg 


Glu 


Asn Thr 


195 






200 


Ser Glu Tyr lie 


Met 


Glu 


Thr Val 


210 






215 


Val Ser Asp He 


Gin 


Glu 


Cys Leu 


225 




230 




Ser Pro Arg Pro 


Met 
245 


Thr 


Leu Pro 


Thr Arg Glu Asn 


Thr 


Asp 


Ser Leu 


260 








Glu Ser Leu Pro 


Ser 


Gin Asp Leu 


275 






280 


Asp Arg Leu Ser 


bin 


Gly Ala Tyr 


290 






295 


Ala ser lie t>er 


Pro 


Ser 


Ser Ala 


305 




310 




Ser Met Glu Leu 


Leu 
325 


Pro 


Pro Glu 


Glu Gly Pro Pro 


Ala 


Gly Thr Val 


340 








Pro Leu Asp Thr 


Pro 


Glu 


Thr Ala 


355 






360 


Glu Pro Glu Gly 


Gly 


Glu Gly Asp 


370 






375 


Phe His Gly Met 


Leu 


Ser Arg Leu 


385 




390 




Gly Gly Thr Gly 


Ser 


His Gly Val 




405 






Arg Arg Gly Glu 


Tyr 


Val 


Leu Thr 


420 








His Leu Arg Leu 


Ser 


Leu 


Asn Glu 


435 






440 





Phe Ser Leu Arg Ser 


Val 


Glv 




10 


15 




Gly 


Tie Leu Gin Tro Arcr 

.IXC UCLA WX11 J- ^ 


Glv 


Thr 


25 


30 






Pro 


Leu Glu Thr Ser Ser 


Glv 


Pro 




45 






Ser 


Rqn Set* Ser Glv Glv 


Ala 


Glv 




60 








Gl v Thr* Ser Pro Glv 


Glu 


Arcr 




75 




80 




r,pii Ser" ZXtct Glv Glv 


Glv 


Ala 




90- 


95 






7v >■"<-* filii G"ln T.en Tie\i 


Ser 


Phe 


105 


110 






Asp 


Pro Ala Glv Val Glv 


Arcr 


Glv 




125 






n~l v 
uiy 


m v Gl v Glv Gin Pro 


Gin 


Trn 




140 






Ser 


v3 J. U V3iu uiy \jx _y 


Glv 


Glv 




ice 

X -J O 




160 


Pro 


T .-. rrj Til a Cot 7A ttt Drn 
Juycs nict ocx niy ir x w 


Arcr 


Leu 




17 0 


175 




Asp 


V aX MX y x iix x xix x iix 


Ala 


Leu 


J.OO 










Val Val TiVq Val Gill 

Vul VdX XJySi VAX UXU 


Glv 


Pro 




205 








JEVla Gin His Val Lvs 

/■VXCI uJ.ll li. X O V dJL XI O 


Ala 


Tr*D 




220 






Ser 


Pro Glv Pro Cvs Pro 


Ala 


Thr 




235 




240 


Leu 


Ala Pro Glv Thr Ser 


Phe 


Leu 




250 


255 




Glu 


Leu Ser Cys Leu Asn 


His 


Ser 


265 


270 






Leu 


Leu Gly Pro Ser Glu 


Ser 


Asn 




285 






Glv 


Gly Leu Ser Asp Arg 


Pro 


Ser 




300 






Ser 


lie Ala Ala Ser His 


Phe 


Asp 




315 




320 


Leu 


Pro Pro Arg lie Pro 


lie 


Glu 




330 


335 




His 


Pro Leu Ser Ala Pro 


Tyr 


Pro 


345 


350 






Thr 


Gly Ser Phe Leu Phe 


Gin 


Gly 




365 






Gin 


Pro Leu Ser Gly Tyr 


Pro 


Trp 




380 






Lys 


Ala Ala Gin Leu Val 


Leu 


Thr 




395 




400 


Phe 


Leu Val Arg Gin Ser 


Glu 


Thr 




410 


415 




Phe 


Asn Phe Gin Gly Lys 


Ala 


Lys 


425 


430 






Glu 


Gly Gin Cys Arg Val 


Gin 


His 



445 
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Leu Trp 


Phe 


Gin 


Ser 


He 


Phe Asp Met 


450 










455 


Pro He 


Pro 


Leu 


Glu 


Ser 


Gly Gly Ser 


465 








470 




Tyr Val 


Pro 


Ser 


Ser 


Gin 


Arg Gin Gin 








485 






Gly Glu 


Glu 


Val 


Pro 


Val 


His Pro Arg 






500 






505 


Gly Ala 


Met 


Arg 


Gly 


Cys 


Ala Arg Glu 




515 








520 


Ser Cys 


Thr 


Leu 


Met 


Pro 


Phe Gly Ala 


530 










535 


Ser His 


Asd 


Pro 


Pro 


Gin 


Pro Pro Glu 


545 








550 




Pro Gin 


Pro 


Gly 


Glu 


Glu 


Glu Ala Ser 








565 






Gin Gin 


Ala 


Ala 


Ala 


Ala 


Ala Lys Glu 






580 






585 


Gly Gly 


Glv 


Glv 


Val 


Pro 


Glu Glu Leu 




595 








600 


Pro Val 


Glv 


GlU 


Leu 


Gly 


Glu Gly His 


610 










615 


Gin Gly 


Arg 


Leu 


Gly 


Pro 


Gly Gly Asp 


625 








630 




Gin Leu 


Gin 


Gin 


Ser 


Pro 


Leu Gly Gly 








645 






Pro Arg 


Ala 


He 


Asn 


Asn 


Gin Tyr Ser 






660 






665 



<210> 1125 
<211> 387 
<212>Amino acid 
<213> Homo sapiens 



<400> 1125 



Phe Arg 


Ala 


Pro 


Val 


Gly 


Thr Ala Ala 


1 






5 






Arg Arg 


Leu 


Pro 


Pro 


Gly 


Leu Thr Lys 






20 






25 


Arg Pro 


Leu 


Pro 


Ala 


His 


Asp Tyr Phe 




35 








40 


Ser Leu 


Tyr 


Pro 


His 


Leu 


Tyr Ser Arg 


50 










55 


Pro Asp 


Asp 


He 


Leu 


Leu 


Phe Arg Asp 


65 








70 




Leu Asp 


Ser 


Lys 


Asp 


Pro 


Glu Tyr Lys 








85 






Val Glu 


Glu 


Glu 


Lys 


Thr 


Ser Ala Asn 






100 






105 


Met Glu 


Ala 


Lys 


Thr 


Arg 


Glu Leu He 




115 








120 


Leu Glu 


Tyr 


He 


Lys 


Asn 


Arg Lys Leu 


130 










135 


Glu Lys 


Arg 


Glu 


Glu 


Arg 


Arg Arg Arg 


145 








150 




Arg Glu 


Glu 


Glu 


Lys 


Arg 


Arg Arg Arg 








165 






Lys Glu 


Thr 


Asp 


Lys 


Gin 


Lys Lys He 






180 






185 
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Leu 


Glu 


His 


Phe 


Arg Val 


His 






460 








Ser 


Asp 


Val 


Val 


Leu Val 


Ser 




475 








480 


Gly 


Glu 


Gin 


Ser 


Arg Ser 


Ala 


490 








495 




Ser 


Glu 


Ala 


Gly 


Ser Arg 


Leu 










510 




Met 


Asp 


Ala 


Thr 


Pro Asn 


Ala 








525 






Ser 


Asp 


Cys 


Glu 


Pro Thr 


Thr 






540 








Pro 


Pro 


Ser 


Trp 


Thr Asp 


Pro 




555 








560 


Arg 


Ala 


Pro 


Gly 


Ser ■ Gly 


Gly 


570 








575 




Arg 


Gin 


Glu 


Lys 


Glu Lys 


Ala 










590 




Val 


Pro 


Val 


Val 


Xaa Leu 


Val 








605 






Arg 


Pro 


Gin 


Ala 


Gin Glu 


Ala 






620 








Ala 


Gly 


Val 


Pro 


Pro Met 


Val 




635 








640 


Asp 


Gly 


Glu 


Glu 


Gly Gly 


His 


650 








655 




Phe 


Val 












667 










Arg 


Ser 


Pro 


Gin 


Val Val 


He 


10 








15 




Glu 


Gin 


Leu 


Glu 


Glu Gin 


Leu 










30 




Glu 


Phe 


Phe 


Ala 


Ala Asp 


Leu 








45 






Ala 


Tyr 


He 


Asn 


Ejhe Arg 


Asn 






60 








Arg 


Phe 


Asp 


Gly 


Tyr He 


Phe 




75 








80 


Lys 


Phe 


Leu 


Glu 


Thr Tyr 


Cys 


90 








95 




Pro 


Glu 


Thr 


Leu 


Leu Gly 


Glu 










110 




Ala 


Arg 


Arg 


Thr 


Thr Pro 


Leu 








125 






Glu 


Lys 


Gin 


Arg 


He Arg 


Glu 






140 








Glu 


Leu 


Glu 


Lys 


Lys Arg 


Leu 




155 








160 


Glu 


Glu 


Glu 


Arg 


Cys Lys 


Lys 


170 








175 




Ala 


Glu 


Lys 


Glu 


Val Arg 


He 



190 
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Lys 


Leu 


Leu 


Lys 


Lys 


Pro 


Glu 


Lys 






195 










200 


Pro 


Lys 


Glu 


Arg 


Gly 


Glu 


Glu 


He 




210 










215 




Ser 


Cys 


Ala 


Pro 


Gly 


Ala 


Val 


Val 


225 










230 






Leu 


Glu 


Glu 


Pro 


Gin 


Glu 


Thr 


Ser 










245 








Arg 


Asp 


Val 


Glu 


Arg 


Ser 


Gin 


Glu 








260 










His 


Val 


Asp 


Asp 


Gly 


Arg 


Arg 


His 






275 










280 


Leu 


Ser 


Arg 


Arg 


Ser 


Glu 


Asp 


Glu 




290 










295 




Gin 


Asp 


Arq 


Gly 


Lys 


Lys 


Gly 


Ser 


305 










310 






Ala 


Met 


Glu 


Arg 


Leu 


Gly 


Arg 


Ala 










325 








Pro 


Arc? 


Lvs 


Glu 


Ara 


Leu 


Ala 


Asn 








340 










Tyr 


Asp 


Pro 


Gly 


Ala 


Arg 


Phe 


Arg 






355 










360 


Arg 


lie 


Cys 


Lys 


Ala 


Glu 


Gly 


Ser 




370 










375 




Glu 


Ala 


Glu 












385 




387 













<210> 1126 
<211> 208 
<212>Amino acid 
<213> Homo sapiens 





<400> 1126 










Gly 


Val 


Trp 


Gly 


Val 


Cys 


Val 


Ser 


1 








5 








Arg 


Ala 


Gin 


Ala 
20 


Trp 


Arg 


Ala 


Trp 


Gly 


Thr 


Phe 
35 


Leu 


Trp 


Pro 


His 


He 
40 


Ser 


Tyr 
50 


Gly 


Phe 


Tyr 


Pro 


Gly 
55 


Gin 


Phe 


Ser 


Ser 


Val 


Gin 


Trp 


Leu 


Ser 


65 










70 






Lys 


Ser 


Lys 


Phe 


Arg 
85 


Val 


Val 


Val 


Lys 


Val 


Thr 


Trp 
100 


He 


Thr 


Lys 


Ser 


Val 


Ser 


Pro 
115 


Pro 


Pro 


Ser 


Val 


He 
120 


Lys 


Arg 
130 


Leu 


Gly 


Cys 


Phe 


Asp 
135 


His 


Leu 


Ser 


Val 


Cys 


Leu 


Pro 


Ser 


Gin 


145 










150 






Gly 


Met 


Ser 


Arg 


Lys 
165 


Lys 


Leu 


Arg 


Glu 


Gly 


Glu 


Ala 
180 


Pro 


Val 


Glu 


Glu 
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Asn 


Lys 


His 


Met 


Leu 


Asp 


Met- 
tle U 


«sp 


Asp 










85 










Asn 


Trp 


Leu 


Asn 


Asp 


Gin 


V AX 


Tie* 
xxc 


A on 
noil 








100 










105 




Ala 


Val 


Pro 


Asp 


Lys 


Val 


His 


Phe 






115 










120 




Gin 


Leu 


Val 


Thr 


Lys 


Gly 


Tvr 


Asn 


Glv 




130 










135 






Val 


Asp 


Leu 


Phe 


Lys 


Lys 


Ser 


Leu 


Leu 


145 










150 








Val 


His 


Trp 


Ser 


Leu 


lie 


Thr 


Val 


Thr 










165 










rllc 


Tyr 


Asp 


Ser 


Gin 


Gly 


lie 


nib 










180 










IOC 

lOD 


Arg 


Lys 


Tyr 


Leu 


Leu 


Thr 


Glu 


Ala 


Arg 






195 










200 




Gin 


Gly 


Trp 


Gin 


Thr 


Ala 


Val 


Thr 


Lys 




210 










215 






Asp 


Ser 


Asp 


Cys 


Gly 


Val 


Phe 


Val 


Leu 


225 










230 








Leu 


Lys 


Gin 


Pro 


Phe 


Gin 


Phe 


Ser 


Gin 










245 
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Ser 


Glv 


Glu 


Leu 


Lys 


Leu 


He 


90 










95 




Asp 


Thr 


Val 


Tvr 


Thr 
110 


Asp 


Phe 


Glu 


Trn 


He 


Arcr 
125 


Tvr 


His 


Arcr 


Ser 


Leu 


Glv 
140 


Val 


Leu 


Leu 


Tvr 


Glu 


Gin 
155 


Asp 


Glu 


Glu 


He 


Leu 
160 


Val 


Ser 


Pro 


Glu 


Cys 


Gin 


Gin 


170 










175 




Pro 


Ser 


Glu 


Arg 


Pro 
190 


Ser 


Leu 


Leu 


Gly 


Ala 


Asp 
205 


Gly 


Gly 


Ala 


Thr 


Leu 


Asp 


Pro 


Asp 


Asp 


Val 



220 



Leu 
234 



Val 


Asp 


Asp 


Glu 


Gin 


Leu 


Ser 


10 










15 




Val 


Met 


Lys 


Lys 


Tyr 


Gly 


Ser 










30 






Leu 


Gly 


Arg 


Leu 


Lys 


Asp 


Val 








45 








Pro 


Phe 


He 


Asn 


Arg 


Glu 


He 






60 










Cys 


Asn 


Phe 


Arg 


He 


Phe 


Tyr 




75 










80 


Leu 


Ala 


Thr 


Leu 


Asp 


Gly 


Gin 


90 










95 




Met 


Tyr 


Gly 


Glu 


Leu 


He 


Met 










110 






Phe 


Asn 


Ser 


Phe 


Phe 


His 


Arg 








125 








Val 


Lys 


Arg 


Trp 


Thr 


Lys 


Lys 






140 










Leu 


He 


Pro 


He 


His 


Leu 


Glu 




155 










160 


Leu 


Ser 


Asn 


Arg 


He 


He 


Ser 


170 










175 




Lys 


Phe 


Cys 


Val 


Glu 


Asn 


He 










190 






Glu 


Lys 


Asn 


Arg 


Leu 


Asn 


Leu 








205 








Cys 


He 


Pro 


Gin 


Gin 


Lys 


Asn 






220 










Gin 


Tyr 


Cys 


Lys 


Cys 


Leu 


Ala 




235 










240 


Glu 


Asp 


Met 


Pro 


Arg 


Val 


Arg 


250 










255 
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Lys Arg lie Tyr Lys Glu Leu Cys Glu Cys Arg Leu Met Asp 
260 265 270 



<210> 1133 
<211> 204 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (204) 

<223> X = any amino acid or stop code 



<400> 1133 

Pro Pro Gly Gly Xaa Gin Gly Ser Ala Ala Lys His Arg Phe Pro Lys 

1 5 10 15 

Gly Tyr Arg His Pro Ala Leu Glu Ala Arg Leu Gly Arg Arg Arg Thr 

. 20 ^ 25 30 

Val Gin Glu Ala Arg Ala Leu Leu Arg Cys Arg Arg Ala Gly lie Ser 

35 40 45 

Ala Pro Val Val Phe Phe Val Asp Tyr Ala Ser Asn Cys Leu Tyr Met 

50 55 60 

Glu Glu lie Glu Gly Ser Val Thr Val Arg Asp Tyr He Gin Ser Thr 
65 70 75 80 

Met Glu Thr Glu Lys Thr Pro Gin Gly Leu Ser Asn Leu Ala Lys Thr 

85 90 95 

He Gly Gin Val Leu Ala Arg Met His Asp Glu Asp Leu He His Gly 

100 • 105 no 

Asp Leu Thr Thr Ser Asn Met Leu Leu Lys Pro Pro Leu Glu Gin Leu 

115 120 125 

Asn He Val Leu He Asp Phe Gly Leu Ser Phe He Ser Ala Leu Pro 

130 135 140 

Glu Asp Lys Gly Val Asp Leu Tyr Val Leu Glu Lys Ala Phe Leu Ser 
145 150 155 A 160 

Thr His Pro Asn Thr Glu Thr Val Phe Glu Ala Phe Leu Lys Ser Tyr 

165 170 175 

Ser Thr Ser Ser Lys Lys Ala Arg Pro Val Leu Lys Lys Leu Asp Glu 

' 180 185 190 

Val Arg Leu Arg Gly Lys Lys Arg Ser Met Val Gly 
195 200 204 



<210> 1134 
<211> 531 
<212>Amino acid 
<213> Homo sapiens 



<400> 1134 

Arg Ala Cys Val Phe Arg Pro Glu Asp Met Met Gin Gly Glu Ala His 

15 10 15 

Pro Ser Ala Ser Leu lie Asp Arg Thr He Lys Met Arg Lys Glu Thr 

20 25 30 

Glu Ala Arg Lys Val Val Leu Ala Trp Gly Leu Leu Asn Val Ser Met 

35 40 45 

Ala Gly Met He Tyr Thr Glu Met Thr Gly Lys Leu He Ser Ser Tyr 
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3 U 








c c 




Tyr 


As ii 


Val 


Thr Tyr 


Trp 


Pro 


Leu 


O D 








7/1 






Ser 


Leu 


Phe 


Ser Leu 


Asn 


TV 1 a 
Ala 


Leu 








85 








Tyr 


inr 


Val 


Ala Pro 


lllJL 


Ser 


Leu 








100 








Leu 


Leu 


Gly Leu Lys 


inr 




\Ta 1 
VdJ, 






115 








120 


T nil 


Aia 


Ala 


Thr Gin 


He 


Pro 


Pro 




ion 
1j U 








135 




uiy 


um 


Ser 


Val Leu 


Ser 


Tyr 


Ser 


145 








150 






Pro 


Lys 


Phe 


Thr Thr 


Ser 


Cys 


ncC 








165 








Gly 


Leu 


Ser 


Ser Gly Gly Ser 










180 








Ser 


Pro 


Val 


Ser Gly Tyr Asn 


Lys 






195 








inn 


Pro 


Ser 


Pro 


Tyr Pro 


Thr 


Thr 


vai 




210 








215 




Arg 


Ser 


Arg Tyr Arg 


Ser 


Ser 


Pro 










230 






Lys 


Glu 


Asp 


Tyr Met 


Thr 


Asp 


Leu 








245 








Ser 


Glu 


Glu 


Glu Lys 


Gin 


His 


Arg 








260 








Thr 


Ser 


Pro 


Ser Ser 


Ser 


Pro 


Thr 






275 










Gly 


Asp 


Tyr 


Ala Gin 


Thr 


Leu 


Lys 




290 








295 




Arg 


Ser 


Gin 


Ala Pro 


Cys 


Ala 


Asn 










310 






Lys 


Gin 


Ala 


Ala Glu 


Glu 


Val 


Trp 








325 








Leu 


Leu 


Asp 


His Met 


Asp 


Ser 


Trp 








340 








Asn 


Glu 


Thr 


He Leu 


Val 


Pro 


Leu 






355 








JbU 


Thr 


Gin 


Met Arg Arg 


Met 


Gly 


Cys 




■3 /u 








375 




Ser 


lie 


Thr 


Ser Leu Lys 


Gin 


Aia 










390 






Pro 


Thr 


Leu 


Asn Thr 


He 


Val 


fain 








405 








(jIU 


Tyr 


Leu 


Phe Glu Arg 


He 


Lys 








420 








Ser 


Ser 


Phe Arg Trp Asn Arg 


oiy 






435 








440 


Asp 


Thr 


Asp Leu Pro Thr Asp 


Ser 




450 








455 




Thr 


Tyr 


Leu. Asp Ser Arg 


Leu 


Pro 


465 








470 






Lys 


Thr 


Phe 


Thr Ser 


Gin 


His 


Phe 








485 








Val 


Thr 


Asn 


Glu Asn 


Val 


Phe 


Cys 



500 



Pro His Tyr Glu Leu He Tyr Gin 
515 520 
Gly Gin Lys 
530 531 



60 



Tm Tvt* Tl ^ 


Glu 


Leu 


Ala 


Leu 


Ala 


75 










80 


Phe Asd Phe 


Trp Arg 


Tvr 

x j- 1 - 


Phe 


Lys 


90 








95 




Val Val Ser 


Pro Gly 


Gln 


Gin 


Thr 


105 






110 






Val Gin Thr 


Thr 


Pro 


Pro 


His 


Asp 






125 








Ala Pro Pro 


Ser 


Pro 


Ser 


He 


Gin 




140 










Pro Ser Arcr 


Ser 


Pro 


Ser 


Thr 


Ser 


1 










i fin 

JLO \J 


THt* dl v Tvt* 


Ser 


Pro 


Gin 


Leu 


Gin 


■J. f \J 








175 




Ser Tvr Ser 


Pro Gly 


Val 


Thr 


Tvr 








190 






Tien Ala Ser 


Phe 


Ser 


Pro 


Ser 


Pro 






205 








Glv Pro Val 


Glu 


Ser 


Ser Gly 


Leu 




22 0 










Thr Val Tvr 

•X X XX- V C*. .X ±m 


Asn 


Ser 


Pro 


Thr 


Asp 


0 "\ ^ 

J J 












Arcr Thr T»en 


Asp 


Thr 


Phe 


Leu 


TxfCT 










255 




T T.vc TiOn 
VdX Jjys J_)c LL 


Gly Ser 


Pro Asp 


Cav 
OCI 








270 






IrilC J. x\ noil 


Tyr 


Ser 


Arg 


Ser 


Mpl- 






285 








ijys rXlc vj-l-il 


Tyr Gin 


Leu 


Ala 


Cys 




300 










JJ/o \JX LI 


Ala 


Asp 


Leu 


Ser 


Ser 














AX cl nl y v clJL 


Ala 


Met 


Asn Arg 




Tan 








335 




TVit* & 1 s T,va 
l lix AXa jjyo 


Phe 


Arg 


Asn Trp 


Tl e 

IXC 








350 






Val Gin Glii 

VClx V3.1.11 \J^UL 


He 


Glu 


Ser 


Val 


Ser 






365 








Pro CZ~\ ii Tien 

\3J.U JJCU 


Gin 


He 


Gly Glu 


Ala 




380 










A-LCL IjcLL vctx 


Lys 


Ala 


Pro 


Leu 


Tl e 
lie 












Ann 


Tvr Leu Asrj 


Leu 


Thr 


Pro 


Asn 


Gin 










415 




Glu Leu Ser 


Gin Gly 


Gly Cys 


Met 


425 






430 






Glv A so Phe 


Lys 


Gly 


Arg Lys 


Trn 






445 








Ala He He 


Met 


His 


Val 


Phe 


Cys 




460 










Pro His Pro 


Lys 


Tyr 


Pro Asp 


Gly 


475 










480 


Val Gin Thr 


Pro 


Asn 


Lys 


Pro 


Asp 


490 








495 




He Tyr Gin 


Ser 


Ala 


He 


Asn 


Pro 


505 






510 






Arg His Val 


Tyr 


He 


Pro 


Ala 


Lys 



525 



<210> 1135 
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<211> 508 
<212>Amino acid 
<213> Homo sapiens 



<400> 1135 



Ser 


Ser 


Ala 


Val 


Glu 


Phe 


He 


Asn 


X 








e 








Leu 


Leu 


Ala 


Ala 


Glv 
uxy 


Ala 


Asp 


Pro 








90 










Val 


Tvr 


Lys 


Thr 


Ala 


Lys 


Glu 


Gin 






-5 3 










4 0 


Tl f» 
XJ.C 


xnr 


Arg 


Ul u 




as LJ 


■true 


Asn 














~J D 




xr lit; 


Lys 


Hi vr 
J 


v-ys 


J. 11X 


Al a 




His 


o D 










*7fi 






Arg 


Tnr 


val 


xiy o 


VjX LI 


T.fln 
XJC Li 


XJCLL 












Q C 








Asn 


Gin 

OX H 


Met 


vjx y 


His 


Thr 


Pro 


Leu 








1 fin 












Lys 


JJCU 


T.^ll 

XlC LI 




Thr 


Ser 


Glu 






TIC 

lib 










ion 

l^U 


Lys 


Arg 


r*i n 


nld 


v?XU 


VjIU 


Arg 


Arg 




1 J u 










1j b 




Lys 




11X5 


Jllc 


lie 


\D-Ly 


rjl n 

VJJ.11 


l?X Ll 


14b 










lbU 






TV "I — 

Ala 


lie 


Arg 


Arg 


Lys 


VjIU 


Asn 


uiy 










lob 








Val 


irne 


Leu 


irne 


Leu 


vjiy 


Ser 


Ser 








lou 










T.vc 




X I1X 


AT a 


Lys 


iyr 


Met 


His 






1 JO 










*5 n n 


Arg 


Leu 


Asp 


ixic L. 


Ser 


m ii 


£rlxc 


m n 




9i n 














lie 


Gly 


Ser 


Pro 


Pro 


Gly 


xyx 


Val 












9 in 






Thr 


Lys 




Leu 


Lys 


Gin 


v-ys 


Pro 










945 

<6 "± 3 








Val 


Asp 


Lys 


Ala 


His 


Pro 


Asp 


Val 








260 










Asp 


Glu 


Glv 


Arcr 


Leu 


Thr 


Asp 


Glv 
















9R0 


Asp 


Ala 


He 


Phe 


He 


Met 


Thr 


Ser 




9 Qfi 














Gin 


His 


Ala 


Leu 


Gin 


Leu 


Arcr 


Gin 


305 










310 






Arg 


He 


Ala 


Glu 


Asn 


Leu 


Gly 


Asp 










325 








He 


Ser 


Lys 


Asn 


Phe 


Lys 


Glu 


Asn 








340 










His 


Phe 


Arg 


Arg 


Asp 


Glu 


Phe 


Leu 






355 










360 


Phe 


Leu 


Pro 


Phe 


Cys 


His 


Ser 


Glu 




370 










375 




Leu 


Asn 


Phe 


Trp 


Ala 


Lys 


Arg 


Ala 


385 










390 






Leu 


Trp 


Asp 


Arg 


Glu 


Val 


Ala 


Asp 










405 








His 


Tyr 


Gly 


Ala 


Arg 


Ser 


He 


Lys 








420 










Asn 


Gin 


Leu 


Ala 


Ala 


Ala 


Tyr 


Glu 



Arcr 


Asn 


Asn 


Ser 


Val 


Val 


Gin 


Val 




10 










X 3 




Asn 


Leu 


Gly 


Asp 


Asp 


Phe 


OCX 


Car 

OCX 


9 5 
















Glv 
oxy 


He 


His 


Ser 


Leu 


Glu 


Val 


Leu 










4 s 








Asn 


Arcr 


Leu 


Asn 


Asn 


Arcr 
Axy 


Ala 


Ser 








fin 










xyx 


Ala 


Val 


Leu 


Ala 


A^3p 


Asp 


Tvr 
J-yx 






/ -> 










o u 


dl v 
uiy 


f2l \r 


AT a 

nXd 


A en 


Pro 


Leu 


m n 
tax ll 


Arg 




Qfi 














A Qn 


TVr 

iyr 


r-lXd 


Arcr 
Axy 


oxu 


ft! v 


Gl ii 

wl U 


VAX 


IUj 










iin 
XxLI 






Al a 
i-iX ct 


Lys 


Tyr 


oXli 


blU 


Lys 


nl n 


Arg 










1*5 b 








Arg 




Pro 


Leu 


r*l ii 


vsin 


Arg 


Leu 








1ft u 










Ser 


Ala 


He 


Ala 


Thr 


Val 


Gly 


Ala 






1 c c 
lbb 










ten 
lb If 


Trp 


Tyr 


Asp 


r*1 ii 
VjIU 


oiu 


His 


Pro 


Leu 




1 /U 










1 /b 




vaiy 


Tl A 

lie 


r*l -rr 
oiy 


Lys 


inr 


ulU 


Leu 


i\i « 

Ala 


T Q C 

lob 










i on 

iy u 






Lys 


Asp 


Al a 


Lys 


Lys 


uiy 


Jr lie 


Tl n 
11c 










one; 








Glu 


Arg 


XllO 


Glu 


Va 1 

v CLX 


Al a 


Lys 


XT XlC 








99n 










Glv 

vjxy 


His 


Glu 


Glu 


Glv 
oxy 


Glv 


Gin 


Leu 






235 










240 


Asn 


Ala 


Val 


Val 


Leu 




Asp 


Glu 




250 










255 




Leu 


Thr 


He 


Met 


Leu 


Gin 


Leu 


Phe 


265 










270 






Lvs 


Glv 


Lvs 


Thr 


He 


Asd 


Cvs 


Lvs 










285 








Asn 


Val 


Ala 


Ser 


Asp 


Glu 


lie 


Ala 








300 










Glu 


Ala 


Leu 


Glu 


Met 


Ser 


Arcr 


Asn 






315 










320 


Val 


Gin 


He 


Ser 


Asp 


Lys 


He 


Thr 




330 










335 




Val 


He 


Arg 


Pro 


He 


Leu 


Lys 


Ala 


345 










350 






Gly 


Arg 


He 


Asn 


Glu 


He 


val 


Tyr 










365 








Leu 


lie 


Gin 


Leu 


Val 


Asn 


Lys 


Glu 








380 










Lys 


Gin 


Arg 


His 


Asn 


He 


Thr 


Leu 






395 










400 


Val 


Leu 


Val 


Asp 


Gly 


Tyr 


Asn 


Val 




410 










415 




His 


Glu 


Val 


Glu 


Arg 


Arg 


Val 


Gly 


425 










430 






Gin 


Asp 


Leu 


Leu 


Pro 


Gly 


Gly 


Cys 
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435 

Thr Leu Arg lie 
450 

Pro Glu Leu Pro 
465 

Leu Glu lie lie 

Ala Pro Leu His 
500 



440 

Thr Val Glu Asp 
455 

Ser Pro Gin Ala 
470 

Asp Lys Asp Ser 
485 

Pro Glu Lys Val 



Ser Asp Lys . Gin 
460 

Glu Lys Arg Leu 
475 

Lys Thr Arg Arg 
490 

Cys Asn Thr lie 
505 508 



445 

Leu Leu Lys Ser 

Pro Lys Leu Arg 
480 

Leu Asp lie Arg 
495 



<210> 1136 
<211> 81 
<212>Amino acid 
<213> Homo sapiens 



<400> 1136 
Ser Ser Cys Asp Arg Glu Arg His 

1 5 
Ser Phe lie Leu Cys Leu Ala Leu 
20 

Ser Ser Val Pro Leu Ala Val Tyr 
35 40 
Arg Ser Gin Arg Asp Arg Asp Gly 

50 55 
Leu Ser Leu Leu Val Glu Thr Arg 

65 70 
Gly 
81 



Gly Ser Leu Gly Met Met Ser Gly 

10 15 
Val Thr Arg Trp Ser Pro Gin Ala 

25 30 
Glu Ser Lys Thr Arg Lys Ser Tyr 
45 

Lys Asp Arg Ser Gin Gly Met Gly 
60 

Lys Leu Leu Leu Ser Ala Asn Gin 
75 80 



<210> 1137 
<211> 260 
<212>Amino acid 
<213> Homo sapiens 



<400> 1137 

His Thr Pro Met Ala Phe Phe Leu Ser Phe Leu Ser Thr Ser Glu Thr 

15 10 15 

Val Tyr Thr Phe Val lie Leu Pro Lys Met Leu lie Asn Leu Leu Ser 

20 25 30 

Val Ala Arg Thr He Ser Phe Asn Cys Cys Ala Leu Gin Met Phe Phe 

35 40 45 

Phe Leu Gly Phe Ala He Thr Asn Cys Leu Leu Leu Gly Val Met Gly 

50 55 60 

Tyr Asp Arg Tyr Ala Ala He Cys His Pro Leu His Tyr Pro Thr Leu 
65 70 75 80 

Met Ser Trp Gin Val Cys Gly Lys Leu Ala Ala Ala Cys Ala He Gly 

85 90 95 

Gly Phe Leu Ala Ser Leu Thr Val Val Asn Leu Val Phe Ser Leu Pro 

100 105 110 

Phe Cys Ser Thr Asn Lys Val Asn His Tyr Phe Cys Asp He Ser Ala 

115 120 125 

Val He Leu Leu Ala Cys Thr Asn Thr Asp Val Asn Gly Phe Val He 

130 135 140 

Phe He Cys Gly Val Leu Val Leu Val Val Pro Phe Leu Phe He Cys 
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145 








150 




155 










160 


Val Ser 


Tvr 
A Jr J - 


Phe 


Cys 


He 


Leu Arg Thr He 


Leu 


Lvs 


He 


Pro 


Ser 


Ala 








165 




170 










175 




Glu Gly 


Arcr 


Arg 


Lys 


Ala 


Phe Ser Thr Cys 


Ala 


Ser 


His 


Leu 


Ser 


Val 






180 






185 








190 






Val lie 


Val 


His 


Tvr 


Glv 


Cys Ala Ser Phe 


He 


Tvr 


Leu 


Arcr 


Pro 


Thr 




195 








200 






205 








Ala Asn 


Tyr 


Val 


Ser 


Asn 


Lys Asp Arg Leu 


Val 


Thr 


Val 


Thr 


Tyr 


Thr 


210 










215 




220 










He Val 


Thr 


Pro 


Leu 


Leu 


Asn Pro Met Val 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


225 








230 




235 










240 


Asp Val 


Gin 


Leu 


Ala 


He 


Arg Lys Val Leu 


Glv 


Lys 


Lys 


Glv 


Ser 


Leu 








245 




250 










255 




Lys Leu 


Tyr 


Asn 
























260 




















<210> : 


1138 




















<211> 393 




















< 2 12 > Amino 


acid 
















<213> Homo 


sapiens 
















<400> 1138 




















Arg Pro 


Pro 


Ala 


Ala 


Thr 


Zi ttt Tvr P r*n ZX ret 

AXyj i. J" i. XT JL L/ XU.^ 


Glu 


Lys 


Leu 


Lys 


Ser 


Met 


1 

X 






5 




10 










15 




Thr Sex* 


Arcr 


Asp 


Asn 


Tyr 


xijfs? niu uxy oci. 


•"X y 


Glu 


Ala 


Ala 


Ala 


Ala 






20 






25 








30 






Ala Ala 


Ala 


Ala 


Val 


Ala 


Ala Ala Ala Ala 

XVX d JlX CL AJ. CL AJ. CL 


Ala 


Ala 


Ala 


Ala 


Ala 


Glu 




35 








40 






45 








Pro Tyr 


Pro 


Val 


Ser 


Gly 


Si a TiVQ Srff T.VQ 
nJ,ct J: £7 .nX y UjfO 


Tvr 
xyr 


Leu 


Glu 


Asp 


Ser 




50 










55 




60 










Pro Glu 


Arg 


Ser 


Asp 


Tyr 


VJXU U1U OXil V3J-11 


Lieu 


(31 n 

OX 11 


VjX U 


VJX LI 


ni n 


VJXU 


65 








70 




75 










80 


Ala Arg 


Lys 


Val 


Lys 


Ser 


ux y lie ni% y win 


1*1 G L. 


Arg 


JJC LI 


Phe 


OCX 


Gin 

V7X11 








85 




90 










95 




Asp Glu 


Cys 


Ala 


Lys 


He 


fiTn Ill a A vrr Tl ^ 
v?xli ax a ri-L y xxc 


f\oLJ 


VJX LL 


Val 

V dX 


Val 


OCX 


A vrr 

Arg 






100 






105 








110 






Ala Glu 


Lys 


Gly 


Leu 


Tyr 


.fLOll VJX LI XIX O X XIX 


Val 


Asp 


Arg 


Ala 


Pro 


TiOii 
xicu 




115 








120 






125 








Arg Asn 


Lys 


Tyr 


Phe 


Phe 


Glv Glu Glv Tvr 


Thr 


xyx 


Glv 


Ala 


Gin 


Leu 


130 










135 




140 










Gin Lys 


Arg 


Gly 


Pro 


Gly 


Gin Gllu Arg Leu 


Tvr 


Pro 


Pro 


Glv 


Asp 


Val 


145 








150 




155 










160 


Asp Glu 


He 


Pro 


Glu 


Trp 


Val His Gin Leu 


Val 


He 


Gin 


Lvs 


Leu 


Val 








165 




170 










175 




Glu His 


Arg 


Val 


He 


Pro 


Glu Gly Phe Val 


Asn 


Ser 


Ala 


Val 


He 


Asn 






180 






185 








190 






Asp Tyr 


Gin 


Pro 


Gly 


Gly 


Cys He Val Ser 


His 


Val 


Asp 


Pro 


He 


His 




195 








200 






205 








He Phe 


Glu 


Arg 


Pro 


He 


Val Ser Val Ser 


Phe 


Phe 


Ser 


Asp 


Ser 


Ala 


210 










215 




220 










Leu Cys 


Phe 


Gly 


Cys 


Lys 


PV| pa f2~| Tl PVl^ TiV<5 
fXXC OX IX JTXXC XJjr O 


c X. L7 


J. xc 




Val 


Ser 


Glu 


225 








230 




235 










240 


Pro Val 


Leu 


Ser 


Leu 


Pro 


Val Arg Arg Gly 


Ser 


Val 


Thr 


Val 


Leu 


Ser 








245 




250 










255 




Gly Tyr 


Ala 


Ala 


Asp 


Glu 


He Thr His Cys 


He 


Arg 


Pro 


Gin 


Asp 


He 






260 






265 








270 






Lys Glu 


Arg 


Arg 


Ala 


Val 


He He Leu Arg 


Lys 


Thr 


Arg 


Leu 


Asp 


Ala 




275 








280 






285 








Pro Arg 


Leu 


Glu 


Thr 


Lys 


Ser Leu Ser Ser 


Ser 


Val 


Leu 


Pro 


Pro 


Ser 
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290 295 



Tyr Ala 


Ser 


Asp 


Arg 


Leu 


Ser 


Gly 


305 








310 






Pro Lys 


Arg 


Ser 


His 


Arg 


Lys 


Ala 








325 








Arg lie 


Leu 


Glu 


Met 


Asp 


Lys 


Glu 






340 










Pro Thr 


His 


Arg 


Arg 


Arg 


Gly 


Ser 




355 










360 


Lys Ser 


Tyr 


Glu 


Ser 


Ser 


Glu 


Asp 


370 










375 




Ala Arg 


Lys 


Val 


Lys 


Met 


Arg 


Arg 


385 








390 











300 








Asn 


Asn 


Arg Asp 


Pro 


Ala Leu 


Lys 






315 






320 


Asp 


Pro 


Asp Ala 


Ala 


His Arg 


Pro 




330 






335 




Glu 


Asn 


Arg Arg 


Ser 


Val Leu 


Leu 


345 








350 




Phe 


Ser 


Ser Glu 


Asn 


Tyr Trp 


Arg 








365 






Cys 


Ser 


Glu Ala 


Ala 


Gly Ser 


Pro 



380 



His 
393 



<210> 1139 
<211> 545 
<212>Amino acid 
<213> Homo sapiens 



<400> 1139 



Val Thr 


Tro 


His 


Phe 


Tvr 


Phe 


Cys 


Ser Asp 


His 


Lys 


Asn 


Gly His 




1 






5 










10 










15 




lie lie 


Pro 


Gin 


Met 


Ala 


Asp 


Arcr 


Ser Arg 


Gin Lys 


Cys 


Met 


Ser 


Gin 






20 










25 










30 






Ser Leu 


Asp 
35 


Leu 


Ser 


Glu 


Leu 


Ala 
40 


Lys 


Ala 


Ala 


Lys 


Lys 
45 


Lys 


Leu 


Gin 


Ala Leu 


Ser 


Asn 


Arcr 


Leu 


Phe 


Glu 


Glu 


Leu 


Ala 


Met 


Asp 


Val 


Tyr 


Asp 


50 










55 










60 










Glu Val 


Asp 


Arg 


Arg 


Glu 


Asn 


Asp 


Ala 


Val 


Trp 


Leu 


Ala 


Thr 


Gin 


Asn 


65 








70 










75 










80 


His Ser 


Thr 


Leu 


Val 
85 


Thr 


Glu 


Arg 


Ser 


Ala 
90 


Val 


Pro 


Phe 


Leu 


Pro 
95 


Val 


Asn Pro 


Glu 


Tyr 


Ser 


Ala 


Thr 


Arg 


Asn 


Gin 


Gly Arg 


Gin 


Lys 


Leu 


Ala 






100 










105 










110 






Arg Phe 


Asn 
115 


Ala 


Arg 


Glu 


Phe 


Ala 
120 


Thr 


Leu 


lie 


lie 


Asp 
125 


He 


Leu 


Ser 


Glu Ala 


Lys 


Arg 


Arg 


Gin 


Gin 


Gly 


Lys 


Ser 


Leu 


Ser 


Ser 


Pro 


Thr 


Asp 


130 










135 










140 










Asn Leu 


Glu 


Leu 


Ser 


Leu 


Arg 


Ser 


Gin 


Ser 


Asp 


Leu 


Asp 


Asp Gin 


His 


145 








150 










155 










160 


Asp Tyr 


Asp 


Ser 


Val 


Ala 


Ser 


Asp 


Glu Asp 


Thr Asp 


Gin 


Glu 


Pro 


Leu 








165 










170 










175 




Arg Ser 


Thr 


Gly 


Ala 


Thr 


Arg 


Ser 


Asn Arg 


Ala Arg 


Ser 


Met Asp 


Ser 






180 










185 










190 






Ser Asp 


Leu 
195 


Ser 


Asp 


Gly 


Ala 


Val 
200 


Thr 


Leu 


Gin 


Glu 


Tyr 
205 


Leu 


Glu 


Leu 


Lys Lys 


Ala 


Leu 


Ala 


Thr 


Ser 


Glu 


Ala 


Lys 


Val 


Gin 


Gin 


Leu 


Met 


Lys 


210 










215 










220 










Val Asn 


Ser 


Ser 


Leu 


Ser 


Asp 


Glu 


Leu Arg 


Arg 


Leu 


Gin 


Arg Glu 


His 


225 








230 










235 










240 


Phe Ala 


Pro 


He 


He 
245 


His 


Lys 


Leu 


Gin 


Ala 
250 


Glu 


Asn 


Leu 


Gin 


Leu 
255 


Arg 


Gin Pro 


Pro 


Gly 


Pro 


Val 


Pro 


Thr 


Pro 


Pro 


Leu 


Pro 


Ser 


Glu Arg 


Ala 






260 










265 










270 






Glu His 


Thr 


Pro 


Met 


Ala 


Pro 


Gly 


Gly Ser 


Thr 


His 


Arg 


Arg Asp 


Arg 




275 










280 










285 








Gin Ala 


Phe 


Ser 


Met 


Tyr 


Glu 


Pro 


Gly Ser 


Ala 


Leu 


Lys 


Pro 


Phe 


Gly 


290 










295 










300 










Gly Pro 


Pro 


Gly 


Asp 


Glu 


Leu 


Thr 


Thr Arg 


Leu 


Gin 


Pro 


Phe 


His' 


Ser 
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305 








310 


Thr 


Glu 


Leu 


Glu Asp 


Asp Ala He 








325 




Leu Tyr 


Ara 


lie Arg 


Lys Gly Val 








340 




Pro 


Ser 


Ser 


Pro Leu 


Leu Ser Cys 






355 




360 


Ser Lys 


Leu 


Ser Arg 


His Gly Ser 




370 






375 


Thr 


Gin 


Ser 


Gly Asp 


Pro Leu Leu 


385 








390 


Glu 


Leu 


Glv 


Lys Glu 


Glu Asp Phe 








405 




Gly Asp 


Leu 


Asp Pro 


Glv Leu Pro 








420 




Thr 


Glu 


Gin 


Val Thr 


Lys Asn He 






435 




440 


Glu 


Phe 


Lys 


His Asd 


Ser Phe Val 




450 






455 


Ala 


Val 


Thr 


Glu Met 


Ala Ser Leu 


465 








470 


Pro 


Val 


Arg 


Ser Ser 


Ti^n At"(~t Ti<=mi 








485 




Gin 


Ser 


Glu 


Cys Arg 


Lys Thr Val 








500 




Asp 


Phe 


Gin 


Leu Leu 


Thr Gin Gin 






515 




520 


Ala 


Lys 


Ala 


Ala Lys 


Gin Leu Val 




530 






535 



Gin 



545 







315 




320 


Tyr Ser 


Val His Val Pro 
vcij. xxx o v ai ex. \j 


Ala 


Glv 




330 




335 




Ser 


Ala 


Se*r Ala Val Prn 


Phe 


Thr 


345 




350 






Ser 


Gin 


filn d~\ \r Rpr 21 vrr 

OXUL v3 J- y uCl nl^ 


His 

IT J- O 


X XIX 






365 






Gly Ala 


Tien C fa y Hear* Tvr 
Mop OCX. noy l. j L. 


Glu 


Asn 






380 






Gly Leu 


Glu Glv Lves Afcr 


Phe 


UCU 






395 




400 


His 


Pro 


G"l u T.^n Gin Cpv 

V3XU UCU VJ _L LA OCX. 




Asp 




410 




415 




Ser 


Thr 


Glu Asn Val T1p 




Lys 


425 




430 






Gin 


Glu 


JUG LI J-ICLL iAX. y Aid 


Hi a 


m n 
uin 












Pro 


Cys 


OCX. ujlu Xjya lie 


a.2.3 


Leu 






460 






Phe 


Pro 


Ta/'G TV -VTT Dvn 21 1 3 
Uy o «.J- y rXU Hid 


Leu 








475 




480 


Leu 


Asn 


Ala Ser Ala Tyr 


Arg 


Leu 




490 




495 




Pro 


Pro 


Glu Pro Gly Ala 


Pro 


Val 


505 




510 






Val 


He 


Gin Cys Ala Tyr 


Asp 


lie 






525 






Thr 


lie 


Thr Thr Arg Glu 


Lys 


Lys 



540 



<210> 1140 
<211> 621 
<212>Amino acid 
<213> Homo sapiens 





<400> 1140 




Arg 


Tyr 


Leu 


Ser Tyr Gly Ser Gly 


1 






5 




Val 


Leu 


Gin 


Tyr Ala Leu Glu Phe 








20 




Ser 


Pro 


Val 


Asp Asp, He Asp Ala 






35 




40 


Pro 


Ser 


Gin 


Thr Leu 


Pro Ser Thr 




50 






55 


Ser 


Glu 


Leu 


Pro Ser 


Thr Ser Pro 


65 








70 


Arg Ser 


Val 


He His 


Lys Pro Phe 








85 




Leu 


Pro 


Met 


His Pro 


Ala Pro Arg 








100 




Val 


Leu 


Glu 


Ser Cys 


Leu His Arg 






115 




120 


Thr 


Arg 


Asp 


Leu Gin 


Glu Ser He 




130 






135 


Leu 


Met 


Tyr 


Ser Asp 


Lys Ser Met 


145 








150 


Ala 


Val 


Leu 


Val His 


Glu Gly Gin 



Pro Lys Arg Phe Pro Leu Val Asp 

10 15 
Ala Ser Ser Lys Pro Val Cys Thr 

25 30 
Ser Ser Pro Pro Ser Gly Ser He 
45 

Thr Glu Gin Gin Gly Ala Leu Ser . 
60 

Ser Ser Val Ala Ala He Ser Ser 
75 80 
Thr Gin Ser Arg He Pro Pro Asp 

90 95 
His He Thr Glu Glu Glu Leu Ser 
105 110 
Trp Arg Thr Glu He Glu Asn Asp 
125 

Ser Arg He His Arg Thr He Glu 
140 

He Gin Val Pro Tyr Arg Leu His 
155 160 
Ala Asn Ala Gly His Tyr Trp Ala 
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ICR 
lO 3 




170 










175 




Tyr 


He 


Phe Asp 


nxa 


Arg 


ci~\ n Gov* Arci TrD 


Met 


Lys 


Tvr 


Asn 


Asp 


He 






180 






185 








190 






Ala 


Val 


Thr Lys 


Ser 


Ser 


rpyri d"] ii Gl ii Ti^n 

lip UlU VJ1U UGU. 


Val 




Asp 


Ser 


Phe 


Glv 






195 








200 






205 








Gly Tyr 


Arg Asn 


Ala 


Cor 
oei 


2X1 a Tvr C!vc3 Tip.ii 


Met 


Tvr 


lie 


Asn 


Asp 


Lvs 




210 










215 




220 










Ala 


Gin 


Phe 


Leu 


Tl o 
lie 


Gl Tl 
Olll 


Glu Glu Phe Asn 


Lys 


Glu 


Thr 


Glv 


Gin 


Pro 


225 










230 




235 










240 


Leu 


Val 


Gly He 


Gl 11 


IHl 


TiPU Pro Pro Asn 


Leu 


Arcr 


Asp 


Phe 


Val 


Glu 










A^r J 




250 










255 




Glu Asp 


Asn 


Gin 




IT 1 Its 


Gl ii TjVs Glu Leu 


Glu 


Glu 




Asp 


Ala 


Gin 








260 






265 








270 






Leu 


Ala 


Gin Lys 


Aid 


Leu 


uiii uiu i-i_y o jjcu 


Leu 


Ala 


Ser 


Gin 


Lys 


Leu 






275 








280 






285 








Arg Glu 


Ser 


Glu 


Thr 


Ser 


\7sk1 TVir TVir ZXl A 

Veil 1IJLL 1111 IllCl 


Gin 


Ala 


Ala 


Glv 
oiy 


Asp 


Pro 




290 










295 




300 










Lys 


Tyr 


Leu 


Glu 




Pro 


Gov* 7\ v-rr Car 7\ en 
ucl nl^ Oel nDJJ 


Phe 


Ser 


Lys 


His 


Leu 


Lys 


305 








J1U 




315 










320 


Glu 


Glu 


Thr 


He 


bin 

"3 O ^ 


Tl o 


Tl a TVir Ti\/ct 2ll a 
lie 1111 nyo 

330 


Ser 


His 


Glu 


His 


Glu 
335 


Asp 


Lys 


Ser 


Pro 


Glu 


TV* v- 


V CXl 


T.pii CZ~\ n Got* Al a 
jliczu uiii tjci ^rvm 


lie 


Lys 


Leu 


Glu 


Tvr 


Ala 






340 






345 








350 






Arg 


Leu 


Val 


Lys 


Leu 


Til a 
Ala 


nl n m n ZXssn Thr 
ulU nop 1111 


Pro 


Pro 


Glu 


Thr 


Asp 


Tvr 

iyi 




355 








360 






365 








Arg 


Leu 


His 


His 


Val 


t r~ "1 

vai 


\7=al T\r~r- DVto Tl P 

vai iyx file lie 


Gl n 
Dili 


7\ o ri 
noil 


Gin 


Ala 


Pro 


Lys 


370 










375 




380 










Lys 


He 


He 


Glu 


Lys 


Thr 


T.on T..011 fll n Gl ti 
lieu llCU. VJlU ulli 


lr 11C 


Gl v 
oiy 


Asp 


Arg 


Asn 


Leu 


385 










390 




395 










400 


Ser 


Phe 


Asp 


Glu 


Arg 
405 


Cys 


Wi* a Son Tl p M»t" 
nio ii lie we i* 

410 




Val 


Ala 


Gin 


Ala 
415 


Lys 


Leu 


Glu 


Met 


He 
420 


Lys 


Pro 


f2l i i m 1 1 \Ts* ~\ 2Xcn 
uiu uiu vai rLoii 


JJCU. 


Glu 


Glu 


Tvr 
lyi 

430 


Glu 


Glu 


Trp 


His 


Gin Asp 


Tyr Arg 


JjyS rile Hig UlU 


Xnr 


i in 




iyx 


Leu 


Tie 

lie? 






435 














445 








He 


Gly 
450 


Leu 


Glu 


Asn 


Phe 


bin Arg uiu oer 

rx 3 O 


Tyr 


Tl o 
lie 

460 




Cor 

UCl 


T.oi i 


Leu 


Phe 


Leu 


He 


Cys 


Ala 


Tyr 


bin Asn asu iiy y 


UlU 


Leu 


Leu 


Oar 

oei 


Lys 


Gly 


465 










470 




475 










480 


Leu 


Tyr 


Arg Gly 


His 


Asp 


pi n pi T.oii Tl o 

biu biu ueu lie 


Gav 
OCl 


£11 D 


iyx 




**iy 


Glu 










485 




490 










495 




Cys 


Leu 


Leu Lys 


Leu 


Asn 


nl ii nl n AT ^ J\l a 

UTlU olil nla nio 


Glu 


Leu 


Phe 


Glu 


Ser 


Glv 






500 






505 








510 






Glu Asp 


Arg 


Glu 


Val 


Asn 


/loii biy ueu jlic 


lies 


Met 


Asn 


Glu 


Phe 


He 






515 








520 






525 








Val 


Pro 
530 


Phe 


Leu 


Pro 


Leu 


T.oii T.on \7ra 1 Z\ cn 
Uc u Jjcu val no^t 

535 


Glu 


Met 
540 


Glu 


Glu 


Lys 


Asp 


He 


Leu 


Ala 


Val 


Glu Asp 


Mr t* A r cr A<=5n Ar cr 


Trrj 


Cys 


Ser 


Tvr 


Leu 


Glv 


545 










550 




555 










560 


Gin 


Glu 


Met 


Glu 


Pro 
565 


His 


T .oil Gl n Glu TiVS 

570 


Leu 


Thr 


Asp 


Phe 


Leu 
575 


Pro 


Lys 


Leu 


Leu Asp 


Cys 


Ser 


Met Glu lie Lys 


Ser 


Phe 


His 


Glu 


Pro 


Pro 








580 






585 








590 






Lys 


Leu 


Pro 
595 


Ser 


Tyr 


Ser 


Thr His Glu Leu 
600 


Cys 


Glu 


Arg 
605 


Phe 


Ala 


Arg 


He 


Met 
610 


Leu 


Ser 


Leu 


Ser 


Arg Thr Pro Ala 
615 


Asp 


Gly 
620 


Arg 
621 









<210> 1141 
<211> 154 
<212>Amino acid 
<213> Homo sapiens 
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<400> 1141 



Ala 


Gin 


Val 


Tyr Val 


Atq 


Met Asp 


Ser 


Phe Asp 


Glu Asp Leu Ala 


Arg 


1 








5 










10 


15 




Pro 


Ser 


Glv 


lieu 


Leu 


Ala 


Gin 


Glu 


Arg 


Lys Leu 


Cys Arg Asp Leu 


Val 








20 










25 




30 




His 


Ser 


Asn 


Lys 


Xjy a 


Glu 


Gin 


Glu 


Phe 


Arg Ser 


He Phe Gin His 


He 






35 










40 






45 




Gin 


Ser 


Ala 


UXll 


Gay- 

OCX 


Gin 


Arg 


Ser 


Pro 


Ser Glu 


Leu Phe Ala Gin 


His 




50 










55 








60 




Met 


Val 


Pro 


He 


Val 


His 


His 


Val 


Lys 


Glu His 


His Phe Gly Ser 


Ser 


65 










70 








75 




80 


Gly Met 


Thr 


Leu 


His 


Glu 


Arg 


Phe 


Thr Lys Tyr 


Leu Lys Arg Gly 


Thr 










85 










90 


95 




Glu 


Gin 


Glu 


Ala 


Ala 


Lys 


Asn Lys 


Lys 


Ser Pro 


Glu He His Arg 


Arg 








100 










105 




110 




He 


Asp 


He 


Ser 


Pro 


Ser 


Thr 


Phe 


Arg 


Lys His 


Gly Leu Ala His 


Asp 




115 










120 






125 




Glu 


Met 


Lys 


Ser 


Pro 


Arg 


Glu 


Pro 


Gly Tyr Lys 


Asp Gly His Asn 


Ser 




130' 










135 








140 




Lys 


Asn 


Glu 


Leu 


Gin 


Arg 


Val 


Asn 


Phe 


Tyr 






145 










150 








154 







<210> 1142 
<211> 121 
<212>Amino acid 
<213> Homo sapiens 



<400> 1142 



Thr Tyr 


Thr 


Phe Cys Phe 


Ser 


Leu 


Met He He 


Leu Leu Thr He 


He 


1 j; 




5 






10 . 


15, 




Gin Gly ( 


Leu 


He Leu Glu 


Ala 


Phe 


Gly Glu Leu 


Arg Asp Gin Leu 


Asp 




20 






25 


30 




Gin Val 


Lys 


Glu Asp Met 


Glu 


Thr 


Lys Cys Phe 


He Cys Gly He 


Gly 




35 






40 




45 




Asn Asp 


Tyr 


Phe Asp Thr 


Val 


Pro 


His Gly Phe 


Glu Thr His Thr 


Leu 


50 






55 






60 




Gin Glu 


His 


Asn Leu Ala 


Asn Tyr 


Leu Phe Phe 


Leu Met Tyr Leu 


He 


65 




70 






75 




80 


Asn Lys 


Asp 


Glu Thr Glu 


His 


Thr 


Gly Gin Glu 


Ser Tyr Val Trp 


Lys 






85 






90 


95 




Met Tyr 


Gin 


Glu Arg Cys 


Trp 


Glu 


Phe Phe Pro 


Ala Gly Asp Cys 


Phe 






100 






105 


110 




Arg Lys 


Gin 


Tyr Glu Asp 


Gin 


Leu 


Asn 








115 






120 


121 







<210> 1143 
<211> 851 
<212>Amino acid 
<213> Homo sapiens 
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<400> 1143 



Phe 


Arcr 
"xy 


Arcr 


Lys 


Glv 


Glv 


Glv 


Glv 


X 








5 








Lys 


Tvr 
x yj. 


Asn 


Ser 


Arcr 


His 


Glu 


Lvs 








20 










Glu 


Phe 


Leu 


Pro 


Val 


Asn 


Asn 


Val 






35 










40 


Glv 
vj j. y 


Arg 


Tm 


Val 


Val 


Leu 


Ala 


Ala 














55 




Leu 


Leu 


Glv 
uxy 


lie 


Glv 

vjxy 


Phe 


Leu 


Val 












70 








Val 


Gin 


Lys 


Val 


Phe 


Asn 


Glv 

\j jr 


















rile 


\7"al 
val 


Asp 


Al a 


iyr 


V3X LX 


Asn 


Ser 








i no 

1UU 










Ala 


Ser 


Xiy o 


Val 
v ax 


Lys 


Asp 


Ala 


Leu 






lit; 
113 










120 


trim 


Leu 


G i v 
uiy 


Pro 


Tvr 


His 


Lys 


Glu 




i in 
Xo u 










1 ^ 5 

X O J 




vjjl y 


OCi 


Val 


lie 


Ala 


Tvr 

xyx 


Tvr 
xyx 


Trrj 


l^k D 










X 3 w 






XJGLl 


v ax 


Glu 


Glu 


Ala 


Glu 


Arcr 


Val 










lO J 








Leu 


Pro 


Pro 


7X yrr 

-HXy 


Ala 




Ser 


Leu 








lO u 










Va 1 


Ala 


Phe 


Pro 


Thr 


Asp 


Ser 


Lys 






iJJ 










200 


Sex* 


Cys 


Car 

OCX 




y 


Leu 


His 


Ala 




1 1 n 
AX\J 














Thr 


XXIX 


Pro 


Gly 


Phe 


Pro 


Asp 


Ser 


















vjXil 


Trp 


Ala 


Leu 


• 

Arg 


Gl \r 
oxy 


ASp 


Ala 


















Arg 


Ser 


Phe 


Asp 


Leu 


nlct 


OCX 


Cys 








260 










XI1X 


Val 


Tyr 


Asn 


Thr 


Leu 


Ser 


Pro 






275 










280 


Leu 


Cys 


Gly Thr 


xyr 


Drn 


Pro 


Ser 




o q rt 






* 




nqc 
3D 




vixJl 


As ii 


Val 


Leu 


Leu 


11c 


Thr 
X I IX 




*s rt c 
3 05 










JlU 






Px"0 


uxy 


Phe 


Glu 


Ala 

Axa 


Thr 


Phe 


Phe 


















Gly 


Glv 
v*xy 


Arg 


Leu 


Arcr 


Lys 


Ala 


Gin 








340 










Pro 


Glv 
vaxy 


His 


Tyr 


Pro 


Pro 


Asn 


lie 






355 










360 


Pro 


Asn 


Asn 


Gin 


His 


Val 


Lvs 


Val 




370 










375 




Glu 


Pro 


Gly Val 


Pro 


Ala 


Glv 


Thr 


385 










390 






Asn 


Glv 


Glu Lys 


Tvr 


Cvs 


Glv 


Glu 










4 05 








Asn 


Ser 


Asn Lys 


lie 


Thr 


Val 


Arcr 








420 










Asp 


Thr 


Gly Phe 


Leu 


Ala 


Glu 


Tvr 






435 










440 


Cys 


Pro 


Gly Gin 


Phe 


Thr 


Cys 


Arg 




450 










455 




Leu 


Arg 


Cys 


Asp 


Gly 


Trp 


Ala 


Asp 


465 










470 






Asn 


Cys 


Ser 


Cys 


Asp 


Ala 


Gly 


His 










485 








Cys 


Lys 


Pro 


Leu 


Phe 


Trp 


Val 


Cys 



Pro 


Lys 


Asp 


Phe 


Gly 


Ala 


Gly 


Leu 




10 










15 




Val 


Asn 


Gly 


Leu 


Glu 


Glu 


Gly 


Val 


25 










30 






Lys 


Lys 


Val 


Glu 


Lvs 
i 


His 


Glv 


Pro 










45 








Val 


Leu 


He 


Gly 


Leu 


Leu 


Leu 


Val 








60 












His 


Leu 


Gin 


Tvr 


Arcr 


Asp 


Val 






75 










80 


Tvr 

xyx 


Met 


Arcr 

«~*-y 


He 


Thr 


Asn 


Glu 


Asn 




90 










95 




Asn 


Ser 


Thr 


Glu 


Phe 


Val 


Ser 


Leu 


105 










110 






Lys 


Leu 


Leu 


Tvr 


Ser 


Glv 

Jr 


Val 


Pro 










125 








Ser 


Ala 


Val 


Thr 


Ala 


Phe 


Ser 


Glu 








140 










Ser 


Glu 


Phe 


Ser 


He 


Pro 


Gin 


His 






155 










160 


Met 


Ala 


Glu 


Glu 


Arcr 


Val 


Val 


Met 




170 










175 




Lys 


Ser 


Phe 


Val 


Val 


Thr 


Ser 


Val 


185 










190 






Thr 


Val 


Gin 


Arcr 


Thr 


Gin 


Asp 


Asn 










205 








Arcr 
-«xy 


Glv 

vaxy 


Val 


Glu 


Leu 


Met 


Arg 


Phe 








220 










Pro 


Tvr 
xyx 


Pro 


Ala 


His 


Ala 


Arcr 


Cys 






235 










240 


Asp 


Ser 


Val 


Leu 


Ser 


Leu 


Thr 


Phe 




250 










255 




Asp 


Glu 


Arcr 


Glv 


Arcr 


His 


Leu 


Val 


265 










270 






Met 


Glu 


Pro 


His 


Ala 


Leu 


Val 


Gin 










285 








Tvr 


Asn 


Leu 


Thr 


Phe 


His 


Ser 


Ser 








300 










lie 


Thr 


Asn 


Thr 


Glu 


Ara 


Arcr 


His 






315 










320 


Gin 


Leu 


Pro 


Arcr 


Met 


Ser 


Ser 


Cvs 




330 










335 




Glv 


Thr 


Phe 


Asn 


Ser 


Pro 


Tvr 


Tvr 
•*■ jr 


345 










350 






Asp 


Cys 


Thr 


Trp 


Asn 


He 


Glu 


Val 










365 








Arg 


Phe 


Lys 


Phe 


Phe 


Tyr 


Leu 


Leu 








380 










Cys 


Pro 


Lys 


Asp 


Tyr 


Val 


Glu 


He 






395 










400 


Arcr 


Ser 


Gin 


Phe 


Val 


Val 


Thr 


Ser 




410 










415 




Phe 


His 


Ser 


Asp 


Gin 


Ser 


Tyr 


Thr 


425 










430 






Leu 


Ser 


Tyr 


Asp 


Ser 


Ser 


Asp 


Pro 










445 








Thr 


Gly 


Arg 


Cys 


lie 


Arg 


Lys 


Glu 








460 










Cys 


Thr 


Asp 


His 


Ser 


Asp 


Glu 


Leu 






475 










480 


Gin 


Phe 


Thr 


Cys 


Lys 


Asn 


Lys 


Phe 




490 










495 




Asp 


Ser 


Leu 


Asn 


Asp 


Cys 


Gly 


Asp 
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500 








505 








510 






& an Car 
noil OCX. 


Asp 




dl n 


Gly 


Cys Ser 




Pro 


Ala Gin 


Thr 


Phe 


nxy 


Cys 




515 








520 








525 








OCX noU 


vjj. y 


i*y s 


V— y £> 


Leu 


C y T.UQ 
OCA. jjyo 


Ser 


Gin 


Gin Cys 


Asn 


Gly 


Lys • 


Asp 


530 










535 






540 










nap uya 


m v 

biy 


ASp 




OCJL 


TA an m 11 


Ala 


Ser 


Cys Pro 


Lys 


Val 


Asn 


Val 


545 








550 








555 








560 


\7al TVir* 
V ctX X11X 


cys 


xxir 


Lys 


His 


Thr Tyr 


nXy 


Cys 


■UCLA /IDii 


Gly 


Leu 


Cys 


Leu 








565 








570 








575 




S S3T Lys 




ASH 


Pro 


Glu 


wyis no 


Gly 


Lys 


nl n 71 qti 


Cys 


Ser 


Asp 


Gly 






580 








585 








590 






Coy 71 
DcIT noLy 


VjJLU 


Lys 


nop 


Cys 


Ben Pvres 


Gly 


Leu 


Arg Ser 


Phe 


Thr 


Arg 


Gin 




595 








600 








605 








TV 1 7\ 

A J. 3. Arg 


Val 


Va 1 
Val 




ni v 

y 


1 XIX nO L/ 


Ala 


Asp 


wX U w J. Jr 


Glu 


Trp 


Pro 


Trn 


0 1 Is 










615 






620 












Ser 


Leu 


til 9 


Ala 


lieu vrxy 


f!l n 

Villi 


O-L y 






vjx y 


Ala 


Coy 
OCX 










630 








635 








640 


Leu Xle 


Seir 


Pro 


ASXl 


Trp 


Tti=>i i V» 1 
xjclx v nx 


Cay 
OCX. 


Ala 


711 a W-i g 




iyr 


He 


noiy 
















650 








655 




ASp AI7y 


biy 


irlie 


Arg 


Tyr 


OCX A&p 


Pro 


x iixr 


/^•T n T"y*in 
V?JLI1 lip 


X11X 


711 a 
nla 


PVip 

XrXlc 


Leu 






ODU 








665 








670 






GXy Leu 


ttJ — 

nis 


Asp 




Ser 




OCX 


Til A 


TJyn /Til "17 

Jr x w uiy 


val 


m n 

VJlll 


ul IX 


Arg 












680 








685 








Arg Jjeu 


Lys 


Arg 


Tl *» 

lie 


11c 


ocx nxb 


Pro 


irJlc 


DVio TA c n 
irllc noli 


Asp 


irllC 


TVir* 
XXIX 


XT IXC 


fan 

D -7U 










695 






700 










ASp lyj- 


Asp 


Tl a 


ax a 


Leu 


T.oi i f2l 1 1 

XlClX V3111 


XlClX 


m n 

ul LL 


xjy O rlU 


nla 


m ii 

Ol IX 


iyr 


Ser 


/ UD 








/ JLU 








715 








750 


oexT wee 


vai 


Arg 


Pro 


lie 


uys JutsU 


Pro 


Asp 


TV 1 a Car 
rU. d OCX 


nio 


Val 


iriic 


Pro 
















730 












ax a triy 


Lys 


Til a 
Aid. 


xxe 


Trp 


Val 1X1x7 


fil tr 
uly 


Trp 


«iy xiio 


x m 


oin 


Tyr 


(aiy 














74 5 








7^0 






Gly Txir 


uxy 


7Al a 
Ala 


Leu 


lie 


Leu Gin 


Lys 


vj±y 


v?lU 11c 


Arg 


Val 
Val 


Tl p> 
lie 


Asn 




/ D 3 








760 








765 








ply, ml- 


ml,-. 

inr 


Cys 


blU 


Asn 


lieu xjcu. 


Pro 


oJ.ll 


vjXii lie 


TVir* 
1 111 


Pro 


Arg 




77(1 










775 
















Met Cys 


vai 


oiy 




Leu 


Cat** /si i r 

oer Valy 


fil v 

sjiy 


Val 


ASp ocx 


Cys 


bin 


uiy 


Asp 


7ft c; 








790 








795 








800 


Ser Gly 


Gly 


Pro 


Leu 


Ser 


oer vai 


vjXU 


Aia 


Asp vjiy 


Arg 


Tl a 

lie 


Jrxle 


nl n 
uin 








805 




Gly Asp 




810 








.815 




Ala Gly 


Val 


val 


Ser 


Trp 


Gly 


Cys 


Ala Gin 


Arg 


Asn 


Lys 


Pro 






820 








825 








830 






Gly Val 


Tyr 


Thr 


Arg 


Leu 


Pro Leu 


Phe 


Arg 


Asp Trp 


lie 


Lys 


Glu 


Asn 




835 








840 








845 








Thr Gly 


Val 
























850 


851 

























<210> 1144 
<211> 346 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (346) ' 

<223> X = any amino acid or stop code 



<400> 1144 

Arg His Glu Glu Asp Leu Gly Asn Leu Trp Glu Asn Thr Arg Phe Thr 
15 10 15 
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Asp Cys Ser Phe 
20 

Val Leu Ala Ala 
35 

Met Glu Glu Ser 
50 

Glu Val Phe Lys 
65 

Asn Leu Asp Lys 

Ala Leu Glu Arg 
100 

Leu Ser Val Glu 
115 

Ser Ala Glu Gin 
130 

Ser Val Leu Arg 
145 

Asn Gin Ala Thr 

Gin Ser His Pro 
180 

Ala Gin Gly Pro 
195 

Xaa Asn Leu Gly 
210 

Phe Phe Val Arg 
225 

Ala Arg Ser Pro 

Ser Lys Lys Asn 
260 

Lys Glu Met Met 
275 

Lys Met Ala Asp 
290 

Arg Leu Lys Val 
305 

Glu Asn Val Ala 

Thr Val Glu Ser 
340 



Phe 


Val 


Arg Gly 




Ser 


Pro Val 






40 


Lys 


Lys 


Asn Arg 






55 


Glu 


Met 


Met Arg 




70 




Met 


Ala 


zi qt") Asn 


85 






Leu 


Lys 


Val Met 


Asn 


Val 


Ala Asn 






120 


Leu 


Lys 


Ala Gin 






135 


Gin 


Leu 


Gly Cys 




150 




ASp 


JL -L G- 


1 iC L. OJU Li 


165 






His 


Leu 


Val Ala 


Gin 


Phe 


Gly lie 






200 


Asn 


Leu 


Trp Glu 






215 


Gly 


Gin 


Glu Phe 




230 




V CV JL 


Phe 




245 






Arg 


Val 


Glu He 


Arg 




Xle Tyr 






280 


Asn 


Leu 


■Leu Ala 






295 


Met 


Cys 


Glu Lys 




310 




Asp 


Thr 


Leu Val 


325 






Thr 


Ser 


His Arg 



Gin 


Glu 


Phe 


Lys 


25 








Phe 


Asn 


Ala 


Met 


Val 


Glu 


He 


Asn 








60 


Phe 


He 


Tyr 


Thr 






75 




Leu 


Leu 


Ala 


Ala 




90 






Cys 


Glu 


Lys 


Ala 


105 








Thr 


Leu 


Val 


Leu 


Ala 


He 


Asp Phe 








140 


Lys 


Asp 


Gly Lys 






155 




Thr 


Ser 


Gly Gly 




170 






Glu 


Ala 


Phe 


Arg 


185 








Pro 


'hirer 


Lys 


Arg 


Asn 


Thr 


Arg 


Phe 








220 


Lys 


Ala 


His 


Lys 






235 




Met 


Phe 


Glu 


His 




250 






7A en 


Asp 


Leu Asp 


265 












Arg 


Ala 


Aid 


J\±SL 


Asp 


Lys 








300 


Ala 


Leu 


Cys 


Ser 






315 




Leu 


Ala 


Asp 


Leu 




330 






Leu 


Tyr 






345 


346 







Ala His Lys Ser 
30 

Phe Glu His Glu 
45 . 

Asp Leu Asp Pro 

Gly Arg Ala Pro 
80 

Ala Asp Lys Tyr 
95 

Leu Cys Ser Asn 
110 

Ala Asp Leu His 
125 

He Asn Arg Cys 

Asn Trp Asn Ser 
160 

Lys Ser Met He 
175 

Ala Leu Ala Ser 
190 

Leu Lys Gin Ser 
205 

Thr Asp Cys Ser 

Ser Val Leu Ala 
240 

Glu Met Glu Glu 
255 

Pro Glu Val Phe 
270 

Pro Asn Leu Asp 
285 

Tyr Ala Leu Glu 

Asn Leu Ser Val 
320 

His Ser Gly Arg 
335 



<210> 1145 
<211> 339 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (339) 

<223> X = any amino acid or stop code 



<400> 1145 
Gin Arg Gly Gly He Pro Gly Lys 

1 5 
Asp Trp Ala Leu Gly Pro Phe Trp 
20 

Cys Met Arg Phe Tyr Leu Ser Ala 



Phe Gin Glu Asp Ser Gly Ser Val 

10 15 
Gly He Phe Gin Ala Asp Phe Gly 

25 30 
Gin Thr Ser Asp Pro Val Leu Arg 



674 



WO 01/53455 



PCT/US00/35017 







35 






40 


Met 


Xaa 


Trp 


Gly 


Pro 


Ser Pro He 




50 








.55 


Gly 


Gly 


Gly 


Gly 


Ala 


Gly Gin Thr 


65 










70 


Gin 


Cys 


Cys 


Pro 


Leu 


Ser Cys Pro 










85 




Trp 


Arg 


Leu 


Xaa 


Ala 


Ala Leu Val 








100 






Leu 


Arg 


Ser 


Xaa 


Arg 


Xaa Arg Thr 






115 






120 


Pro 


Arg 


Cys 


His 


Leu 


His Leu His 




130 








135 


Val 


His 


Gin 


His 


Cys 


Leu Leu His 


145 










150 


Leu 


Leu 


Gin 


Cys 


Gly 


Gly Cys Asp 










.165 




Leu 


Phe 


Leu 


Gly 


His 


Ala Cys Leu 








180 






Asp 


Gin 


Trp 


Leu 


Pro 


Val Pro Tyr 






195 






200 


Arcr 


Glu 


Gly 


His 


Leu 


Pro Ser Leu 




210 








215 


Cvs 


Thr 


Pro 


He 


Pro 


Ala Leu Leu 


225 










230 


Leu 


lie 


Pro 


Val 


Ala 


Tyr Leu Val 










245 




Ser 


Phe 


lie 


Ser 


Glu 


His Met Val 








260 






Leu 


Thr 


Gly 


Val 


Pro 


He Phe Phe 






275 






280 


Pro 


Lys 


Cys 


Val 


His 


Arg Leu Thr 




290 








295 


Glu 


Leu 


Cys 


Phe 


Val 


Val Tyr Pro 


305 










310 


Asn 


Gly 


Pro 


Cys 


Pro 


Pro Ser Leu 










325 




Lys 


Pro 


Gin 









339 



<210> 1146 
<211> 425 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc__f eature 

<222> (1) . . . (425) 

<223> X = any amino acid 



45 



Ser His 


Pro 


Thr Ser Leu Cys 


Pro 






60 




Thr Gly 


Ser 


Leu Cys Leu Gly 


Gin 




75 




80 


Asn He 


Pro 


Ser Arg His Lys 


Arg 


90 




95 




Ala Gly 


Ser 


Arg Gly Ser Cys 


Thr 


105 




110 




Pro Leu 


Pro 


Val Thr Arg Asn 


Leu 






125 




Pro Thr 


Gly 


Asp Leu Arg Val 


His 






140 




Gly His 


Val 


Pro Pro Gly Ala 


Ala 




155 




160 


Leu Arg 


Gly 


Glu Ala Ala Gly 


Leu 


170 




175 




Arg Gly 


Ser 


Val Asn Leu Arg 


Arg 


185 




190 




Ser Arg 


Leu 


Cys Phe Ser Gly 


Ala 






205 




Leu Ala 


Met 


He His Val Arg 


His 






220 




Val Cys 


Pro 


He Lys Val Asn 


Leu 




235 




240 


Phe Trp 


Ala 


Phe Leu Leu Val 


Phe 


250 




255 




Cys Gly 


Val 


Gly Val He lie 


He 


265 




270 




Leu Gly 


Val 


Phe Trp Arg Ser 


Lys 






285 




Glu Ser 


Met 


Thr His Trp Gly 


Gin 






300 




Gin Asp 


Ala 


Pro Glu Glu Glu 


Glu 




315 




320 


Leu Pro 


Ala 


Thr Asp Lys Pro 


Ser 


330 




335 





stop code 



<400> 1146 



Ala 


Ala Ala Leu Val Ala Glu Tyr 


Leu 


Ala 


Leu 


Leu Glu Asp His 


Arg 


1 




5 




10 




15 




His 


Leu 


Pro Val Gly Cys Val Ser 


Phe 


Gin 


Asn 


He Ser Ser Asn 


Val 






20 


25 






30 




Leu 


Glu 


Glu Ser Ala He Ser Asp 


Asp 


He 


Leu 


Ser Pro Asp Glu 


Glu 






35 40 








45 




Gly 


Phe 


Cys Ser Gly Lys His Phe 


Thr 


Glu 


Leu 


Gly Leu Val Gly 


Leu 




50 


55 








60 
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Leu 


Glu 


Gin Ala Ala 


Gly Tyr Phe 


65 






70 






Val 


Asn 


Glu Val Tyr 


Lys Asn 


Leu 






85 








Asp 


Tyr 


Lys Lys Leu 


Ala 


Ala 


Val 






100 








Thr 


Lys 


lie Met His 


Gin 


Ser 


Ser 






115 






120 


Tyr 


Phe 


Arg Val Gly 


Phe Tyr Gly 




130 






135 




Gin 


Glu 


Phe Val Tyr 


Lys 


Glu 


Pro 


145 






150 






Ser 


His 


Arg Leu Glu 


Glu 


Phe 


Tyr 






165 








Val 


Glu 


He He Lys 


Asp 


Ser 


Asn 






180 








Ser 


Gin 


Lys Ala Tyr 


He 


Gin 


He 






195 






200 


Thr 


Tyr 


Glu Leu Lys 


Asp Arg 


Val 




210 






215 




Leu Arg 


Thr Phe Leu 


Phe 


Cys 


Thr 


225 






230 






His 


Gly 


Glu Leu Pro 


Glu 


Gin 


His 






245 








Asp 


His 


Ala Phe Pro 


Tyr 


He 


Lys 






260 








Glu 


Glu 


Thr Val Leu 


Thr 


Pro 


Val 






275 






280 


Lys 


Lys 


Thr Arg Glu 


Leu 


Ala 


Phe 




290 






295 




Ala 


Lys 


Met Leu Gin 


Met 


Val 


Leu 


305 






310 






Asn 


Gin 


Gly Pro Leu 


Glu 


Val 


Ala 






325 








Glu Asp 


Pro Lys Leu 


Phe 


Arg 


His 






340 








Lys 


Asp 


Phe Xaa Lys 


Lys 


Cys 


Glu 






355 






360 


Leu JTle 


Gly Pro Asp 


Gin Lys Glu 




370 






375 




Tyr 


Cys 


Arg Leu Arg 


Glu 


Ala 


Leu 


385 






390 






Pro 


Gin 


Leu Met Ala 


Pro 


Thr 


Pro 






405 








Arg 


Ala 


Ser Phe Arg 


Lys Ala Asp 






420 









Thr 


Met 


Gly 


Gly Leu Tyr Glu 


Ala 






75 




80 


He 


Pro 


He 


Leu Glu Ala His 


Arg 




90 




95 




His 


Gly 


Lys 


Leu Gin Glu Ala 


Phe 


105 






110 




Gly 


Trp 


Glu 


Arg Val Phe Gly 


Thr 








125 




Ala 


His 


Phe 


Gly Asp Leu Asp 


Glu 








140 




Ser 


He 


Thr 


Lys Leu Ala Glu 


He 






155 




160 


Thr 


Glu 


Arg 


Phe Gly Asp Asp 


Val 




170 




175 




Pro 


Val 


Asp 


Lys Ser Lys Leu 


Asp 


185 






190 




Thr 


Tyr 


Val 


Glu Pro Tyr Phe 


Asp 








205 




Thr 


Tyr 


Phe 


Asp Arg Asn Tyr 


Gly 








220 




Pro 


Phe 


Thr 


Pro Asp Gly Arg 


Ala 






235 




240 


Lys 


Arg 


Lys 


Thr Leu Leu Ser 


Thr 




250 




255 




Thr 


Arg 


He 


Arg Val Cys His 


Arg 


265 






270 




Glu 


Val 


Ala 


He Glu Asp Met 


Gin 








285 




Ala 


Thr 


Glu 


Gin Asp Pro Pro 


Asp 








300 




Gin 


Gly 


Ser 


Val Gly Pro Thr 


Val 






315 




320 


Gin 


Val 


Phe 


Leu Ala Glu He 


Pro 




330 




335 




His 


Asn 


Lys 


Leu Arg Leu Cys 


Phe 


345 






350 




Asp 


Ala 


Leu 


Arg Lys Asn Lys 


Ala 








365 




Tyr 


His 


Arg 


Glu Leu Glu Arg 


Asn 








380 




Gin 


Pro 


Leu 


Leu Thr Gin Arg 


Leu 






395 




400 


Pro 


Gly 


Leu 


Arg Asn Ser Leu 


Asn 




410 




415 





Leu 
425 



<210> 1147 
<211> 198 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (198) 

<223> X = any amino acid or stop code 



<400> 1147 

Gly Glu Gly Gin Gin Trp Gin Ser Thr Pro Leu Ser Pro Leu Gin Pro 
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1 








c 
3 






t n 

1 u 










13 




Thr 


vai 


Ala 

Ala 


Asp 


trie 


Leu 


noil JJCU. i\j.cL 


Trp 


Trp 


Xlll 


Q 


Ala 


AT a 
nid 


Zll a 














25 










30 






Trp 


Xaa- 


vai 


Leu 


Ser 


ui y 


.M_L y 11 v a. X 


m n 


Lys 


Val 


Leu 


Pro 


\jxy 


Arg 














40 








45 








Glu 


tiiy 


e a v 

ber 


r*i ii 

IslU 


r*i n 


Lys 


Aclci vjxy i v it;U 


i-vx d 


Ser 


Ser 


Ser 


Ala 


Asp 


His 














55 






60 










Leu 


His 


Ser 


Aia 


Pro 


Arg 
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Ser 


Val 


Ser 





100 105 110 ill 

<210> 1153 
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<211> 444 
<212>Amino acid 
<213> Homo sapiens 



<400> 1153 



Met Ser 


Leu 


Mat* 
I*lcU 


VAX 

c 


Val 


Ser 


Met 


Ala 


Gin Arg Ala 


Gly 


Pro 


His 


Met 


Glv 


Glv 
















25 


Ala Trp 


Pro 


O CI 


Ala 


Val 


Val 


Pro 






35 










4.0 




Cys His 


Tyr 


Arg 


W*i C 




Phe 


Asn 


Asn 


50 
















Arg lie 


His 


Tl <=» 


Pro 


He 


Phe 


His 


Glv 


65 








•7 n 








Asn Met 


Ser 


Pro 


Vsal 
V ClX 


Tlrv 


JL I1X 


Ala 


His 








O D 










Gly Ser His 


Pro 


IllS 


Ser 


Pro 


± 1AX 


nl v 






,100 












Val Val 


.He 




vai 


Thr 




Asn 


XIX 0 




115 










ion 
xZ U 




His Pro 


Gly 


Pro 


Leu 


V clX 


Lys 


OCX 


vjxy 


130 










lob 






Trp Ser 


Asp 


lie 


Met 


•n"u ~. 

jrne 


nl 11 


nib 


Jriic 


145 








150 








Ser Lys 


Asp 


Pro 


Ser 


Arg 


Tion 

X1CU* 


Val 


Gly 








lob 










Lys Ala 


Asn 


Pne 


Ser 


Tl 0 

lie 


fl vr 

wiy 


Px~0 


Mot* 
l v Ic U 






180 










Ioj 


Tyr Arg 


Cys 


Tyr 


f*l \r 

oiy 


Ser 


Va 1 
Val 


JLXiX 


XIX O 




19b 














Pro Ser 


Asp 


Pro 


Leu 


Asp 




Val 

VAX 


X xc 


210 
















Ser Leu 


Ser 


-AJ-cl 


fll n 


Pro 


nil v 


Pro 


Thr 


225 
















Thr Leu 


Ser 


Cys 


COT- 
OCX 






Ser 


Ser 


















Arg Glu 


Gly 


Glu 


Ala 


His 


Glu 


Arcr 


Arcr 
















265 


Asn Gly 


Thr 


IrlXC 


Gin 


Ala 


Asp 


Phe 


Pro 




275 










280 




Gly Thr 


Tyr 




Cys 


Phe 


Glv 


Ser 


Phe 


290 










295 






Ser Asn 


Ser 


Ser 


Asp 


Pro 


Leu 


Leu 


Val 


305 








310 








Asn Ser 


Trp 


Pro 


Ser 


Pro 


Thr 


Glu 


Pro 








325 










Arg His 


Leu 


His 


Val 


Leu 


lie 


Gly 


Thr 






340 










345 


He Leu 


Leu 


Leu 


Phe 


Phe 


Leu 


Leu 


His 




355 










360 




Asn Ala 


Ala 


Val 


Met 


Asp 


Gin 


Glu 


Ser 


370 










375 






Ser Glu 


Asp 


Ser 


Asp 


Glu 


Gin 


Asp 


Pro 


385 








390 








Leu Asn 


His 


Cys 


Val 


Phe 


Thr 


Gin 


Arg 








405 










Arg Pro 


Lys 


Thr 


Pro 


Pro 


Thr 


Asp 


He 






420 










425 


Asn Ala 


Glu 


Ser 


Arg 


Ser 


Lys 


Val 


Val 



PCTAJS00/35017 



Cys Val 


Glv 


Leu 


Phe 


Leu 


Val 


10 








15 




Gin Asp 


LyS 


Pro 


Phe 


Leu 


Ser 








30 






Gly Gly 


His 


Val 


Thr 


Leu 


Arcr 






45 








"pVi 0 Mot - 


Leu 


Tvr 
xyx 


Lys 


Glu 


Asp 




60 










Arg Xle 


Phe 


Gin 


Glu 


Ser 


Phe 


/ D 










RO 
0 u 


Ala Gly 


Asn 


Tvr 

±yx 


Thr 


Cvs 

* , ; D 


Arcr 














i T 1 t*t*i Cor 
11 lj ocx 


Al a 


Pro 


Ser 


Asn 


Pro 








110 

XX \J 






r*x y Jjy 0 


Pro 


Ser 


Leu 


Leu 


Ala 






X^ 3 








tfTl 1 1 1 & yrr 


Val 


Tl p 
X xc 


Tion 

XJCU. 


Gin 


^— _y 




X*±U 










r/Xie XicU 


Ills 


jjys 


n~\ 11 

\3JL U 


Gly 


He 


Xbb 










i 

xo u 


Gin lie 


His 


Asp 


Gly 


Val 


Ser 


1 "7A 








X / 3 




1 V 1C C V7XI1 


Asp 


x^eu 


al a 


Gly 


XXIX 








x„7 u 






Got* Dm 
OCX rJLU 




Gin 


Leu 


Ser 


Ala 






0 n 








•"PVi T* ml 

1 lix uiy 


Leu 


ry* 


m 11 


Lys 


Pro 




220 










Val Leu 


Ala 


Glv 


Glu 


Ser 


Val 


235 










240 


Tyr Asp 


Met 


Tvr 


His 


Leu 


Ser 


250 








255 




Phe Ser 


Ala 


Glv 


Pro 


Lvs 


Val 








270 






Leu Gly 


Pro 


Ala 


Thr 


His 


Gly 






285 








Arg Asp 


Ser 


Pro 


Tyr 


Glu 


Trp 




300 










Ser Val 


Thr 


Gly 


Asn 


Pro 


Ser 


315 










320 


Ser Ser 


Glu 


Thr 


Gly 


Asn 


Pro 


330 








335 




Ser Val 


Val 


He 


He 


Leu 


Phe 








350 






Arg Trp 


Cys 


Ser 


Asn 


Lys 


Lys 






365 








Ala Gly 


Asn 


Arg 


Thr 


Ala 


Asn 




380 










Gin Glu 


Val 


Thr 


Tyr 


Thr 


Gin 


395 










400 


Lys He 


Thr 


Arg 


Pro 


Ser 


Gin 


410 








415 




He Val 


Tyr 


Thr 


Glu 


Leu 


Pro 



430 



Ser Cys Pro 
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435 440 444 



<210> 1154 
<211> 522 
<212>Amino acid 
<213> Homo sapiens 



<400> 1154 



Met 


Ser 


Leu 


Arg Val 


His 


Thr 


Leu 


Pro 


Thr 


Leu 


Leu 


Gly 


Ala 


Val 


Val 


J. 








5 










10 










15 




Arg 


Pro 


Gly 


Cys 
20 


Arg 


Glu 


Leu 


Leu 


Cys 
25 


Leu 


Leu 


Met 


He 


Thr 
30 


Val 


Thr 


Val 


Gly 


Pro 


Gly Ala 


Ser 


Gly Val 


Cys 


Pro 


Thr 


Ala 


Cys 


He 


Cys 


Ala 
















40 










45 








Thr 


Asp 

en 


lie 


val 


Ser 


Cys 


Thr 
55 


Asn 


Lys 


Asn 


Leu 


Ser 
60 


Lys 


Val 


Pro 


Gly 


Asn 




Phe 


Arg 


Leu 


lie 


Lys Arg 


Leu 


Asp 


Leu 


Ser 


Tvr 


Asn 


Ara 


He 


bo 










70 










75 










80 




Leu 




Asp 


Ser 
85 


Glu 


Trp 


lie 


Pro 


Val 


Ser 


Phe 


Ala 


Lvs 


Leu 
95 


Asn 




ucu 


TIp 


Leu Arg 


His 


Asn 


Asn 


He 


Thr 


Ser 


He 


Ser 


Thr 


Glv 


Ser 








100 










105 










110 








Ser 


1 UI 


Thr 


Pro 


Asn 


Leu Lys 


Cvs 


Leu 


Asp 


Leu 


Ser 


Ser 


Asn 


Lvs 






TIC 










120 










125 








Leu 


i»ys 
Tin 




Val 


Lys 


Asn 


Ala 
135 


Val 


Phe 


Gin 


Glu 


Leu 
140 


Lvs 


Val 


Leu 


Glu 


Val 


Leu 


Leu 


Leu 


Tyr 


Asn 


Asn 


His 


He 


Ser 


Tyr 


Leu 


Asp 


Pro 


Ser 


Ala 












150 










155 










160 




Glv 


Gly 


Leu 


Ser 
165 


Gin 


Leu 


Gin 


Lvs 


Leu 
170 


Tvr 


Leu 


Ser 


Gly 


Asn 
175 


Phe 


Leu 


Thr 


Gin 


Phe 
180 


Pro 


Met 


Asp 


Leu 


Tyr 
185 


Val 


Gly 


Arg 


Phe 


Lys 
190 


Leu 


Ala 


Glu 


Leu 


Met 
195 


Phe 


Leu 


Asp 


Val 


Ser 
.200 


Tyr 


Asn 


Arg 


He 


Pro 
205 


Ser 


Met 


Pro 


Met 


His 
210 


His, 


lie 


Asn 


Leu 


Val 
215 


Pro 


Gly 


Lys 


Gin 


Leu 
220 


Arg 


Gly 


He 


Tyr 


Leu 


His 


Glv 


Asn 


Pro 


Phe 


Val 


Cys 


ASD 


Cvs 


Ser 


Leu 


Val 


Ser 


Leu 


Leu 


225 










230 










235 










240 


Val 


Phe 


Trp 


Tyr Arg 


Arg 


His 


Phe 


Ser 


Ser 


Val 


Met 


Asp 


Phe 


Lys 


Asn 










245 










250 










255 




Asp 


Tyr 


Thr 


Cys Arg 


Leu 


Trp 


Ser 


Asp 


Ser 


Arg 


His 


Ser 


Arg 


Gin 


Val 








260 










265 










270 






Leu 


Leu 


Leu 


Gin Asp 


Ser 


Phe 


Met 


Asn 


Cys 


Ser 


Asp 


Ser 


lie 


He 


Asn 






275 










280 










285 








Gly 


Ser 


Phe 


Arg Ala 


Leu 


Gly Phe 


lie 


His 


Glu 


Ala 


Gin 


Val 


Gly 


Glu 




290 










295 










300 










Arg 


Leu 


Met 


Val 


His 


Cys 


Asp 


Ser 


Lys 


Thr 


Gly 


Asn 


Ala 


Asn 


Thr 


Asp 


305 










310 










315 










320 


Phe 


lie 


Trp 


Val Gly 


Pro 


Asp 


Asn 


Arg 


Leu 


Leu 


Glu 


Pro 


Asp 


Lys 


Glu 










325 










330 










335 




Met 


Glu 


Asn 


Phe 
340 


Tyr 


Val 


Phe 


His 


Asn 
345 


Gly 


Ser 


Leu 


Val 


He 
350 


Glu 


Ser 


Pro 


Arg 


Phe 


Glu Asp 


Ala 


Gly Val 


Tyr 


Ser 


Cys 


He 


Ala 


Met 


Asn 


Lys 






355 










360 










365 








Gin 


Arg 
370 


Leu 


Leu 


Asn 


Glu 


Thr 
375 


Val 


Asp 


Val 


Thr 


He 
380 


Asn 


Val 


Ser 


Asn 


Phe 


Thr 


Val 


Ser Arg 


Ser 


His 


Ala 


His 


Glu 


Ala 


Phe 


Asn 


Thr 


Ala 


Phe 


385 










390 










395 










400 


Thr 


Thr 


Leu 


Ala 


Ala 


Cys 


Val 


Ala 


Ser 


He 


Val 


Leu 


Val 


Leu 


Leu 


Tyr 
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*± U -3 








410 










415 




Lieu IyX 


Leu 


TVit- 

xxir 
420 


Pro 


Cys 


JtrX w 


425 


uys 


Lys 


Thr 


Lys 


430 


Gin 


Lys 


Asn Met 


Leu 
435 


Tin e* 




Ser 


noil hi ct 

440 




OCX 


Ser 


Tie 
xxc 


Leu 
445 


Ser 


Pro 


Gly 


Pro Ala. 


Car 

oer 


Asp 


iilct 


oex 




Glu 


Arg 


Lys 


Ala 


Glv 


Ala 


Glv 


Lys 


450 










455 








460 










AXy val 


Val 




Leu 


UlU 


IT X U XJCU. 


Lys 


Asp 


Thr 


Ala 


Ala 


Glv 


Gin 


Asn 


465 








470 








475 










480 


Gly Lys 


Val 


Arg 


Leu 
485 


Phe 


Pro Ser 


Glu 


Ala 
490 


Val 


He 


Ala 


Glu 


Gly 
495 


lie 


Leu Lys 


Ser 


Thr 
500 


Arg 


Gly 


Lys Ser 


Asp 
505 


Ser 


Asp 


Ser 


Val 


Asn 
510 


Ser 


Val 


Phe Ser 


Asp 
515 


Thr 


Pro 


Phe 


Val Ala 
520 


Ser 


Thr 
522 















<210> 1155 
<211> 642 
<212>Amino acid 
<213> Homo sapiens 



<400> 1155 



Ala 


Ser 


Asp 


Pxie 


xie 


Arg 


Ser 


Leu 


Asp 


flxS 


Cys 




Tyr 


Leu 


Ser 


Leu 


1 








5 










10 










XD 




Glu Gly 


Voi 




Ser 


nxo 


Lys 


Phe 


Asp 


Phe 


Glu 


Leu 


Gin 


Asp 


Val 


Ser 








20 










25 










30 






Ser 


Val 


Asn 
35 


Glu 


Asp 


Val 


Leu 


Leu 
40 


Thr 


Thr 


Gly 


Leu 


Leu 
45 


Cys 


Lys 


Tyr 


Thr 


Ala 


Gin 


Arg 


Phe 


Lys 


Pro Lys 


Tyr 


Lys 


Phe 


Phe 


His 


Lys 


Ser 


Phe 




50 










55 










60 










Gin 


Glu 


Tyr 


Thr 


Ala 


Gly 


Arg Arg 


Leu 


Ser 


Ser 


Leu 


Leu 


Thr 


Ser 


His 


65 










70 










75 










80 


Glu 


Pro 


Glu 


Glu 


Val 
85 


Thr 


Lys 


Gly 


Asn 


Gly 
90 


Tyr 


Leu 


Gin 


Lys 


Met 
95 


Val 


Ser 


He 


Ser 


Asp 
100 


He 


Thr 


Ser 


Thr 


Tyr 
105 


Ser 


Ser 


Leu 


Leu 


Arg 
110 


Tyr 


Thr 


Cys Gly 


Ser 


Ser 


Val 


Glu 


Ala 


Thr 


Arg 


Ala 


Val 


Met 


Lys 


His 


Leu 


Ala 






115 










120 










125 








Ala 


Val 
130 


Tyr 


Gin 


His 


Gly 


Cys 
135 


Leu 


Leu 


Gly 


Leu 


Ser 
140 


He 


Ala 


Lys 


Arg 


Pro 


Leu 


Trp 


Arg 


Gin 


Glu 


Ser 


Leu 


Gin 


Ser 


Val 


Lys 


Asn 


Thr 


Thr 


Glu 


145 










150 










155 










160 


Gin 


Glu 


He 


Leu 


Lys 
165 


Ala 


He 


Asn 


He 


Asn 
170 


Ser 


Phe 


Val 


Glu 


Cys 
175 


Gly 


He 


His 


Leu 


Tyr 
180 


Gin 


Glu 


Ser 


Thr 


Ser 
185 


Lys 


Ser 


Ala 


Leu 


Ser 
190 


Gin 


Glu 


Phe 


Glu 


Ala 


Phe 


Phe 


Gin 


Gly Lys 


Ser 


Leu 


Tyr 


He 


Asn 


Ser 


Gly 


Asn 






195 










200 










205 








lie 


Pro 
210 


Asp 


Tyr 


Leu 


Phe 


Asp 
215 


Phe 


Phe 


Glu 


His 


Leu 
220 


Pro 


Asn 


Cys 


Ala 


Ser Ala 


Leu 


Asp 


Phe 


He 


Lys 


Leu 


Gly 


Phe 


Tyr 


Gly 


Gly 


Ala 


Met 


Ala 


225 










230 










235 










240 


Ser Trp 


Glu 


Lys 


Ala 


Ala 


Glu Asp 


Thr 


Gly 


Gly 


He 


His 


Met 


Glu 


Glu 










245 










250 










255 




Ala 


Pro 


Glu 


Thr 
260 


Tyr 


He 


Pro 


Ser 


Arg 
265 


Ala 


Val 


Ser 


Leu 


Phe 
270 


Phe 


Asn 


Trp Lys 


Gin 


Glu 


Phe 


Arg 


Thr 


Leu 


Glu 


Val 


Thr 


Leu 


Arg 


Asp 


Phe 


Ser 






275 










280 










285 








Lys 


Leu 


Asn 


Lys 


Gin 


Asp 


He 


Arg 


Tyr 


Leu 


Gly 


Lys 


He 


Phe 


Ser 


Ser 
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OQC 










300 








AJ.a 


Thr 


Ser 


Leu Arg 


.Lieu ljxii 


He 


Lys 


Arg 


Cys 


Ala 


Gly Val Ala Gly 












310 








315 








320 


Ser 


T a** 

Leu 


Ser 


Leu 


Val 


Leu Ser 


Thr 


Cys 


Lys 


Asn 


He 


Tyr 


Ser 


Leu Met 










325 








330 










335 


val 




Ala 


Ser 


Pro 


Leu Thr 


He Glu Asp 


Glu Arg 


His 


He 


Thr Ser 








340 








345 










350 




val 


Thr 


Asn 


Leu 


Lys 


Thr Leu 


Ser 


He 


His 


Asp 


Leu 


Gin Asn Gin Arg 






355 








360 










365 






Leu 


Pro 


Gly Gly Leu 


Thr Asp Ser Leu Gly 


ft en 
noil 


Leu 


Lys 


Asn 


Leu Thr 




o / U 








375 










380 








Lys 


Leu 


lie 


Met 


Asp 


Asn He Lys Met Asn 


Glu 


Glu 


Asp Ala 


He Lys 


385 










390 








395 








400 


Leu 


Ala 


Glu Gly Leu 


Lys Asn Leu Lys 


Lys 


Met 


Cys 


Leu 


Phe 


His Leu 










405 








410 










415 


Thr 


His 


Leu 


Ser Asp 


He Gly Glu Gly Met 


Asp 


Tyr 


He 


Val 


Lys Ser 








420 








425 










430 




Leu 


Ser 


Ser 


Glu 


Pro 


Cys Asp 


Leu 


Glu 


Glu 


He 


Gin 


Leu 


Val 


Ser Cys 






435 








440 










445 






Cy3 


Leu 


Ser 


Ala 


Asn 


Ala Val 


Lys 


He 


Leu 


Ala 


Gin 


Asn 


Leu 


His Asn 


450 








455 










460 








Leu 


Val 


Lys 


Leu 


Ser 


He Leu Asp 


Leu 


Ser 


Glu 


Asn 


Tyr 


Leu Glu Lys 


465 










470 . 








475 








480 


Asp Gly 


Asn 


Glu 


Ala 


Leu His 


Glu 


Leu 


He 


Asp Arg 


Met 


Asn 


Val Leu 










485 








490 










495 


Glu 


Gin 


Leu 


Thr 


Ala 


Leu Met 


Leu 


Pro 


Trp 


Gly Cys 


Asp Val 


Gin Gly 








500 








505 










510 




Ser 


Leu 


Ser 


Ser 


Leu 


Leu Lys 


His 


Leu 


Glu 


Glu 


Val 


Pro 


Gin 


Leu Val 






515 








520 










525 






Lys 


Leu 


Gly Leu Lys 


Asn Trp 


Arg 


Leu 


Thr 


Asp 


Thr 


Glu 


He 


Arg He 




530 








535 










540 








Leu Gly 


Ala 


Phe 


Phe 


Gly Lys 


Asn 


Pro 


Leu 


Lys 


Asn 


Phe 


Gin 


Gin Leu 


545 










550 








555 








560 


Asn 


Leu 


Ala Gly Asn 


Arg Val 


Ser 


Ser Asp 


Gly Trp 


Leu 


Ala 


Phe Met 










565 








570 










575 


Gly Val 


Phe 


Glu Asn 


Leu Lys 


Gin 


Leu 


Val 


Phe 


Phe 


Asp 


Phe 


Ser Thr 








580 








585 










590 




Lys 


Glu 


Phe 


Leu 


Pro 


Asp Pro 


Ala 


Leu Val 


Arg 


Lys 


Leu 


Ser 


Gin Val 






595 








600 










605 






Leu 


Ser 


Lys 


Leu 


Thr 


Phe Leu 


Gin 


Glu 


Ala 


Arg Leu 


Val 


Gly Trp Gin 




610 








615 










620 








Phe Asp 


Asp Asp Asp 


Leu Ser 


Val 


He 


Thr 


Gly Ala 


Phe 


Lys 


Leu Val 


625 










630 








635 








640 



Thr Ala 
642 



<210> 1156 
<211> 125 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (125) 

<223> X = any amino acid or stop code 



<400> 1156 

Ala Ser Asp Arg Lys Val Ala Met Thr Cys Asp Cys Phe Trp Phe Arg 
15 10 15 
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JL 11X 1*IC L. 


Leu 


Asp 


Gin 


TTis Ala Ser 


Pvs 






20 






25 




m n 


Ala 


Gly 


filv Tit*u Val 


Met 










40 








ys 


V ctx 


TiRii dl n A^T) 

■LJdJl V3JLXJI ^iQJU/ 


Asp 










55 




i-iX y flic 


Leu 


Gin 


Leu 


T.can Pvq Gill 


Glv 


65 








70 




Pro Gly 


Thr 


Ser 


Asp 


Asp Thr Lys 


Ala 








85 






Xaa Xaa 


Gin 


Glu 


Pro 


Val Ser Ser 


Asn 






100 






105 


Gin He 


He 


Leu 


Glu 


His Gly Ser 


Ala 




115 






120 





PCT/US00/35017 

Met Glu Val Gly Thr Glu Arg 
30 

Phe Asp Pro Ser Gly Phe Pro 
45 

Glu Phe Thr Cys Asp Leu Phe 
60 

His Asn Ser Gly Leu Xaa Val 
75 80 
Xaa He Met Phe Ser Ser Gin 

90 95 
Tyr Ala Ser Phe Xaa Arg Gin 
110 

Leu Gly Ser Gly 
125 



<210> 1157 
<211> 91 
<2l2>Amino acid 
<213> Homo sapiens 

<220> 

<<22l> misc^f eature 
<222> (1) .7. (91) 

<223> X = any amino acid or stop code 



<400> 1157 






Glu He Thr His 


He 


Val Gly Glu 


1 


5 




Leu Arg Leu Arg 


Arg 


Gly Gly Lys 


20 






Leu Ala Ser Val 


He 


Pro Val Asp 


35 




40 


Thr His He Val 


Gly 


Glu Thr Ala 


;50 




55 


lieu Arg Arg Gly 


Gly 


Lys Asp Gly 


65 * 




70 


Ser Val He Pro 


Val 
85 


Asp Arg Arg 



Thr 


Ala 


Ala Phe Leu Cys Pro Arg 




10 


15 


Asp 


Gly 


Ser Pro Lys Pro Gly Phe 


25 




30 


Arg 


Arg 


Pro Gly Glu Xaa Asp He 






45 


Ala 


Phe 


Leu Cys Pro Arg Leu Arg 






60 


Ser 


Pro 


Lys Pro Gly Phe Leu Ala 






75 ** 80 


Pro 


Gly 


Glu 




90 


91 



<210> 1158 
<211> 254 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<22l> misc_feature 
<222> (1) . . . (254) 

<223> X = any amino acid or stop code 



<400> 1158 

Ser Lys Phe He Phe Tyr Val Asp Ser Gin Ser Met He Phe Phe Phe 

15 10 15 

Gin Thr Pro Thr Arg His Lys Val Leu He Met Glu Phe Cys Pro Cys 
20 25 30 
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Gly Ser 


Leu 


Tyr 


Thr 


Val 


Leu Glu Glu Pro 


Ser 


Asn 


Ala 


Tyr Gly Leu 




35 








40 






45 




Pro Glu 


Ser 


Glu 


Phe 


Leu 


He Val Leu Arg 


Asp 


Val 


Val 


Gly Gly Met 


50 










55 




60 






Asn His 


Leu 


Arg 


Glu 


Asn 


Gly He Val His 


Arg 


Asp 


He 


Lys Pro Gly 


65 








70 




75 






80 


Asn lie 


Met 


Arg 


Val 


lie 


Gly Glu Asp Gly 


Gin 


Ser 


Val 


Tyr Lys Leu 








85 




90 








95 


Thr Asp 


Phe 


Gly 


Ala 


Ala 


Arg Glu Leu Glu 


Asp 


Asp 


Glu 


Gin Phe Val 






100 






105 








110 


Ser Leu 


Tyr 


Gly 


Thr 


Glu 


Glu Tyr Leu His 


Pro 


Asp 


Met 


Tyr Glu Arg 




115 








120 






125 




Ala Val 


Leu 


Arg 


Lys 


Asp 


His Gin Lys Lys 


Tyr 


Gly 


Ala 


Thr Val Asp 


130 










135 




140 






Leu Trp 


Ser 


He 


Gly 


Val 


Thr Phe Tyr Gin 


Gly 


Lys 


Pro 


Thr Gly Ser 


145 








150 




155 






160 


Leu Ala 


He 


Xaa 


His 


Pro 


Phe Glu Gly Ala 


Ser 


Val 


Arq 


Asn Lys Ala 








165 




170 








175 


Ser Asp 


Gly 


He 


Lys 


He 


He Thr Gly Lys 


Gly 


Leu 


Leu 


Gly Ala lie 






180 






185 








190 


Ser Gly 


Val 


Gin 


Lvs 


Ser 


Lys Lys Asn Gly 


Pro 


He 


Asp 


Trp Glu Trp 




195 








200 






205 




Glu Asp 


Met 


Pro 


Val 


. Ser 


Cys Ser Pro Ser 


Ser 


Gly 


Val 


Leu Arg Val 


210 










215 




220 






Pro Asn 


Leu 


Pro 


Pro 


Val 


Leu Ala Asn He 


Leu 


Glu 


Ser 


Arg Ser Arg 


225 








230 




235 






240 


Lys Lys 


Cys 


Trp 


Gly 


Phe 


Xaa Pro Ser Phe 


Leu 


Gin 


Glu 


Asn 








245 




250 








254 



<210> 1159 
<211> 162 
<212>Amino acid 
<213> Homo sapiens 



<400> 1159 


















Gly Ser 


Thr 


He 


Ser 


Cys 


Glu Arg Ser Leu 


Arg 


Ser 


Leu 


Trp Thr Ala 


1 






5 




10 










15 


His Trp 


Ala 


Leu 


Pro 


Glu 


Met Asp Ser Arg 


He 


Pro 


Tyr 


Asp Asp Tyr 






20 






25 








30 




Pro Val 


Val 


Phe 


Leu 


Pro 


Ala Tyr Glu Asn 


Pro 


Pro 


Ala 


Trp 


lie Pro 




35 








40 






45 






Pro His 


Glu 


Arg 


Val 


His 


His Pro Asp Tyr 


Asn 


Asn 


Glu 


Leu 


Thr Gin 


50 










55 




60 








Phe Leu 


Pro 


Arg 


Thr 


He 


Thr Leu Lys Lys 


Pro 


Pro 


Gly 


Ala 


Gin Leu 


65 








70 




75 








80 


Gly Phe 


Asn 


He 


Arg 


Gly 


Gly Lys Ala Ser 


Gin 


Leu 


Gly 


He 


Phe He 








85 




90 










95 


Ser Lys 


Val 


He 


Pro 


Asp 


Ser Asp Ala His 


Arg 


Ala 


Gly 


Leu 


Gin Glu 






100 






105 








110, 




Gly Asp 


Gin 


Val 


Leu 


Ala 


Val Asn Asp Val 


Asp 


Phe 


Gin 


Asp 


He Glu 




115 








120 






125 






His Ser 


Lys 


Ala 


Val 


Glu 


He Leu Lys Thr 


Ala 


Arg 


Glu 


He 


Ser Met 


130 










135 




140 








Arg Val 


Arg 


Phe 


Phe 


Pro 


Tyr Asn Tyr His 


Arg 


Gin 


Lys 


Glu Arg Thr 


145 








150 




155 








160 



Val His 
162 
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<210> 1160 

<211> 295 

< 2 12 > Amino acid 

<213> Homo sapiens 



<400> 1160 



His 


Glu 


Gin 


Val 


Ser 


Ala 


Leu 


His 


2i VfT 

«xy 


Aiy 


He 


Lys 


Ala 


lie 


V Cll 


Cll ii 

VJl LL 


1 








5 










10 










15 




vet J. 


ai a 


MlcL 


l*lc I* 


Cys 


ui y 


Va 1 
val 


Asn 


Tl & 

lie 


lie 


cys 


Jet lie 


ro — 




Til a 
Ala 


Trp 








20 










25 










^ o 






Ttir 


Mah 


Pro 




a 

nXa 


It lie 


v«.y si 


Thr 


Arg 


Ul UL 


Lys 


Leu 


Pro 


Trp 


inr 


Pin 
UlU 






*? 5 










40 


















DVio 

IT lie 


nla 


urXU 


Ser 


Ala 


rn ii 

UllL 


Asp 




Pro 


1111 


1 111 


Arg 


rue 


Cys 


urxn 


Lys 




5n 




















D U 










Leu 


ax a 


Lys 


Asn 


Tj-i a 
XlXS 


Asp 




Vttl 


vax 


vax 


Ser 


Pro 


xxe 


Leu 


vjXU 


Arg 


65 










70 




















on 
o u 


Asp 


Ser 


r*~\ ii 
vjJL U 


TJ-J — 

rlXS 


oxy 


Asp 


vax 


Leu 


Trp 


Asn 


mr 


Til =a 

ax a 


17-1 

vax 


IT- 1 

vax 


Tl A 

xxe 


Ser 




















90 










Q5 




Asn 


Ser 




m a 

iUa 


vax 


Leu 


iaxy 


Lys 


inr 


Arg 


Lys 


Asn 


£1X5 


xxe 


Pro 


Arg 








TOO 
x vj u 










1 UJ 










inn 

11U 






W=al 

vax 


oxy 


Asp 


Jrne 


Asn 


ran ii 


Ser 


inr 


Tyr 


Tyr 


wee 


LiXU 


/"»1 i» 

vaXy 


Asn 


T ah 

Leu 


Gxy 






lit; 










TOO 


















HIS 


Pro 


vax 


File 


win 


Txir 


m n 


file 


Pi ir 

\axy 


Arg 


xxe 


ax a 


vax 


Asn 


Tl — 

ixe 


Cys 














J.J D 




















Tyr 


uxy 


Arg 


TJ-J — 

xlXS 


rilS 


Pro 


Leu 


Asn 


Trp 


Leu 


Met 


Tyr 


Ser 


Tl a 

xxe 


Asn 


Gly 


11 J 










1 50 

JL3U 










i 55 

133 










IDU 


Ala 


Glu 


lie 


He 


Phe 


Asn 


Pro 


Ser 


Ala 


Thr 


He 


Gly 


Ala 


Leu 


Ser 


Glu 










165 










170 










175 




Ser 


Leu 


Trp 


Pro 


He 


Glu 


Ala 


Arg 


Asn 


Ala 


Ala 


He 


Ala 


Asn 


His 


Cys 








180 










185 










190 






Phe 


Thr 


Cys 


Ala 


He 


Asn 


Arg 


Val 


Gly 


Thr 


Glu 


His 


Phe 


Pro 


Asn 


Glu 






195 










200 










205 








Phe 


Thr 


Ser 


Gly 


Asp 


Gly 


Lys 


Lys 


Ala 


His 


Gin 


Asp 


Phe 


Gly 


Tyr 


Phe 




210 










215 










220 










Tyr 


Gly 


Ser 


Ser 


Tyr 


Val 


Ala 


Ala 


Pro 


Asp 


Ser 


Ser 


Arg 


Thr 


Pro 


Gly 


225 










230 










235 










240 


Leu 


Ser 


Arg 


Ser 


Arg 


Asp 


Gly 


Leu 


Leu 


Val 


Ala 


Lys 


Leu 


Asp 


Leu 


Asn 










245 










250 










255 




Leu 


Cys 


Gin 


Gin 


Val 


Asn 


Asp 


Val 


Trp 


Asn 


Phe 


Lys 


Met 


Thr 


Gly 


Arg 








260 










265 










270 






Tyr 


Glu 


Met 


Tyr 


Ala 


Arg 


Glu 


Leu 


Ala 


Glu 


Ala 


Val 


Lys 


Ser 


Asn 


Tyr 






275 










280 










285 








Ser 


Pro 


Thr 


lie 


Val 


Lys 


Glu 





















290 295 



<210> 1161 
<211> 1621 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1) . . . (1621) 

<223> X = any amino acid or stop code 
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<400> 1161 

Met Ala Lys Ser Gly Gly Cys Gly Ala Gly Ala Gly Val Gly Gly Gly 

15 10 15 

Asn Gly Ala Leu Thr Trp Val Asn Asn Ala Ala Lys Lys Glu Glu Ser 

20 25 30 

Glu Thr Ala Asn Lys Asn Asp Ser Ser Lys Lys Leu Ser Val Glu Arg 

35 40 45 

Val Tyr Gin Lys Lys Thr Gin Leu Glu His lie Leu Leu Arg Pro Asp 

50 55 60 

Thr Tyr He Gly Ser Val Glu Pro Leu Thr Gin Phe Met Trp Val Tyr 
65 70 75 80 

Asp Glu Asp Val Gly Met Asn Cys Arg Glu Val Thr Phe Val Pro Gly 

85 90 95 

Leu Tyr Lys He Phe Asp Glu He Leu Val Asn Ala Ala Asp Asn Lys 

100 105 HO 

Gin Arg Asp Lys Asn Met Thr Cys He Lys Val Ser He Asp Pro Glu 

115 120 125 

Ser Asn He He Ser He Trp Asn Asn Gly Lys Gly He Pro Val Val 

130 135 140 

Glu His Lys Val Glu Lys Val Tyr Val Pro Ala Leu He Phe Gly Gin 
145 150 155 160 

Leu Leu Thr Ser Ser Asn Tyr Asp Asp Asp Glu Lys Lys Val Thr Gly 

165 170 175 

Gly Arg Asn Gly Tyr Gly Ala Lys Leu Cys Asn He Phe Ser Thr Lys 

180 185 190 

Phe Thr Val Glu Thr Ala Cys Lys Glu Tyr Lys His Ser Phe Lys Gin 

195 200 205 

Thr Trp Met Asn Asn Met Met Lys Thr Ser Glu Ala Lys He Lys His 

210 215 220 

Phe Asp Gly Glu Asp Tyr Thr Cys He Thr Phe Gin Pro Asp Leu Ser 
225 230 235 240 

Lys Phe Lys Met Glu Lys Leu Asp Lys Asp He Val Ala Leu Met Thr 

245 250 255 

Arg Arg Ala Tyr Asp Leu Ala Gly Ser Cys Arg Gly Val Lys Val Met 

260 265 270 

Phe Asn Gly Lys Lys Leu Pro Val Asn Gly Phe Arg Ser Tyr Val Asp 

275 280 285 

Leu Tyr Val Lys Asp Lys Leu Asp Glu Thr Gly Val Ala Leu Lys Val 

290 ; 295 300 

He His ,Glu Leu Ala Asn Glu Arg Trp Asp Val Cys Leu Thr Leu Ser 
305 310 315 320 

Glu Lys Gly Phe Gin Gin He Ser Phe Val Asn Ser He Ala Thr Thr 

325 330 335 

Lys Gly Gly Arg His Val Asp Tyr Val Val Asp Gin Val Val Gly Lys 

340 345 350 

Leu He Glu Val Val Lys Lys Lys Asn Lys Ala Gly Val Ser Val Lys 

355 360 365 

Pro Phe Gin Val Lys Asn His He Trp Val Phe He Asn Cys Leu He 

370 375 380 

Glu Asn Pro Thr Phe Asp Ser Gin Thr Lys Glu Asn Met Thr Leu Gin 
385 390 395 400 

Pro Lys Ser Phe Gly Ser Lys Cys Gin Leu Ser Glu Lys Phe Phe Lys 

405 410 415 

Ala Ala Ser Asn Cys Gly He Val Glu Ser He Leu Asn Trp Val Lys 

420 425 430 

Phe Lys Ala Gin Thr Gin Leu Asn Lys Lys Cys Ser Ser Val Lys Tyr 

435 440 445 

Ser Lys He Lys Gly He Pro Lys Leu Asp Asp Ala Asn Asp Ala Gly 

450 455 460 

Gly Lys His Ser Leu Glu Cys Thr Leu He Leu Thr Glu Gly Asp Ser 
465 470 475 480 

Ala Lys Ser Leu Ala Val Ser Gly Leu Gly Val He Gly Arg Asp Arg 

485 490 495 

Tyr Gly Val Phe Pro Leu Arg Gly Lys He Leu Asn Val Arg Glu Ala 
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500 



Ser His 


Lys 


Gin 


He Met 


Glu Asn 




515 






520 


He Val 


Gly 


Leu 


Gin Tyr 


Lys Lys 


530 








535 


Lys Thr 


Leu 


Arg 


Tyr Gly 


Lys He 


545 






550 




Asp Gly 


Ser 


His 


He Lys 


Gly Leu 








565 




Trp Pro 


Ser 


Leu 


Leu Lys 


His Gly 






580 






He Val 


Lys 


Ala 


Ser Lys 


Asn Lys 




595 






600 


Pro Glu 


Phe 


Asp 


Glu Trp 


Lys Lys 


610 








615 


Lys He 


Lys 


Tyr 


Tyr Lys 


Gly Leu 


625 






630 




Lys Glu 


Tyr 


Phe 


Ala Asp 


Met Glu 








645 




Ala Gly 


Pro 


Glu 


Asp Asp 


Ala Ala 






660 






Lys He 


Asp 


Asp 


Arg Lys 


Glu Trp 




675 






680. 


Arg Gin 


Arg 


Arg 


Leu His 


Gly Leu 


690 








695 


Ala Thr 


Lys 


His 


Leu Thr 


Tyr Asn 


705 






710 




Leu Phe 


Ser 


Asn 


Ser Asp 


Asn Glu 








725 




Gly Phe 


Lys 


Pro 


Gly Gin 


Arg Lys 






740 






Asn Asp 


Lys 


Arg 


Glu Val 


Lys Val 




755 






760 


Glu Met 


Ser 


Ala 


Tyr His 


His Gly 


770 








775 


Val Asn 


Leu 


Ala 


Gin Asn 


Phe Val 


785 






790 




Gin Pro 


He 


Gly 


Gin Phe 


Gly Thr 








805 




Ala Ser 


Pro 


Arg 


Tyr He 


Phe Thr 






820 






Leu Phe 


Pro 


Ala 


Val Asp 


Asp Asn 




835 






840 


Asn Gin 


Arg 


Val 


Glu Pro 


Glu Trp 


850 








855 


Leu He 


Asn 


Gly 


Ala Glu 


Gly He 


865 






870 




Pro Asn 


Tyr 


Asp 


Ala Arg 


Glu He 








885 




Asp Gly 


Leu 


Asp 


Pro His 


Pro Met 






900 






Gly Thr 


He 


Gin 


Glu Leu 


Gly Gin 




915 


i 




920 


He Phe 


Val 


Val 


Asp Arg 


Asn Thr 


930 








935 


Arg Thr 


Trp 


Thr 


Gin Val 


Tyr Lys 


945 






950 




Asn Gly 


Thr 


Asp 


Lys Thr 


Pro Ala 








965 




His Thr 


Asp 


Thr 


Thr Val 


Lys Phe 






980 






Leu Ala 


Gin 


Ala 


Glu Ala 


Ala Gly 




995 






1000 


Thr Thr 


Leu 


Thr 


Cys Asn 


Ser Met 



505 








510 




Ala 


Glu 


He 


Asn 


Asn He He 


Lys 










525 




Ser Tyr 


Asp 


Asp Ala Gin Ser 


Leu 








540 






Met 


He 


Met 


Thr Asp Gin Asp 


Gin 






555 






560 


Leu 


He 


Asn 


Phe 


He His His 


Asn 




570 






575 




Phe 


Leu 


Glu 


Glu 


Phe He Thr 


Pro 


585 








590 




Gin 


Glu 


Leu 


Ser 


Phe Tyr Ser 


He 










605 




His 


He 


Glu 


Asn Gin Lys Ala 


Trp 








620 






Gly Thr 


Ser 


Thr 


Ala Lys Glu 


Ala 






635 






640 


Arg His 


Arg 


He 


Leu Phe Arg 


Tyr 




650 






655 




He 


Thr 


Leu 


Ala 


Phe Ser Lys 


Lys 


665 








670 




Leu 


Thr 


Asn 


Phe Met Glu Asp 


Arg 










685 




Pro 


Glu 


Gin 


Phe Leu Tyr Gly 


Thr 








700 






Asp 


Phe 


He 


Asn Lys Glu Leu 


He 






715 






720 


Arg Ser 


He 


Pro 


Ser Leu Val 


Asp 




730 






735 




Val 


Leu 


Phe 


Thr 


Cys Phe Lys 


Arg 


745 








750 




Ala 


Gin 


Leu 


Ala Gly Ser Val 


Ala 










765 




Glu 


Gin 


Ala 


Leu 


Met Met Thr 


He 








780 






Gly Ser 


Asn 


Asn 


He Asn Leu 


Leu 






795 






800 


Arg Leu 


His 


Gly Gly Lys Asp 


Ala 




810 






815 




Met 


Leu 


Ser 


Thr Leu Ala Arg 


Leu 


825 








830 




Leu 


Leu 


Lys 


Phe 


Leu Tyr Asp 


Asp 










845 




Tyr 


He 


Pro 


He 


He Pro Met 


Val 








860 






Gly Thr 


Gly 


Trp 


Ala Cys Lys 


Leu 






875 






880 


Val 


Asn 


Asn 


Val 


Arg Arg Met 


Leu 




890 






895 




Leu 


Pro 


Asn 


Tyr 


Lys Asn Phe 


Lys 


905 








910 




Asn 


Gin 


Tyr 


Ala 


Val Ser Gly 


Glu 










925 




Val 


Glu 


He 


Thr 


Glu Leu Pro 


Val 








940 






Glu 


Gin 


Val 


Leu 


Glu Pro Met 


Leu 






955 






960 


Leu 


He 


Ser 


Asp 


Tyr Lys Glu 


Tyr 




970 






975 




Val 


Val 


Lys 


Met 


Thr Glu Glu 


Lys 


985 








990 




Leu 


His 


Lys 


Val 


Phe Lys Leu 


Gin 








1005 




Val 


Leu 


Phe 


Asp His Met Gly 


Cys 
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1010 1015 1020 

Leu Lys Lys Tyr Glu Thr Val Gin Asp lie Leu Lys Glu Phe Phe Asp 
1025 1030 1035 1040 

Leu Arg Leu Ser Tyr Tyr Gly Leu Arg Lys Glu Trp Leu Val Gly Met 

1045 1050 1055 

Leu Gly Ala Glu Phe Thr Lys Leu Asn Asn Gin Ala Arg Phe lie Leu ' 

1060 1065 1070 

Glu Lys lie Gin Gly Lys lie Thr lie Xaa Asn Arg Ser Lys Lys Asp 

1075 1080 1085 

Leu lie Gin Met Leu Val Gin Arg Gly Tyr Glu Ser Asp Pro Val Lys 

- 1090 1095 1100 

Ala Trp Lys Glu Ala Gin Glu Lys Ala Ala Glu Glu Asp Glu Thr Gin 
1105 1110 1115 1120 

Asn Gin His Asp Asp Ser Ser Ser Asp Ser Gly Thr Pro Ser Gly Pro 

1125 1130 1135 

Asp Phe Asn Tyr He Leu Asn Met Ser Leu Trp Ser Leu Thr Lys Glu 

1140 1145 1150 

Lys Val Glu Glu Leu He Lys Gin Arg Asp Ala Lys Gly Arg Glu Val 

1155 1160 1165 

Asn Asp Leu Lys Arg Lys Ser Pro Ser Asp Leu Trp Lys Glu Asp Leu 

1170 1175 1180 

Ala Ala Phe Val Glu Glu Leu Asp Lys Val Glu Ser Gin Glu Arg Glu 
1185 1190 1195 1200 

Asp Val Leu Ala Gly Met Ser Gly Lys Ala He Lys Gly Lys Val Gly 

1205 1210 1215 

Lys Pro Lys Val Lys Lys Leu Gin Leu Glu Glu Thr Met Pro Ser Pro 

1220 1225 1230 

Tyr Gly Arg Arg He He Pro Glu He Thr Ala Met Lys Ala Asp Ala 

1235 1240 1245 

Ser Lys Lys Leu Leu Lys Lys Lys Lys Gly Asp Leu Asp Thr Ala Ala 

1250 ,1255 1260 

Val Lys Val Glu Phe Asp Glu Glu Phe Ser Gly Ala Pro Val Glu Gly 
1265 1270 1275 1280 

Ala Gly Glu Glu Ala Leu Thr Pro Ser Val Pro He Asn Lys Gly Pro 

1285 1290 1295 

Lys Pro Lys Arg Glu Lys Lys Glu Pro Gly Thr Arg Val Arg Lys Thr 

1300 1305 1310 

Pro Thr Ser Ser Gly Lys Pro Ser Ala Lys Lys Val Lys Lys Arg Asn 

, 1315 1320 . 1325 , 

Pro Trp Ser Asp Asp Glu Ser Lys Ser Glu Ser Asp Leu Glu Glu Thr 

- 1330 1335 1340 

Glu Pro Val Val He Pro Arg Asp Ser Leu Leu Arg Arg Ala Ala Ala 
1345 * 1350 1355 1360 

Glu Arg Pro Lys Tyr Thr Phe Asp Phe Ser Glu Glu Glu Asp Asp Asp- 

1365 1370 1375 

Ala Asp Asp Asp Asp Asp Asp Asn Asn Asp Leu Glu Glu Leu Lys Val 

1380 1385 1390 

Lys Ala Ser Pro He Thr Asn Asp Gly Glu Asp Glu Phe Val Pro Ser 

1395 1400 1405 

Asp Gly Leu Asp Lys Asp Glu Tyr Thr Phe Ser Pro Gly Lys Ser Lys 

1410 1415 1420 

Ala Thr Pro Glu Lys Ser Leu His Asp Lys Lys Ser Gin Asp Phe Gly 
1425 1430 1435 1440 

Asn Leu Phe Ser Phe Pro Ser Tyr Ser Gin Lys Ser Glu Asp Asp Ser 

1445 1450 1455 

Ala Lys Phe Asp Ser Asn Glu Glu Asp Ser Ala Ser Val Phe Ser Pro 

1460 1465 1470 

Ser Phe Gly Leu Lys Gin Thr Asp Lys Val Pro Ser Lys Thr Val Ala 

1475 1480 1485 

Ala Lys Lys Gly Lys Pro Ser Ser Asp Thr Val Pro Lys Pro Lys Arg 

1490 1495 1500 

Ala Pro Lys Gin Lys Lys Val Val Glu Ala Val Asn Ser Asp Ser Asp 
1505 1510 1515 1520 

Ser Glu Phe Gly He Pro Lys Lys Thr Thr Thr Pro Lys Gly Lys Gly 
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1525 1530 1535 

Arg Gly Ala Lys Lys Arg Lys Ala Ser Gly Ser Glu Asn Glu Gly Asp 

1540 1545 1550 

Tyr Asn Pro Gly Arg Lys Thr Ser Lys Thr Thr Ser Lys Lys Pro Lys 

1555 1560 1565 

Lys Thr Ser Phe Asp Gin Asp Ser Asp Val Asp lie Phe Pro Ser Asp 

1570 1575 1580 

Phe Pro Thr Glu Pro Pro Ser Leu Pro Arg Thr Gly Arg Ala Arg Lys 
1585 1590 1595 1600 

Glu Val Lys Tyr Phe Ala Glu Ser Asp Glu Glu Glu Asp Asp Val Asp 

1605 1610 1615 

Phe Ala Met Phe Asn 
16201621 



<210> 1162 
<211> 73 
"<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc__f eature 
<222> (1)...(73) 

<223> X = any amino acid or stop code 



<400> 1162 

Lys Gly Cys Leu Ala Ala Ser Phe Asn Cys He Phe Leu Tyr Thr Gly 

1 5 10 15 

Glu Leu Tyr Pro Thr Met He Arg Xaa Val Glu Ala Xaa Trp Glu Asn 

20 25 30 

Asp Ser Leu Phe Leu Gly Lys Asp He Leu Leu Cys Thr Gly Gin Thr 

35 40 45 

Pro Glu Leu Asn Gin Val His Pro Ser Pro Lys Ala Pro Pro Asn Thr 

50 , 55 60 

His His Cys Lys Ala His Ser Ser His 
65 70 73 



<210> 1163 
<211> 336 
<2l2>Amino acid 
<213> Homo sapiens 



<400> 1163 



Glu 


Asn 


Ser 


Phe 


Glu 


Cys 


Lys 


Asp 


Cys 


Gly 


Lys Ala Phe Ser Arg Gly 


1 








5 










10 


15 


Tyr 


Gin 


Leu 


Ser 


His 


His 


Gin 


Lys 


He 


His 


Thr Gly Glu Lys Pro Tyr 








20 










25 




30 


Glu 


Cys 


Lys 


Glu 


Cys 


Lys 


Lys 


Ala 


Phe 


Arg 


Trp Gly Asn Gin Leu Thr 






35 










40 






45 


Gin 


His 


Gin 


Lys 


He 


His 


Thr 


Gly 


Glu 


Lys 


Pro Tyr Glu Cys Lys Asp 




50 










55 








60 


Cys 


Gly 


Lys 


Ala 


Phe 


Arg 


Trp 


Gly 


Ser 


Ser 


Leu Val He His Lys Arg 


65 










70 










75 80 


He 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Glu 


Cys 


Lys Asp Cys Gly Lys Ala 



85 90 95 
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Phe Arg 


Arg 


Gly Asp 


Glu Leu Thr Gin 


His 


Gin Arg Phe His Thr Gly 






100 


105 




110 


Glu Lys 


Asp 


Tyr Glu 


Cys Lys Asp Cys 


Gly 


Lys Thr Phe Ser Arg Val 




115 




120 




125 


Tyr Lys 


Leu 


He Gin 


His Lys Arg He 


His 


Ser Gly Glu Lys Pro Tyr 


130 






135 




140 


Glu Cys 


Lys 


Asp Cys 


Gly Lys Ala Phe 


He 


Cys Gly Ser Ser Leu He 


145 






150 




155 160 


Gin His 


Lys 


Arg He 


His Thr Gly Glu 


Lys 


Pro Tyr Glu Cys Gin Glu 






165 




170 


175 


Cys Gly 


Lys 


Ala Phe 


Thr Arg Val Asn 


Tyr 


Leu Thr Gin His Gin Lys 






180 


185 




190 


lie His 


Thr 


Gly Glu 


Lys Pro His Glu 


Cys 


Lys Glu Cys Gly Lys Ala 




195 




200 




205 


Phe Arg 


Trp 


Gly Ser 


Ser Leu Val Lys 


His 


Glu Arg He His Thr Gly 


210 






215 




220 


Glu Lys 


Pro 


Tyr Lys 


Cys Thr Glu Cys 


Gly 


Lys Ala Phe Asn Cys Gly 


225 






230 




235 240 


Tyr His 


Leu 


Thr Gin 


His Glu Arg He 


His 


Thr Gly Glu Thr Pro Tyr 






245 




250 


255 


Lys Cys 


Lys 


Glu Cys 


Gly Lys Ala Phe 


He 


Tyr Gly Ser Ser Leu Val 






260 * 


265 




270 


Lys His 


Glu 


Arg He 


His Thr Gly Val 


Lys 


Pro Tyr Gly Cys Thr Glu 




275 




280 




285 


Cys Gly 


Lys 


Ser Phe 


Ser His Gly His 


Gin 


Leu Thr Gin His Gin Lys 


290 






295 




300 


Thr His 


Ser 


Gly Ala 


Lys Ser Tyr Glu 


Cys 


Lys Glu Cys Gly Lys Ala 


305 






310 




315 320 


Cys Asn 


His 


Leu Asn 


His Leu Arg Glu 


His 


Gin Arg He His Asn Ser 






325 




330 


335 336 



<210> 1164 
<211> 118 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (1)'..{118) 

<223> X = any amino acid or stop code 



<400> 1164 



His Gin 


Tyr 


Leu 


Asp 


Asp 


Leu 


Tyr 


Pro 


Leu 


His Val Met Thr He Leu 


1 






5 










10 


15 


Leu Lys 


Ser 


His 


Phe 


Phe 


Thr 


Met 


Leu 


Lys 


Arg Pro Val Gly Ser Ser 






20 










25 




30 


Ser Phe 


Ala 


Ser 


Leu 


Pro 


Phe 


Tyr 


His 


Gin 


Ser He Leu Leu Arg Lys 




35 










40 






45 


Asn Gin 


Met 


Lys 


Arg 


Lys 


Lys 


Thr 


Gin 


Gin 


Asp Leu Thr His He Asn 


50 










55 








60 


Trp Thr 


Leu 


Gin 


Ala 


Val 


Ser 


He 


Gin 


Thr 


Cys He Trp Leu Gin Lys 


65 








70 










75 80 


Lys Pro 


Ser 


Ser 


Tyr 


Phe 


His 


Gin 


Leu 


Pro 


Asn Gin Val Leu Xaa Pro 








85 










90 


95 


Glu Asn 


Ser 


Gly 


Pro 


Glu 


Ser 


Cys 


Leu 


Tyr 


Asp Leu Ala Ala Val Val 






100 










105 




110 


Val His 


His 


Gly 


Ser 


Gly 
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115 118 



<210> 1165 
<211> 146 
<212>Amino acid 
<213> Homo sapiens 



<220> 

<221> misc_£eature 
<222> (1) . . . (146) 

<223> X = any amino acid or stop code 



<400> 1165 

Xaa Leu Asp Pro Asp Thr Leu Pro Ala Val Ala Thr Leu Leu Met Asp 

15 10 15 

Val Met Phe Tyr Ser Asn Gly Val Lys Asp Pro Met Ala Thr Gly Asp 

20 25 30 

Asp Cys Gly His lie Arg Phe Phe Ser Phe Ser Leu lie Glu Gly Tyr 

35 40 45 

lie Ser Leu Val Met Asp Val Gin Thr Gin Gin Arg Phe Pro Ser Asn 

50 55 60 

Leu Leu Phe Thr Ser Ala Ser Gly Glu Leu Trp Lys Met Val Arg He 
65 70 75 80 

Gly Gly Gin Pro Leu Gly Phe Gly Pro Val Trp Glu Ser Gly Pro Thr 

85 90 95 

Gly Pro Thr Ser Pro Leu He Leu Pro Val Thr Pro Ser Ser Ser His 

100 105 110 

Arg Gin Ala Ala Ser Gin Val Thr Thr Thr Lys Gin Gly Gin Trp Leu 

115 120 125 

Cys Leu Lys Arg Pro Ser Ala Arg Ser Pro Asp His Thr Ala Cys Leu 

130 135 140 

Gly * 
145 



<210> 1166 
<211> 84 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (84) 

<223> X = any amino acid or stop code 



<400> 1166 

Glu Ala Pro Leu Thr Ser Val Cys Phe Ser Leu Glu Arg Arg Phe Gly 

15 10 15 

Ser Ser Ser Asn Thr Thr Ser Phe Gly Thr Leu Ala Ser Gin Asn Ala 

20 25 30 

Pro Thr Phe Gly Ser Leu Ser Gin Gin Thr Ser Gly Phe Gly Thr Gin 

35 40 45 

Ser Ser Gly Phe Ser Gly Phe Gly Ser Gly Thr Gly Gly Phe Ser Phe 

50 55 60 

Gly Ser Asn Asn Ser Xaa Val Ser Pro Phe Leu Ser Leu Thr Leu He 
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65 

Lys Ser lie Lys 
84 



70 



75 



80 



<210> 1167 
<211> 112 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) - . - (112) 

<223> X = any amino acid or stop code 



<400> 1167 














Glu Glu 


Pro 


Gin 


Gly 


Ser Pro 


He 


Trp 


Val 


Trp Leu Ala Gly Ser Leu 


1 






5 








10 


15 


Thr Ser 


Val 


Ser 


Cys 


Phe Leu 


Pro 


Phe 


Gin 


Arg Met Arg He Lys Pro 






20 








25 




30 


His Gin 


Gly 


Gin 


Tyr 


lie Gly 


Glu 


Met 


Ser 


Phe Leu Gin His His Lys 




35 








40 






45 


Gly Glu 


Cys 


Arg 


Pro 


Gin Lys 


Asp 


Xaa 


Ala 


Arg Gin Glu Asn Pro Cys 


50 








55 








60 


Gly Pro 


Cys 


Ser 


Glu 


Arg Arg 


L Y S 


His 


Leu 


Leu Gly Gin Asp Pro Lys 


65 








70 








75 80 


Thr Cys 


Lys 


Cys 


Ser 


Cys Lys 


Asn 


Thr 


Asp 


Ser Arg Cys Lys Ala Arg 






85 








90 


95 


Pro Leu 


Glu 


Leu 


Asn 


Glu Arg 


Thr 


Cys 


Arg 


Cys Asp Lys Pro Arg Arg 






100 








105 




110 112 



<210> 1168 
<211> 319 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (319) 

<223> X = any amino acid or stop code 



<400> 1168 












Thr Leu 


Trp 


Ala 


Gly 


Pro 


Gly Leu Cys 


Pro 


Gin Ser His Ser Ser Ser 


1 




5 






10 


15 


Ser Val 


Pro 


Ala 


Pro 


Trp 


Glu Pro His 


Val 


Glu Arg Ala Leu Arg Thr 






20 






25 




30 


Asp Arg 


Asn 


Gin 


Gly 


Gin 


Arg Pro Leu 


Leu 


Ser Ala Ser Trp Ala Pro 


35 








40 




45 


Ala Pro 


Ala 


Arg 


Pro 


Leu 


Phe Leu Thr 


Ser 


Pro Val Leu Leu Pro Lys 


50 










55 




60 


Ser Arg 


Ala 


He 


Pro 


Ala 


Ala Arg Asp 


Pro 


Ser Xaa Ala Gly He Phe 


65 








70 






75 80 


Cys Leu 


,Leu 


Glu 


Met 


Ala 


Gly Gly Gin 


Ala 


Ser Val Val He He Gly 
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85 




90 


95 




Ser 


Ala 


Glv 


Val 


Leu 


Gly Cys Arg Trp 


Gly Ser 


Ser Gly Lys Ser 


His 








100 




105 




110 




Ser 


Leu 


Ser 


Pro 


Ser 


Arg Lys Gly Asn 


Leu His 


Leu Leu Ser Gin 


Glu 






115 






120 




125 




Pro 


Gin 


Thr 


Thr 


Val 


Val His Asn Ala 


Thr Asp 


Gly He Lys Gly 


Ser 




130 








135 




140 




Thr 


Glu 


Ser 


Cvs 


Asn 


Thr Thr Thr Glu 


Asp Glu 


Asp Leu Lys Val 


Arq 


145 










150 


155 




160 


Lys 


Gin 


Glu 


lie 


lie 


Lys lie Thr Glu 


Gin Leu 


He Glu Ala He 


Asn 










165 




170 


175 




Asn 


Glv 


Asd 


Phe 


Glu 


Ala Tyr Thr Lys 


lie Cys 


Asp Pro Gly Leu 


Thr 








180 




185 




190 




Ser 


Phe 


Glu 


Pro 


Glu 


Ala Leu Gly Asn 


Leu Val 


Glu Gly Met Asp 


Phe 






195 






200 




205 




His 


Lys 


Phe 


Tvr 


Phe 


Glu Asn Arg Glu 


Trp Val 


Arg Ala Ala Asp 


He 




210 








215 




220 




Leu 


Leu 


Pro 


Ala 


Pro 


Leu Pro Leu Cys 


Leu Cys 


Leu Leu Leu Thr 


Phe 


225 










230 


235 




240 


Sex* 


Ser 


Gin 


Leu 


Pro 


Thr Phe Pro Leu 


Phe Asp 


Leu Arg Ala Ala 


.Leu 










245 




250 


255 




Leu 


Leu 


Cys 


Met 


Leu 


Val Pro Leu Cys 


Pro Asp 


Glv Cvs Arcr Gin 


Ala 








260 




265 




270 




Pro 


Leu 


Lys 


Ala 


Leu 


Leu Leu Ser Ser 


Lys Cys 


His Ser Phe Cys 


Ser 






275 






280 




285 




Cys 


Phe 


Val 


Ala 


Val 


Pro Val Thr Thr 


He Lys 


Leu Thr Tyr Phe 


Leu 




290 








295 




300 




Pro 


Gly 


Ala 


Val 


Ala 


Tyr Ala Cys Asn 


Pro Asn 


Thr Leu Gly Gly 




305 










310 


315 


319 





<210> 1169 
<211> 96 
<212>Amino acid 
<213> Homo sapiens 





<400> 1169 














Glu 


Arg 


Ala 


Gly 


Ala 


Gly Gly Ala Ala 


Ala 


Cys 


Arg Ala Gly Thr 


Arg 


1 








5 




10 




15 




Ser 


Gly 


Ala 


Thr 


Ser 


Arg Thr Pro Trp 


Pro 


Leu 


His Arg Gin Leu 


Ser 








20 




25 






30 




Met 


Met 


Leu 


Met 


Leu 


Ala Gin Ser Asn 


Pro 


Gin 


Leu Phe Ala Leu 


Met 






35 






40 






45 




Gly 


Thr 


Arg 


Ala 


Gly 


He Ala Arg Glu 


Leu 


Glu 


Arg Val Glu Gin 


Gin 




50 








55 






60 




Ser 


Arg 


Leu 


Glu 


Gin 


Leu Ser Ala Ala 


Glu 


Leu 


Gin Ser Arg Asn 


Gin 


65 










70 




75 




80 


Gly 


His 


Trp 


Ala 


Asp 


Trp Leu Gin Ala 


Tyr Arg 


Ala Arg Leu Gly 


Gin 










85 




90 




95 


96 



<210> 1170 
-<211> 145 
<212>Amino acid 
<213> Homo sapiens 

<220> 

<22l> misc feature 
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<222> (1) . . . {145) 

<223> X = any amino acid or stop code 



<400> 1170 

Asn Gly Thr Leu Phe lie Met Val Met His lie Lys Asp Leu Val Ser 

15 10 15 

Asp Tyr Lys Glu Xaa Trp Leu Xaa Arg Lys Pro Leu Pro Trp Xaa Glu 

20 25 30 

Ala Leu Leu Leu Arg Asp Cys Phe Phe Phe Xaa Val Thr Glu Asn Gly 

35 40 45 

Ala Asp Pro Asn Pro Tyr Val Lys Thr Tyr Leu Leu Pro Asp Asn His 

50 55 60 

Lys Thr Ser Lys Arg Lys Thr Lys He Ser Arg Lys Thr Arg Asn Pro 
65 70 75 80 

Thr Phe Asn Glu Met Leu Val Tyr Ser Gly Tyr Ser Lys Glu Thr Leu 

85 90 95 

Arg Gin Arg Glu Leu Gin Leu Ser Val Leu Ser Ala Glu Ser Leu Arg 

100 105 110 

Glu Asn Phe Phe Leu Gly Gly Val Thr Leu Pro Leu Lys Asp Phe Asn 

115 120 . 125 

Leu Ser Lys Glu Thr Val Lys Trp Tyr Gin Leu Thr Ala Ala Thr Tyr 
130 135 140 

Leu 
145 



<210> 1171 
<211> 464 
<212>Amino acid 
<213> Homo sapiens 



: <400> 1171 



Leu 


His 


Arg 


He 


Met 


Gin 


Leu 


Ala 


Val 


Val Val Ser 


Gin 


Val 


Leu 


Glu 


1 






5 










10 






15 




Asn 


Gly 


Ser 


Ser 


Val 


Leu 


Val 


Cys 


Leu 


Glu Glu Gly Trp 


Asp 


He 


Thr 








20 










25* 






30 






Ala 


Gin 


Val 
35 


Thr 


Ser 


Leu 


Val 


Gin 
40 


Leu 


Leu Ser Asp 


Pro 
45 


Phe 


Tyr 


Arg 


Thr 


Leu 
50 


Glu 


Gly 


Phe 


Gin 


Met 
55 


Leu 


Val 


Glu Lys Glu 
60 


Trp 


Leu 


Ser 


Phe 


Gly 


His 


Lys 


Phe 


Ser 


Gin Arg 


Ser 


Ser 


Leu Thr Leu 


Asn 


Cys 


Gin 


Gly 


65 










70 








75 








80 


Ser 


Gly 


Phe 


Ala 


Pro 


Val 


Phe 


Leu 


Gin 


Phe Leu Asp 


Cys 


Val 


His 


Gin 








85 










90 






95 




Val 


His 


Asn 


Gin 
100 


Tyr 


Pro 


Thr 


Glu 


Phe 
105 


Glu Phe Asn 


Leu 


Tyr 
110 


Tyr 


Leu 


Lys 


Phe 


Leu 
115 


Ala 


Phe 


His 


Tyr 


Val 
120 


Ser 


Asn Arg Phe 


Lys 
125 


Thr 


Phe 


Leu 


Leu 


Asp 


Ser 


Asp 


Tyr 


Glu Arg 


Leu 


Glu 


His Gly Thr Leu 


Phe 


Asp 


Asp 




130 










135 






140 










Lys 


Gly 


Glu 


Lys 


His 


Ala 


Lys 


Lys 


Gly 


Val Cys He 


Trp 


Glu 


Cys 


He 


145 










150 








155 








160 


Asp 


Arg 


Met 


His 


Lys 


Arg 


Ser 


Pro 


He 


Phe Phe Asn 


Tyr 


Leu Tyr 


Ser 










165 










170 






175 




Pro 


Leu 


Glu 


He 
180 


Glu 


Ala 


Leu 


Lys 


Pro 
185 


Asn Val Asn 


Val 


Ser 
190 


Ser 


Leu 
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Lys 


Ly s 


xrp 
195 


Asp 


xyx 


xyt 


lie 


Glu 
200 


Glu 


Thr 


Leu 


Ser 


Thr 
205 


Glv 

\jo.y 


Pro 


Ser 




A en 

210 


IXfcJ 


Met 


Met 


Leu 


Thr 
215 


Pro 


Lys 


His 


Phe 


Pro 
220 


Ser 


Glu 


Asp 


Ser 


ASp 


Leu 


Ala 


Glv 

\jxy 


Glu 


Ala 


Glv 


Pro 


Arcr 


Ser 


Gin 


Arcr 


Arcr 


Thr 


Val 


Trp 


225 










230 










235 










240 


Pro 


\_y & 


xyx 


Asp 


Asp 
245 


Val 


Ser 


Cvs 


Thr 


Gin 
250 


Pro 


Asp 


Ala 


Leu 


Thr 
255 


Ser 


Lieu 




Ser 


Glu 
260 


lie 


Glu 


Lys 


Leu 


Glu 
265 


His 


Lys 


Leu 


Asn 


Gin 
270 


Ala 


Pro 


m ft 


T.irc 


xrp 
275 


Gin 


Gin 


Leu 


Trn 
xxp 


Glu 
280 


Aifcr 

■rtxy 


Val 


Thr 


Val 


Asp 
285 


Leu 


LVS 


Glu 


V31U 


ri 

290 


TV T"f-r 


Thr 


Asp 


«xy 


Ser 
295 


Gin 


Arcr 

Axy 


His 


Leu 


Ser 
300 


Arcr 


Ser 


Pro 


Glv 


lie 


val 


Cor 
OCX 


1IIL 




Leu 


Prn 

IT 1. V 


Ser 


Tvr* 
xyx 


Gin 


Lys 


Ar/cr 


Ser 


Leu 


Leu 


His 


305 










310 










315 










320 


Leu 


Pro 


TV on 


Ser 


Ser 
325 


Met 


Glv 


Glu 


Glu 


Gin 
330 


Asn 


Ser 


Ser 


He 


Ser 
335 


Pro 


Ser 


Asn 


oXy 


vax 
340 


Glu 




At*ct 


Ala 


Ala 
345 


Thr 


Leu 


Tvr 


Ser 


Gin 
350 


Tvr 

x jrx, 


Thr 


Ser 


Xiy a 


355 


no 


Glu 


Asn 


m 3 


Ser 
360 


Phe 


Glu 


Glv 


Thr 


Leu 
365 


Tvr 

X J X> 


Lvs 


Arcr 


vjxy 


vH— Let 

370 


T.oi i 




Lys 


Glv 
vjxy 


XX LJ 

375 


Lys 


Pro 


Arcr 


xxjj 


Phe 
380 


Val 


Leu 


Aso 


Val 




Lys 


nio 


Gin 


Leu 


/\xy 


xyx 


Tvr 

xyx 


Asp 


Ser 


Glv 


Glu 


Asp 


Thr 


Ser 


Cvs 


385 










390 










395 










400 


Lys 


oxy 


Tin c 


lie 


Asp 
405 


Leu 


nl a 
i-VXd 


Glu 


Val 


Glu 
410 


Met 


Val 


lie 


Pro 


Ala 
415 


Glv 
urxy 


Pro 


Ser 


Met 


Gly 
420 


Ala 


Pro 


Lys 


His 


Thr 
425 


Ser 


Asp 


Lys 


Ala 


Phe 
430 


Phe 


Asp 


Leu 


Lys 


Thr 
435 


Ser 


Lys 


Arg 


Val 


Tyr 
440 


Asn 


Phe 


Cys 


Ala 


Gin 
445 


Asp 


Gly 


Gin 


Ser 


Ala 
450 


Gin 


Gin 


Trp 


Met 


Asp 
455 


Lys 


lie 


Gin 


Ser 


Cys 
460 


He 


Ser 


Asp 


Ala 
464 



<210> 1172 
<2ll> 256 
<212>Amino acid 
<213> Homo sapiens 



<400> 1172 



Glu 


Val 


Glu 


Gly 


Pro 


Arg 


Arg 


Val 


Ser 


Pro 


Ala 


Pro 


Glu 


Thr 


Leu 


Gly 


1 








5 










10 










15 




Met 


Glu 


Glu 


Ser 
20 


Val 


Val 


Arg 


Pro 


Ser 
25 


Val 


Phe 


Val 


Val 


Asp 
30 


Gly 


Gin 


Thr 


Asp 


He 
35 


Pro 


Phe 


Thr 


Arg 


Leu 
40 


Gly 


Arg 


Ser 


His 


Arg 
45 


Arg 


Gin 


Ser 


Cys 


Ser 
50 


Val 


Ala 


Arg 


Val 


Gly 
55 


Leu 


Gly 


Leu 


Leu 


Leu 
60 


Leu 


Leu 


Met 


Gly 


Ala 


Gly 


Leu 


Ala 


Val 


Gin 


Gly 


Trp 


Phe 


Leu 


Leu 


Gin 


Leu 


His 


Trp 


Arg 


65 










70 










75 










80 


Leu 


Gly 


Glu 


Met 


Val 
85 


Thr 


Arg 


Leu 


Pro 


Asp 
90 


Gly 


Pro 


Ala 


Gly 


Ser 
95 


Trp 


Glu 


Gin 


Leu 


He 
100 


Gin 


Glu 


Arg 


Arg 


Ser 
105 


His 


Glu 


Val 


Asn 


Pro 
110 


Ala 


Ala 


His 


Leu 


Thr 
115 


Gly 


Ala 


Asn 


Ser 


Ser 
120 


Leu 


Thr 


Gly 


Ser 


Gly 
125 


Gly 


Pro 


Leu 
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Leu 


Trp 


Glu 


Thr 


Gin 


Leu Gly 


Leu 


Ala 


Phe 


Leu Arg Gly Leu Ser Tyr 




130 








13b 








14U 


HIS 


ASp 


Giy 


Ala 


T /Ml 

Leu 


val vai 


Thr 


Lys 


Ala 


Gly Tyr Tyr Tyr He Tyr 


1 AC 


















13D JLbU 


Ser 


Lys 


val 


Gin 


Leu 


triy Giy 


Val 


Gly Cys 


Pro Leu Gly Leu Ala Ser 










1 cc 
Xb j 








170 


X / D 


rnr 


lie 


Tn.r 


TT ~ 


Giy 


Leu Tyr 


Lys Arg Thr 


Pro Arg Tyr Pro Glu Glu 








JLOU 








185 






Leu 


Glu 


Leu 


Leu 


Val 


Ser Gin 


Gin 


Ser 


Pro 


Cys Gly Arg Ala Thr Ser 






195 








200 






205 


Ser 


Ser 


Arg 


Val 


Trp 


Trp Asp 


Ser 


Ser 


Phe 


Leu Gly Gly Val Val His 




210 








215 








220 


Leu 


Glu 


Ala 


Gly 


Glu 


Glu Val 


Val 


Val 


Arg 


Val Leu Asp Glu Arg Leu 


225 










230 








235 2.40 


Val 


Arg 


Leu 


Arg 


Asp 


Gly Thr 


Arg 


Ser 


Tyr 


Phe Gly Ala Phe Met Val 










245 








250 


255 256 



<210> 1173 

<211> 117 

< 2 12 > Amino acid 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (117) 

<223> X = any amino acid or stop code 



<400> 1173 



Gin 


Ser 


Ala 


Glu 


Leu 


Gly Pro 


Arg 


1 








5 






Ser 


Cys 


Thr 


Lys 
20 


Ala 


Ser Lys 


Pro 


Thr 


Ser 


Gly 
35 


Leu 


Gly 


Xaa Gly 


Pro 
40 


Arg 


Pro 
50 


Ser 


Leu 


Pro 


Ala Gin 
55 


Leu 


Ala 


Thr 


Leu 


Arg 


Thr 


Pro Thr 


Gin 


65 










70 




His 


Thr 


Pro 


Ser 


Pro 
85 


Thr His 


Val 


Cys 


Ser 


Ser 


Pro 
100 


Arg 


Cys Pro 


Gly 


Val 


Gly 


Pro 
115 


Phe 


Phe 
117 







Arg 


Arg 


Glu Gly Ser Arg Arg Pro 




10 


15 


Trp 


Arg 


Arg Arg Pro Gly Gly Pro 


25 




30 


Leu 


Ser 


Pro Gly Pro Tyr Gin Cys 






45 


Tyr 


Pro 


Gin Ser Leu Met Ala Ala 






60 


Val 


Ser 


Ala Ala Ser Ser Arg Pro 






75 80 


Leu 


Lys 


Pro Ser -Val Arg Gly Ala 




90 


95 


Ser 


Gly 


Thr Leu Arg Arg Ser Trp 


105 




110 



<210> 1174 
<211> 370 
<212>Amino acid 
<213> Homo sapiens 



<400> 1174 

Leu Trp Trp Pro Pro Leu Ser Arg His Ala Ala His Arg Gin Trp Pro 
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15 10 IS 

Gly Pro Thr Ala Pro Arg Gly Leu Gly His Lys Val Lys Gly Arg Gly 

20 25 30 

Ala Ser Pro Ala Ala Met Trp Ser Cys Ser Trp Phe Asn Gly Thr Gly 

35 40 45 

Leu Val Glu Glu Leu Pro Ala Cys Gin Asp Leu Gin Leu Gly Leu Ser 

50 55 60 

Leu Leu Ser Leu Leu Gly Leu Val Val Gly Val Pro Val Gly Leu Cys 
65 70 75 80 

Tyr Asn Ala Leu Leu Val Leu Ala Asn Leu His Ser Lys Ala Ser Met 

85 90 95 

Thr Met Pro Asp Val Tyr Phe Val Asn Met Ala Val Ala Gly Leu Val 

100 105 110 

Leu Ser Ala Leu Ala Pro Val His Leu Leu Gly Pro Pro Ser Ser Arg 

115 120 125 

Trp Ala Leu Trp Ser Val Gly Gly Glu Val His Val Ala Leu Gin He 

130 135 140 

Pro Phe Asn Val Ser Ser Leu Val Ala Met Tyr Ser Thr Ala Leu Leu 
145 150 155 160 

Ser Leu Asp His Tyr He Glu Arg Ala Leu Pro Arg Thr Tyr Met Ala 

165 170 175 

Ser Val Tyr Asn Thr Arg His Val Cys Gly Phe Val Trp Gly Gly Ala 

180 185 190 

Leu Leu Thr Ser Phe Ser Ser Leu Leu Phe Tyr He Cys Ser His Val 

195 200 205 

Ser Thr Arg Ala Leu Glu Cys Ala Lys Met Gin Asn Ala Glu Ala Ala 

210 215 , 220 

Asp Ala Thr Leu Val Phe He Gly Tyr Val Val Pro Ala Leu Ala Thr 
225 230 235 240 

Leu Tyr Ala Leu Val Leu Leu Ser Arg Val Arg Arg Glu Asp Thr Pro 

245 250 255 

Leu Asp Arg Asp Thr Gly Arg Leu Glu Pro Ser Ala His Arg Leu Leu 

260 265 270 

Val Ala Thr Val Cys Thr Gin Phe Gly Leu Trp Thr Pro His Tyr Leu 

275 280 285 

He Leu Leu Gly His Thr Val He He Ser Arg Gly Lys Pro Val Asp 

290 295 300 

Ala His Tyr Leu Gly Leu Leu His Phe Val Lys Asp Phe Ser Lys Leu 
305 310 315 t 320 

Leu Ala Phe Ser Ser Ser Phe Val Thr Pro Leu Leu Tyr Arg Tyr Met 

325 330 335 

Asn Gin Ser Phe Pro Ser Lys Leu Gin Arg Leu Met Lys Lys Leu Pro 

340 345 350 

Cys Gly Asp Arg His Cys Ser Pro Asp His Met Gly Val Gin Gin Val 
355 360 365 

Leu Ala 
370 



<210> 1175 
<211> 145 
<212>Amino acid 
<213> Homo sapiens 



<400> 1175 

Ser Glu Ser Glu Leu Phe Thr Leu Met Pro Ser Leu Pro Thr Thr Asn 

15 10 15 

Cys Val His Ser Leu Gin Met He Pro Pro Leu Ser Pro Ala Pro Asn 

20 25 30 

Gin Glu Leu Val Leu Gly Leu Cys Tyr Met Ser Tyr Leu Ala Phe Leu 
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35 








40 




Thr 


Plie Asp 


Phe 


Cys 


Cys 










55 




Dvn Gov* 


it lie; 


Lys Tyr 


lie 


Cys 


Val 


DJ 






70 






uyo vcix 






Leu 


Ser 


Ser 






85 








Ala Asp 


Gly 


Val Leu 


Gin 


Pro Arg 






100 








Val Phe 


Ala 


Thr Ser 


lie 


Ser 


Glu 




115 








120 


Gin Lys 


Thr 


Glu Ala 


Lys 


Leu 


lie 


130 








135 





Lys 
145 



45 

Leu Tyr Phe Ser Thr Val Tyr Ala 
60 

His Thr Asp Thr His lie Cys Val 
75 80 
Val Val Ser Lys Ser Ser Ala Glu 

90 95 
Arg His Pro Ala Ser Leu Leu lie 
105 HO 
Ser Ser Leu Leu lie Phe Ser Phe 
125. 

Val Phe Ala Val Ser Leu Ala Ala 
140 



<210> 1176 
<211> 50 
<2l2>Amino acid 
<213> Homo sapiens 



<400> 1176 

Phe Phe Phe Leu Arg Gin Ser Leu Thr Leu Ser Pro Arg Leu Glu Cys 

15 10 15 

Ser Gly Ala Thr Ser Ala Ser Pro Ser Ala Gly lie Thr Gly Met Ser 

20 25 30. 

His His Ser Gin Pro lie Val Asn Phe Leu Arg Ala Cys lie Pro lie 
35 40 45 

Ser Lys 
50 



<210> 1177 
<211> 231, 
<212>Amino acid 
<213> Homo sapiens 



<400> 1177 



Arg Gin 


His 


Ala Glu 


Glu Arg Gly 


1 




5 




Thr Leu 


Glu 


Arg Val 


Gly Pro Glu 






20 




His Gin 


Arg 


Gin Gly 


Gin Glu Gly 




35 




40 


Leu Ala 


Pro 


Thr Arg 


Gly Leu Glu 


50 






55 


Leu Ala 


Gly 


Gly Pro 


Arg Val Gly 


65 






70 


Ala Pro 


Arg 


Met Glu 


Trp Lys Val 






85 




Tyr Val 


Ala 


Lys Arg 


Pro Val Arg 






100 




Leu Lys 


He 


Arg Glu 


Glu Arg Ser 




115 




120 


Val Ser 


Glu 


Met Lys 


Met Gly Arg 



Arg Arg Asn Pro Lys Thr Gly Leu 

10 15 
Ser Ser Pro Tyr Leu Leu Arg Arg 

25 30 
Glu His Tyr His Ser Cys Val Gin 
45 

Glu Ser Gly His Gly Pro Leu Ser 
60 

Gly Val Ala Ala Ala Ala Thr Glu 
75 80 
Lys Val Arg Ser Asp Gly Thr Arg 

90 95 
Asp Arg Leu Leu Lys Ala Arg Ala 
105 110 
Gly Met Thr Thr Asp Asp Asp Ala 
125 

Tyr Trp Ser Lys Glu Glu Arg Lys 
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